Supplemental Table 2. Pentides obtained for the modified Ivsines in p300.

Penptides containina both oxidized methionine and lvsine acetvlation are also shown. PTM=posttranslational modification. ~=Acetvlation (+42 Da). @=Oxidation (+16 Da).

Sequence Alignment

Copy
ModCount| Count
p300 (nb of | (nb of
Residue Mass modifica| spectra
Number Differen tions on for
Modified| PTM PTM Description ce XCorr Spectrum no peptide)|peptide)
77|\n Acetylation 42 LGLTNGGDINQLQTSLGMVQDAASKHKQLSE 3.6758|HSp300 BAC Ac Ec 104.010154.01 1 1
77|n Acetylation/Methion 42/16 |[LGLTNGGDINQLQTSLGMVQDAASKHKQLSE 3.6778|HSp300 BAC Ac Ec 102.009938.00| 2 1
77|" Acetylation 42 LGLTNGGDINQLQTSLGMVQDAASKHKQLSE 3.1311|HSp300 BAC Ac Ec 101.012490.01 2 2
77|n Acetylation 42 LGLTNGGDINQLQTSLGMVQDAASKHKQLSE 5.0653|HSp300 BAC Ac Ec 101.012473.01 2 1
77|n Acetylation 42 LGLTNGGDINQLQTSLGMVQDAASKHKQLSE 2.9164|HSp300 BAC p3 Ac Ec 102.010804 1 1
77|n Acetylation 42 LGLTNGGDINQLQTSLGMVQDAASKHKQLSE 3.7607|HSp300 BAC p3 DeAc Ec 101.0121 1 1
77|n Acetylation/Methion 42/16 GMVQDAASKHKQLSELL 2.8527|HSp300 BAC Ac p2 CTi 107.00744 2 1
77|n Acetylation 42 GMVQDAASKHKQLSELL 2.7032|HSp300 BAC Ac p3 CTi 104.00874 1 2
77|n K @ ~on
79" Acetylation 42 HKQLSELLR 3.0396 |HsBAC p300 Ac pl Ti 110.009430| 1 4
79" Acetylation 42 HKQLSELLR 2.5814|HSp300 BAC Ac p2 Ti 109.007582 1 3
79" Acetylation 42 HKQLSELLR 3.0303|HSp300 BAC Ac p3 Ti 106.007564 1 1
79|" Acetylation 42 LGLTNGGDINQLQTSLGMVQDAASKHKQLSE 3.1311|HSp300 BAC Ac Ec 101.012490.01 2 2
79" Acetylation 42 LGLTNGGDINQLQTSLGMVQDAASKHKQLSE 5.0653|HSp300 BAC Ac Ec 101.012473.01 2 1
79|~ K A~ A
291 |~ Acetylation 42 TVLSNNLSPFAMDKK 4.2057|HSp300 BAC Ac p3 Ti 101.010512| 1 1
291 |~ K n
292~ Acetylation/Methion 42/16 |[KAVPGGGMPNMGQQPAPQVQQPGLVTPVAQGMGSGAHTADPEK 3.6854|HSp300 BAC Ac p2 Ti 112.008362] 2 1
292~ K n @
336" Acetylation 42 KLIQQQLVLLLHAHKCAQR 5.0966 |HSp300 BAC DeAc p2 Ti 114.0104 2 1
336" Acetylation 42 KLIQQQLVLLLHAHK 3.9311|HSp300 BAC Ac p3 Ti 113.010689| 1 1
336" Acetylation 42 KLIQQQLVLLLHAHKCAQR 4.7021|HSp300 BAC Ac p3 Ti 114.010822| 2 2
336" K n n
350" Acetylation 42 KLIQQQLVLLLHAHKCAQR 5.0966 |HSp300 BAC DeAc p2 Ti 114.0104 2 1
350" Acetylation 42 LIQQQLVLLLHAHKCQR 4.5835|HSp300 BAC DeAc p2 Ti 113.0133| 1 10
350" Acetylation 42 LIQQQLVLLLHAHKCQR 4.3296 |HSp300 BAC DeAc p2 Ti 114.0106| 1 6
350~ Acetylation 42 KLIQQQLVLLLHAHKCAQR 4.7021|HSp300 BAC Ac p3 Ti 114.010822| 2 2
350" Acetylation 42 LIQQQLVLLLHAHKCQR 4.5729|HSp300 BAC Ac p3 Ti 114.012066| 1 10
350" Acetylation 42 LIQQQLVLLLHAHKCQR 4.0267|HSp300 BAC Ac p3 Ti 114.012614 1 7
350" Acetylation 42 LIQQQLVLLLHAHKCQR 4.5572|HSp300 BAC DeAc p3 Ti 114.0104 1 12
350" Acetylation 42 LIQQQLVLLLHAHKCQR 5.4146|HSp300 BAC DeAc p3 Ti 114.0101 1 9
350" K ~ n
373~ Acetylation/Methion 42/16 |[TMKNVLNHMTHCQSGK 4.1064 |HsBAC p300 Ac pl Ti 114.011195| 2 3
373~ Acetylation 42 TMKNVLNHMTHCQSGKSCQVAHCASSR 6.8453|HSp300 BAC Ac p2 Ti 114.008542 2 5
373~ Acetylation/Methion 42/16 |[TMKNVLNHMTHCQSGKSCQVAHCASSR 6.058|HSp300 BAC Ac p2 Ti 114.008092| 3 2
373~ Acetylation/Methion 42/16 |[TMKNVLNHMTHCQSGKSCQVAHCASSR 5.4066 |HSp300 BAC Ac p2 Ti 113.008060| 3 2
373~ Acetylation 42 TMKNVLNHMTHCQSGK 4.1362|HSp300 BAC DeAc p2 Ti 112.0083| 1 2
373~ Acetylation 42 TMKNVLNHMTHCQSGK 5.1249|HSp300 BAC DeAc p2 Ti 112.0083| 1 2
373~ Acetylation 42 TMKNVLNHMTHCQSGKSCQVAHCASSR 7.2385|HSp300 BAC DeAc p2 Ti 112.0083| 2 3
373~ Acetylation/Methion 42/16 |[TMKNVLNHMTHCQSGKSCQVAHCASSR 6.2355|HSp300 BAC DeAc p2 Ti 112.0078| 3 2
373~ Acetylation 42 TMKNVLNHMTHCQSGK 3.56|HSp300 BAC Ac p3 Ti 112.008648 1 1
373~ Acetylation 42 TMKNVLNHMTHCQSGK 5.0809|HSp300 BAC Ac p3 Ti 111.007268| 1 3




g;g 2 :iziy:ation/Methion 42/16 [TMKNVLNHMTHCQSGK 3.7509|HSp300 BAC Ac p3 Ti 111.006228| 2 1
e Acetylztlg:/M o 424/2 TMKNVLNHMTHCQSGKSCQVAHCASSR 7.7423|HSp300 BAC Ac p3 Ti 113.008738| 2 9
e AcetyI /Me h,on 16 |[TMKNVLNHMTHCQSGKSCQVAHCASSR 5.6013|HSp300 BAC Ac p3 Ti 113.008217| 3 5
ez - tylat On/Methlon 42/16 |[TMKNVLNHMTHCQSGKSCQVAHCASSR 3.8745|HSp300 BAC Ac p3 Ti 112-008058 3 1
e ACZt§|:t:g: ethion| 424/216 $m E:ztz :MTHCQSG KSCQVAHCASSR 3.9859|HSp300 BAC Ac p3 Ti 113-008036 4 1
e - o g THCQSG E 4.1942|HSp300 BAC DeAc p3 Ti 101.0081| 1 1
386" Acetylation 42 TMKNVLNHMTHCQSGKSCQVAHCASSR 6.8453|H i
ggg 2 :ce:y:atlon;Methion 42/16 |[TMKNVLNHMTHCQSGKSCQVAHCASSR (.S.DSS Hzgggg Sig 22 zg 1: 11188233; § g
ez Aiztylztlg: Methion| 424/16 TMKNVLNHMTHCQSGKSCQVAHCASSR 5.4066 |HSp300 BAC Ac p2 Ti 113:008060 3 2
ez AcetyIa on 4; - NVLNHMTHCQSGKSCQVAHCASSR 6.485|HSp300 BAC Ac p2 Ti 113.007941| 1 7
e Acetylat"m/M o o KNVLNHMTHCQSGKSCQVAHCASSR 7.2385|HSp300 BAC DeAc p2 Ti 112.0083| 2 3
e Acet));la on ethion| 4216 TMKzthHMTHCQSGKSCQVAHCASSR 6.2355|HSp300 BAC DeAc p2 Ti 112.0078| 3 2
e Aeotoiation = 5 NHMTHCQSGKSCQVAHCASSR 7.1877|HSp300 BAC DeAc p2 Ti 112.0077| 1 4
ez peetylation =2 - VLNHMTHCQSGKSCQVAHCASSR 4.8929|HSp300 BAC DeAc p2 Ti 112.0077| 1 4
e Acety|at|0n/Methion T m KNVLNHMTHCQSGKSCQVAHCASSR 7.7423|HSp300 BAC Ac p3 Ti 113.008738| 2 9
ez AcetyIa et KNVLNHMTHCQSGKSCQVAHCASSR 5.6013|HSp300 BAC Ac p3 Ti 113.008217| 3 5
e N tylton/e !on 42/16 |[TMKNVLNHMTHCQSGKSCQVAHCASSR 3.8745|HSp300 BAC Ac p3 Ti 112.008058| 3 1
ez Aiztylz Ig: Methion| 424/216 TMKNVLNHMTHCQSGKSCQVAHCASSR 3.9859|HSp300 BAC Ac p3 Ti 113:008036 4 1
e Acet));latlon = NVLNHMTHCQSGKSCQVAHCASSR 6.9877|HSp300 BAC Ac p3 Ti 112.008060| 1 8
ez peetyiatd NVLNHMTHCQSGKSCQVAHCASSR 4.7419|HSp300 BAC Ac p3 Ti 113.008188| 1

ylation 42 NVLNHMTHCQSGKSCQVAHCASSR 5.0329|H i 10 1
ez - o : K - Sp300 BAC DeAc p3 Ti 101.0074 1 1
404 |~ Acetylation 42 QIISHWKNCTR
e Aeotolation = SR e TR 2.995|HSp300 BAC Ac p2 Ti 108.006406| 1 2
o : K 2.6238|HSp300 BAC Ac p3 Ti 109.006758|
418 | Acetylation 42 HDCP
e Acet));la on = noct z ((; t E t E : : ((i B E = 3.0909 |HsBAC p300 Ac pl Ti 106.008520| 1 1
418" Acetylation 42 HDCPVCLPLKNAGDKR S olnoao oA Ae s T dow 00rara : :
e Aeotolation = TR Y TR 5.0888|HSp300 BAC Ac p2 Ti 109.007271 2 7
418" Acetylation 42 HDCPVCLPLKNAGDK S rolnea00 BAC Den baT1 101" o004 i i
418" Acetylation 42 HDCPVCLPLKNAGDKR S o nea00 BAC Dene baT1 108 o009 > 7
418" Acetylation 42 HDCPVCLPLKNAGDK T e e : 3
418" Acetylation 42 HDCPVCLPLKNAGDKR e lnea0n BaG Ae T 105 ooverd > :
418" Acetylation 42 KNAGDKRNQQPILTGAPVGL A TR : >
418" Acetylation 42 KNAGDKRNQQPILTGAPVGLGNPSSL i;g;g :nggg BAC A bz CTE 100" 0087s : :
e poet - P! BAC Ac p2 CTi 109.00873| 2
e Acet));::tlg: jg Ez:ggﬁizggg:t$g:;&gtGNPSSLGVGQQSAPNLSTVSQIDPSSIERAY 4.4003|HSp300 BAC Ac p2 CTi 112.01008| 2 ;
418" Acetylation 42 KNAGDKRNQQPILTGAPVGL g?g;g :ngoo BAC A bs CTs 104 00810 > >
e feetya - p300 BAC Ac p3 CTi 104.00810 2 2
e Acet));latlg: jg Ez:ggﬁizQQE:II:$GAPVGLGNPSSLGVGQQSAPNLSTVSQIDPSSIERAY 4.2936|HSp300 BAC Ac p3 CTi 110.01005| 2 2
e 5 K K QQ GAPVGL 3.5144|HSp300 BAC DeAc p3 CTi 104.007| 1 2
423 |7 Acetylation 42 HDCP
423[r[hcerytation 45 JWDCPVCLPLKNACD K =050 Hop300 BAC Ac p2 Ti 105-007271 5|7
423 |~ Acetylation 42 HDCPVCLPLKNAGDKR S ro lnea00 BaG Derest Ti 108 oond : i
423 |~ Acetylation 42 HDCPVCLPLKNAGDKR e e : :
423 |~ Acetylation 42 KNAGDKRNQQPILTGAPVGL S 12l nea00 oG Ae o T Lai oo : =
423 |~ Acetylation 42 KNAGDKRNQQPILTGAPVGL S alnea00 ot he et 207 o080 > >
423 |~ Acetylation 42 KNAGDKRNQQPILTGAPVGLGNPSSL i;g;j :nggg BAC A bz CTi 117”0080 : :
= - BAC Ac p2 CTi 112.00886|
= ﬁiggj::t.g: jg EzﬁggiiNQQP ILTGAPVGLGNPSSL 4.3298 HSSBOO BAC Ac SZ CTi 109.00873| ; 1
= Aeotolation = KNAGDKRESSE:t$g:gz2LGNPSSLGVGQQSAPNLSTVSQIDPSSIERAY 4.4003|HSp300 BAC Ac p2 CTi 112.01008| 2 3
423 |~ Acetylation 42 KNAGDKRNQQPILTGAPVG II: S s lnea00 BaG Ae e e 10400800 > :
423 |~ Acetylation 42 KNAGDKRNQQPILTGAPVGLGNPSSL g;i?: :zngg BAC A bs CTH 106 00027 : :
= foenyat - P! BAC Ac p3 CTi 109.00827| 1 1
= Yy ion 4K2 fNAGDfRNQQPILTGAPVGLGNPSSLGVGQQSAPNLSTVSQIDPSSIERAY 4.2936|HSp300 BAC Ac p3 CTi 110.01005| 2 2




4897 Acetylation 42 |AYAALGLPYQVNQMPTQPQVQAKNQQNQQPGQSPQGMR 4.0187[HsBAC p300 Ac pl Ti 111.015098 1 1
4897 Acetylation 42 |AYAALGLPYQVNQMPTQPQVQAKNQQNQQPGQSPQGMR 4.2864|HSp300 BAC Ac p3 Ti 110.009446| 1 1
489[~ K ~

5697 Acetylation 42 |KQWHEDITQDLR 3.5031[HSp300 BAC Ac p2 Ti 104.007617| 1 3
5697 Acetylation 42 |KQWHEDITQDLR 4.6197[HSp300 BAC Ac p3 Ti 101.009140) 1 5
5697 K ~

601 [~ Acetylation 42 |LVQAIFPTPDPAALKDR 3.6344[HSBAC p300 Ac pl Ti 105.012482| 1 1
601 [~ Acetylation 42 |LVQAIFPTPDPAALKDR 5.4857 [HSBAC p300 Ac pl Ti 106.012176| 1 9
601 [~ Acetylation 42 |[LVQAIFPTPDPAALKDR 4.6033[HSp300 BAC Ac p2 Ti 106.009860) 1 9
601 [~ Acetylation 42 |LVQAIFPTPDPAALKDR 4.6829[HSp300 BAC Ac p3 Ti 109.010266| 1 15
601 [~ Acetylation 42 |LVQAIFPTPDPAALKDR 3.7571[HSp300 BAC Ac p3 Ti 102.009772| 1 1
601 [~ K ~

614[7 Acetylation 42 KVEGDMYESANNR 2.5578[HSp300 BAC Ac p2 Ti 101.005796| 1 1
6147 Acetylation 42 KVEGDMYESANNR 3.3191[HSp300 BAC DeAc p2 Ti 102.0046| 1 5
614[7 Acetylation 42 KVEGDMYESANNR 3.0881[HSp300 BAC Ac p3 Ti 102.005676| 1 2
6147 Acetylation 42 INLVAYARKVE 3.0832[HSp300 BAC Ac Ec 101.008883.00) 1 1
614[7 Acetylation 42 |NLVAYARKVEGDMYESANNRAE 4.8811[HSp300 BAC Ac Ec 102.010242.01] 1 1
614[7 K ~

6367 Acetylation 42 |AEYYHLLAEKIYK 3.1367|HSBAC p300 SIRT pl Ti 105.0104 1 1
6367 K ~

970[~ Acetylation 42 |KQPSQEVKMEAKME 2.9089[HSp300 BAC Ac Ec 102.005727.00) 1 2
970[~ K ~

981~ Acetylation 42 |MEAKMEVDQPEPADTQPEDISESK 4.1742[HsBAC p300 SIRT pl Ti 102.0079 1 2
981~ Acetylation 42 |MEAKMEVDQPEPADTQPEDISESK 5.1268|HSp300 BAC DeAc p2 Ti 102.0061] 1 4
981~ Acetylation 42 |MEAKMEVDQPEPADTQPEDISESK 4.2959[HSp300 BAC Ac p3 Ti 101.008898 1 1
981~ K ~

1001]7 Acetylation 42 MEVDQPEPADTQPEDISESKVEDCK 4.453|HSp300 BAC Ac p2 Ti 101.008256| 1 1
1001]~ Acetylation 42 |AKMEVDQPEPADTQPEDISESKVEDCKME 4.597|HSp300 BAC Ac Ec 101.008850.00) 1 1
1001]7 K ~

1020]~ Acetylation 42 |STELKTEIKEEEDQPSTSATQSSPAPGQSK 4.9049[HSp300 BAC Ac p3 Ti 101.008531] 1 1
1020]~ K ~

1045|7 Acetylation 42 |TEIKEEEDQPSTSATQSSPAPGQSKKK 4.4992[HSp300 BAC Ac p3 Ti 101.006450) 2 1
1045]7 Acetylation 42 IKEEEDQPSTSATQSSPAPGQSKKKIFKPEE 6.729|HSp300 BAC Ac Ec 102.006861.00) 3 2
1045]7 K AnA

10467 Acetylation 42 KKIFKPEELR 3.2639[HSBAC p300 Ac pl Ti 108.008714 2 7
10467 Acetylation 42 |TEIKEEEDQPSTSATQSSPAPGQSKKK 4.4992[HSp300 BAC Ac p3 Ti 101.006450) 2 1
10467 Acetylation 42 IKEEEDQPSTSATQSSPAPGQSKKKIFKPEE 6.729|HSp300 BAC Ac Ec 102.006861.00) 3 2
10467 K AAn

1047]7 Acetylation 42 KKIFKPEELR 3.2639[HSBAC p300 Ac pl Ti 108.008714 2 7
1047]7 Acetylation 42 KIFKPEELR 2.6715[HsSBAC p300 Ac pl Ti 107.008346| 1 1
1047|7 Acetylation 42 KIFKPEELR 2.5886|HSp300 BAC Ac p2 Ti 106.006882| 1 1
1047]7 Acetylation 42 KKIFKPEELR 2.6433[HSp300 BAC Ac p3 Ti 111.006837| 1 1




1047\~ Acetylation 42 KIFKPEELR 3.1215|HSp300 BAC Ac p3 Ti 106.007040 1 1
1047\~ Acetylation 42 IKEEEDQPSTSATQSSPAPGQSKKKIFKPEE 6.729|HSp300 BAC Ac Ec 102.006861.00| 3 2
1047\~ K nan

1094 |~ Acetylation 42 QDPESLPFRQPVDPQLLGIPDYFDIVKSPMDLSTIK 3.5431|HsBAC p300 pl NOMO Ti 102.0186| 1 1
1094 |~ Acetylation 42 QPVDPQLLGIPDYFDIVKSPMDLSTIK 3.9629 |HsBAC p300 Ac pl Ti 103.018381] 1 1
1094 |~ K n

1105\~ Acetylation 42 KLDTGQYQEPWQYVDDIWLMFNNAWLYNR 5.0982|HsBAC p300 pl NOMO Ti 110.0020| 1 1
1105\~ Acetylation 42 KLDTGQYQEPWQYVDDIWLMFNNAWLYNRK 3.6553|HSBAC p300 pl NOMO Ti 111.0193] 1 1
1105\~ Acetylation/Methion 42/16 |[KLDTGQYQEPWQYVDDIWLMFNNAWLYNR 5.1566 |HSp300 BAC Ac p2 Ti 109.016785| 2 9
1105\~ Acetylation/Methion 42/16 |[KLDTGQYQEPWQYVDDIWLMFNNAWLYNR 4.5679|HSp300 BAC DeAc p2 Ti 105.0166| 2 4
1105\~ Acetylation 42 KLDTGQYQEPWQYVDDIWLMFNNAWLYNR 4.0582|HSp300 BAC Ac p3 Ti 113.01495] 1 2
1105\~ Acetylation/Methion 42/16 |[KLDTGQYQEPWQYVDDIWLMFNNAWLYNR 4.6449 | HSp300 BAC Ac p3 Ti 109.017214] 2 1
1105\~ K ~ @

1144\~ Acetylation 42 YCSKLSEVFEQEIDPVMQSLGYCCGR 3.7645|HsBAC p300 Ac pl Ti 102.018633] 1 1
1144\~ Acetylation 42 YCSKLSEVFEQEIDPVMQSLGYCCGR 4.7392|HSp300 BAC DeAc p2 Ti 103.0138| 1 6
1144\~ Acetylation 42 YCSKLSEVFEQEIDPVMQSLGYCCGR 4.6653|HSp300 BAC Ac p3 Ti 113.012786| 1 7
1144\~ Acetylation 42 CSKLSEVFEQEIDPVMQSL 3.8074|HSp300 BAC Ac p2 CTi 104.01409 1 1
1144\~ Acetylation 42 CSKLSEVFEQEIDPVMQSL 4.0852|HSp300 BAC Ac p3 CTi 102.01412| 1 1
1144\~ Acetylation/Methion 42/16 CSKLSEVFEQEIDPVMQSL 3.0607 |[HSp300 BAC Ac p3 CTi 102.01197| 2 1
1144\~ K ~ @

1167\~ Acetylation 42 KLEFSPQTLCCYGK 3.3517|HSp300 BAC Ac p2 Ti 105.008466| 1 1
1167\~ Acetylation 42 KLEFSPQTLCCYGKQLCTIPR 3.2253|HSp300 BAC Ac p2 Ti 110.010844| 2 11
1167\~ Acetylation 42 KLEFSPQTLCCYGKQLCTIPR 3.4195|HSp300 BAC DeAc p2 Ti 105.0106| 2 5
1167\~ Acetylation 42 KLEFSPQTLCCYGK 2.835|HSp300 BAC Ac p3 Ti 101.010346| 1 2
1167\~ Acetylation 42 KLEFSPQTLCCYGKQLCTIPR 3.2696 |[HSp300 BAC Ac p3 Ti 104.011014| 2 5
1167\~ K n ~

1180\~ Acetylation 42 KLEFSPQTLCCYGKQLCTIPR 5.2008 |HsSBAC p300 Ac pl Ti 112.015963| 1 6
1180\~ Acetylation 42 KLEFSPQTLCCYGKQLCTIPR 4.8595|HsBAC p300 Ac pl Ti 113.013470 1 6
1180\~ Acetylation 42 KLEFSPQTLCCYGKQLCTIPR 3.7471|HsBAC p300 SIRT pl Ti 110.0118| 1 1
1180\~ Acetylation 42 KLEFSPQTLCCYGKQLCTIPR 3.6118|HsBAC p300 SIRT pl Ti 110.0119 1 1
1180\~ Acetylation 42 KLEFSPQTLCCYGKQLCTIPR 3.7182|HSp300 BAC Ac p2 Ti 111.010378| 1 1
1180\~ Acetylation 42 KLEFSPQTLCCYGKQLCTIPR 3.2253|HSp300 BAC Ac p2 Ti 110.010844| 2 11
1180\~ Acetylation 42 LEFSPQTLCCYGKQLCTIPR 4.0266 |HSp300 BAC Ac p2 Ti 107.010714| 1 1
1180\~ Acetylation 42 KLEFSPQTLCCYGKQLCTIPR 5.402|HSp300 BAC DeAc p2 Ti 109.0099| 1 7
1180\~ Acetylation 42 KLEFSPQTLCCYGKQLCTIPR 5.8011|HSp300 BAC DeAc p2 Ti 109.0099 1 6
1180\~ Acetylation 42 KLEFSPQTLCCYGKQLCTIPR 3.4195|HSp300 BAC DeAc p2 Ti 105.0106| 2 5
1180\~ Acetylation 42 LEFSPQTLCCYGKQLCTIPR 4.0125|HSp300 BAC DeAc p2 Ti 104.0102| 1 4
1180\~ Acetylation 42 KLEFSPQTLCCYGKQLCTIPR 5.1106 |HSp300 BAC Ac p3 Ti 111.010490) 1 4
1180\~ Acetylation 42 KLEFSPQTLCCYGKQLCTIPR 5.6182|HSp300 BAC Ac p3 Ti 114.010348| 1 11
1180\~ Acetylation 42 KLEFSPQTLCCYGKQLCTIPR 3.2696 |[HSp300 BAC Ac p3 Ti 104.011014| 2 5
1180\~ Acetylation 42 LEFSPQTLCCYGKQLCTIPR 4.0072|HSp300 BAC Ac p3 Ti 105.010986| 1 2
1180\~ Acetylation 42 KLEFSPQTLCCYGKQLCTIPR 5.0507 |[HSp300 BAC DeAc p3 Ti 101.0112| 1 5
1180\~ Acetylation 42 FSPQTLCCYGKQLCTIPRDATYYSYQNRYHFCE 3.5731|HSp300 BAC Ac Ec 107.010578.01 1 2
1180\~ Acetylation 42 FSPQTLCCYGKQLCTIPRDATYYSYQNRYHFCE 3.9685|HSp300 BAC p2 DeAc Ec 105.0100 1 1
1180\~ Acetylation 42 FSPQTLCCYGKQLCTIPRDATYYSYQNRYHFCE 4.2747|HSp300 BAC p3 Ac Ec 107.010333| 1 6
1180\~ Acetylation 42 FSPQTLCCYGKQLCTIPRDATYYSYQNRYHFCE 3.772|HSp300 BAC p3 DeAc Ec 109.0107| 1 1
1180\~ K ~ n

1203\~ Acetylation 42 YHFCEKCFNEIQGESVSLGDDPSQPQTTINK 4.5787 |HsBAC p300 Ac pl Ti 103.010954 1 1
1203\~ Acetylation 42 YHFCEKCFNEIQGESVSLGDDPSQPQTTINKEQFSK 4.338|HsBAC p300 Ac pl Ti 104.012112| 2 1
1203\~ Acetylation 42 YHFCEKCFNEIQGESVSLGDDPSQPQTTINK 6.6545|HSp300 BAC DeAc p2 Ti 110.0088| 1 29
1203\~ Acetylation 42 YHFCEKCFNEIQGESVSLGDDPSQPQTTINK 5.8531|HSp300 BAC Ac p3 Ti 103.009224| 1 8
1203\~ Acetylation 42 HFCEKCFNEIQGESVSLGDDPSQPQTTINKEQF 5.4597 |HSp300 BAC DeAc p2 CTi 102.008| 1 5




1203\~ Acetylation 42 HFCEKCFNEIQGESVSLGDDPSQPQTTINKEQF 5.6682|HSp300 BAC Ac p3 CTi 102.00866| 1 8
1203\~ Acetylation 42 HFCEKCFNEIQGESVSLGDDPSQPQTTINKEQF 6.0937 |HSp300 BAC DeAc p3 CTi 102.008| 1 3
1203\~ K n ~

1228\~ Acetylation 42 YHFCEKCFNEIQGESVSLGDDPSQPQTTINKEQFSK 4.338|HsBAC p300 Ac pl Ti 104.012112| 2 1
1228\~ K ~ n

1331 |~ Acetylation 42 VVHASDKTVEVKPGMK 3.7268|HsBAC p300 SIRT pl Ti 107.0068| 1 1
1331~ K ~

1336\~ Acetylation 42 TVEVKPGMKAR 2.9557 |HSp300 BAC Ac p3 Ti 102.006222| 2 1
1336\~ K ~ ~

1340\~ Acetylation 42 TVEVKPGMKAR 3.0416 |HsBAC p300 Ac pl Ti 105.006924| 1 4
1340\~ Acetylation 42 TVEVKPGMKAR 2.8958|HSp300 BAC Ac p2 Ti 106.005265| 1 2
1340\~ Acetylation 42 TVEVKPGMKAR 2.9357|HSp300 BAC DeAc p2 Ti 104.0049 1 1
1340\~ Acetylation 42 TVEVKPGMKAR 3.1739|HSp300 BAC Ac p3 Ti 106.005662| 1 3
1340\~ Acetylation 42 TVEVKPGMKAR 2.9557 |HSp300 BAC Ac p3 Ti 102.006222| 2 1
1340\~ Acetylation 42 VKPGMKARFVDSGEMAE 2.9257|HSp300 BAC Ac Ec 109.006953.00 1 2
1340\~ Acetylation 42 VKPGMKARFVDSGEMAE 2.7282|HSp300 BAC p3 DeAc Ec 106.0068| 1 2
1340\~ K ~ ~

1427\~ Acetylation 42 KLGYTTGHIWACPPSEGDDYIFHCHPPDQK 3.5668|HSp300 BAC DeAc p2 Ti 110.0089 1 1
1427\~ K n

1499\~ Acetylation 42 QATEDRLTSAKELPYFEGDFWPNVLEESIK 4.4952 | HsBAC p300 pl NOMO Ti 103.0167| 1 2
1499\~ Acetylation 42 LTSAKELPYFEGDFWPNVLEESIK 5.0205|HsBAC p300 pl NOMO Ti 101a.016| 1 11
1499\~ Acetylation 42 LTSAKELPYFEGDFWPNVLEESIKELEQEEEER| 6.4098 HsBAC p300 pl NOMO Ti 105.0205| 1 15
1499\~ Acetylation 42 LTSAKELPYFEGDFWPNVLEESIKELEQEEEER] 4.1967 HsBAC p300 pl NOMO Ti 104.0214| 2 3
1499\~ Acetylation 42 LTSAKELPYFEGDFWPNVLEESIK 5.5063|HsSBAC p300 Ac pl Ti 108.018206| 1 8
1499\~ Acetylation 42 LTSAKELPYFEGDFWPNVLEESIK 5.3692|HsBAC p300 Ac pl Ti 105.018278| 1 27
1499\~ Acetylation 42 LTSAKELPYFEGDFWPNVLEESIKELEQEEEER| 5.8169HsBAC p300 Ac pl Ti 110.000353] 1 16
1499\~ Acetylation 42 LTSAKELPYFEGDFWPNVLEESIK 5.3144|HsBAC p300 SIRT pl Ti 102.0171] 1 10
1499\~ Acetylation 42 LTSAKELPYFEGDFWPNVLEESIK 5.2172|HsBAC p300 SIRT pl Ti 104.0171] 1 1
1499\~ Acetylation 42 LTSAKELPYFEGDFWPNVLEESIKELEQEEEER] 5.4852HsBAC p300 SIRT pl Ti 105.0201| 1 5
1499\~ Acetylation 42 LTSAKELPYFEGDFWPNVLEESIKELEQEEEER] 4.0246HsBAC p300 SIRT pl Ti 105.0002| 2 1
1499\~ Acetylation 42 LTSAKELPYFEGDFWPNVLEESIK 5.1668|HSp300 BAC Ac p2 Ti 105.013665| 1 17
1499\~ Acetylation 42 LTSAKELPYFEGDFWPNVLEESIK 5.884|HSp300 BAC Ac p2 Ti 106.013810| 1 11
1499\~ Acetylation 42 LTSAKELPYFEGDFWPNVLEESIKELEQEEEER] 5.0911/HSp300 BAC Ac p2 Ti 113.013263| 1 7
1499\~ Acetylation 42 LTSAKELPYFEGDFWPNVLEESIK 4.1556 |[HSp300 BAC DeAc p2 Ti 103.0130 1 3
1499\~ Acetylation 42 LTSAKELPYFEGDFWPNVLEESIK 4.5851|HSp300 BAC Ac p3 Ti 104.014031] 1 4
1499\~ Acetylation 42 LTSAKELPYFEGDFWPNVLEESIK 5.3065|HSp300 BAC Ac p3 Ti 107.014164 1 28
1499\~ Acetylation 42 LTSAKELPYFEGDFWPNVLEESIKELEQEEEER| 5.5599 HSp300 BAC Ac p3 Ti 104.015941 1 10
1499\~ Acetylation 42 LTSAKELPYFEGDFWPNVLEESIK 4.8058 | HSp300 BAC DeAc p3 Ti 101.0146| 1 2
1499\~ Acetylation 42 DRLTSAKELPYFE 3.2457 |HsBAC p300 pl NOMO Ec 105.0154 1 6
1499\~ Acetylation 42 RIVHDYKDIFKQATEDRLTSAKELPYFE 3.7467|HSp300 BAC Ac Ec 111.010674.01 1 2
1499\~ Acetylation 42 RIVHDYKDIFKQATEDRLTSAKELPYFE 5.3961|HSp300 BAC p2 DeAc Ec 108.0092 1 8
1499\~ Acetylation 42 RIVHDYKDIFKQATEDRLTSAKE 6.1924|HSp300 BAC p3 Ac Ec 109.007950 1 2
1499\~ Acetylation 42 RIVHDYKDIFKQATEDRLTSAKELPYFE 3.9998 | HSp300 BAC p3 Ac Ec 109.010806| 1 1
1499\~ Acetylation 42 DRLTSAKELPYFE 2.9747|HSp300 BAC p3 Ac Ec 109.008808| 1 1
1499\~ Acetylation 42 WYKKMLDKAVSERIVHDYKDIFKQATEDRLTSAKELPYFE 4.595|HSp300 BAC p3 DeAc Ec 111.0112 1 3
1499\~ Acetylation 42 RIVHDYKDIFKQATEDRLTSAKELPYFE 4.6363|HSp300 BAC p3 DeAc Ec 109.0103| 1 4
1499\~ Acetylation 42 KQATEDRLTSAKELPYFEGDFWPN 3.8829|HSp300 BAC Ac p2 CTi 105.01079 1 1
1499\~ Acetylation 42 KQATEDRLTSAKELPYFEGDFWPNVL 3.6559 |HSp300 BAC Ac p2 CTi 105.01232| 1 1
1499\~ Acetylation 42 KQATEDRLTSAKELPY 3.3535|HSp300 BAC DeAc p2 CTi 103.006| 1 2
1499\~ Acetylation 42 KQATEDRLTSAKELPY 2.6359|HSp300 BAC Ac p3 CTi 101.00730 1 2
1499\~ Acetylation 42 KQATEDRLTSAKELPYFEGDFWPN 3.8101|HSp300 BAC DeAc p3 CTi 101.012| 1 2
1499\~ Acetylation 42 KQATEDRLTSAKELPYFEGDFWPNVL 4.0138|HSp300 BAC DeAc p3 CTi 102.012] 1 1




1499\~ K ~

1518\~ Acetylation 42 LTSAKELPYFEGDFWPNVLEESIKELEQEEEER 4.1967 |[HSBAC p300 pl NOMO Ti 104.0214| 2 3
1518\~ Acetylation 42 LTSAKELPYFEGDFWPNVLEESIKELEQEEEER 4.0246 |[HsBAC p300 SIRT pl Ti 105.0002| 2 1
1518\~ K ~ ~

1528\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKKNNKKTSKNKSSLSR 4.2885|HsBAC p300 Ac pl Ti 105.007954 6 1
1528\~ Acetylation 42 KREENTSNESTDVTKGDSKNAK 4.4236 |HSp300 BAC Ac p2 Ti 103.004522| 3 1
1528\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKKNNK 4.3212|HSp300 BAC Ac p2 Ti 103.005160) 6 1
1528|~ K n ~ ~ ANAN AN

1542\~ Acetylation 42 KREENTSNESTDVTKGDSK 4.9162|HsBAC p300 Ac pl Ti 104.006080 1 8
1542\~ Acetylation 42 KREENTSNESTDVTKGDSK 3.8949 |HsBAC p300 Ac pl Ti 104.005325| 1 2
1542\~ Acetylation 42 KREENTSNESTDVTKGDSKNAK 5.2325|HsBAC p300 Ac pl Ti 105.006860) 2 7
1542\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKK 5.22|HsBAC p300 Ac pl Ti 105.007206 3 1
1542\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 3.781|HsBAC p300 Ac pl Ti 108.008802] 3 1
1542\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 6.815|HsBAC p300 Ac pl Ti 105.008175| 4 31
1542\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 4.1885|HsBAC p300 Ac pl Ti 105.009648| 4 5
1542\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKKNNK 5.6146 |[HSBAC p300 Ac pl Ti 106.007151] 5 4
1542\~ Acetylation 42 EENTSNESTDVTKGDSKNAKK 4.0139 |HsBAC p300 Ac pl Ti 102.006503] 3 1
1542\~ Acetylation 42 KREENTSNESTDVTKGDSKNAK 4.4672|HsBAC p300 SIRT pl Ti 104.0060) 2 2
1542\~ Acetylation 42 KREENTSNESTDVTKGDSK 4.7237|HSp300 BAC Ac p2 Ti 101.001517| 1 8
1542\~ Acetylation 42 KREENTSNESTDVTKGDSK 5.0153|HSp300 BAC Ac p2 Ti 101.002434| 1 4
1542\~ Acetylation 42 KREENTSNESTDVTKGDSKNAK 4.1884|HSp300 BAC Ac p2 Ti 104.002184| 2 1
1542\~ Acetylation 42 KREENTSNESTDVTKGDSKNAK 4.4236 |HSp300 BAC Ac p2 Ti 103.004522| 3 1
1542\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKK 5.2034|HSp300 BAC Ac p2 Ti 105.004247| 3 4
1542\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 6.745|HSp300 BAC Ac p2 Ti 106.005153| 4 16
1542\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKKNNK 4.3212|HSp300 BAC Ac p2 Ti 103.005160| 6 1
1542\~ Acetylation 42 KREENTSNESTDVTKGDSK 4.406|HSp300 BAC DeAc p2 Ti 102.0041| 1 12
1542\~ Acetylation 42 KREENTSNESTDVTKGDSK 5.0994 |HSp300 BAC DeAc p2 Ti 102.0022| 1 7
1542\~ Acetylation 42 KREENTSNESTDVTKGDSKNAK 6.3985|HSp300 BAC DeAc p2 Ti 103.0045| 2 4
1542\~ Acetylation 42 KREENTSNESTDVTKGDSK 5.3164|HSp300 BAC Ac p3 Ti 101.004724] 1 2
1542\~ Acetylation 42 KREENTSNESTDVTKGDSKNAK 4.4001 |HSp300 BAC Ac p3 Ti 103.005730 2 3
1542\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKK 5.2444|HSp300 BAC Ac p3 Ti 101.006082| 3 4
1542\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 4.9521|HSp300 BAC Ac p3 Ti 105.009257| 3 3
1542\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 5.7153|HSp300 BAC Ac p3 Ti 105.010817| 3 4
1542\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 7.268|HSp300 BAC Ac p3 Ti 103.006267| 4 32
1542\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 4.669|HSp300 BAC Ac p3 Ti 101.006408| 4 3
1542\~ Acetylation 42 EENTSNESTDVTKGDSK 3.3644|HSp300 BAC Ac p3 Ti 101.004968| 1 1
1542|~ K ~ n ~ ANAN

1546 |~ Acetylation 42 KREENTSNESTDVTKGDSKNAK 5.2325|HsBAC p300 Ac pl Ti 105.006860) 2 7
1546 |~ Acetylation 42 KREENTSNESTDVTKGDSKNAKK 5.22|HsBAC p300 Ac pl Ti 105.007206 3 1
1546 |~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 3.781|HsBAC p300 Ac pl Ti 108.008802| 3 1
1546 |~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 6.815|HsBAC p300 Ac pl Ti 105.008175| 4 31
1546 |~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 4.1885|HsBAC p300 Ac pl Ti 105.009648| 4 5
1546 |~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKKNNK 5.6146 |[HSBAC p300 Ac pl Ti 106.007151] 5 4
1546 |~ Acetylation 42 EENTSNESTDVTKGDSKNAKK 4.0139 |HsBAC p300 Ac pl Ti 102.006503] 3 1
1546 |~ Acetylation 42 KREENTSNESTDVTKGDSKNAK 4.7111|HsBAC p300 SIRT pl Ti 105.0037| 1 1
1546\~ Acetylation 42 KREENTSNESTDVTKGDSKNAK 4.4672|HsBAC p300 SIRT pl Ti 104.0060) 2 2
1546\~ Acetylation 42 KREENTSNESTDVTKGDSKNAK 4.1884|HSp300 BAC Ac p2 Ti 104.002184| 2 1
1546 |~ Acetylation 42 KREENTSNESTDVTKGDSKNAK 4.4236 |HSp300 BAC Ac p2 Ti 103.004522| 3 1
1546 |~ Acetylation 42 KREENTSNESTDVTKGDSKNAKK 5.2034|HSp300 BAC Ac p2 Ti 105.004247| 3 4
1546 |~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 6.745|HSp300 BAC Ac p2 Ti 106.005153| 4 16
1546 |~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKKNNK 4.3212|HSp300 BAC Ac p2 Ti 103.005160| 6 1
1546 |~ Acetylation 42 KREENTSNESTDVTKGDSKNAK 5.7565|HSp300 BAC DeAc p2 Ti 104.0022| 1 1
1546 |~ Acetylation 42 KREENTSNESTDVTKGDSKNAK 6.3985|HSp300 BAC DeAc p2 Ti 103.0045| 2 4
1546 |~ Acetylation 42 KREENTSNESTDVTKGDSKNAK 4.4001|HSp300 BAC Ac p3 Ti 103.005730 2 3
1546\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKK 5.2444|HSp300 BAC Ac p3 Ti 101.006082| 3 4
1546\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 5.7153|HSp300 BAC Ac p3 Ti 105.010817| 3 4




1546 |~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 7.268|HSp300 BAC Ac p3 Ti 103.006267| 4 32
1546 |~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 4.669|HSp300 BAC Ac p3 Ti 101.006408| 4 3
1546\~ Acetylation 42 EQEEEERKREENTSNESTDVTKGDSKN 3.6627 |HSp300 BAC DeAc p3 CTi 101.004| 1 1
1546 |~ K ~ ~ n ANAN

1549\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKK 5.22|HsBAC p300 Ac pl Ti 105.007206 3 1
1549\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 3.781|HsBAC p300 Ac pl Ti 108.008802] 3 1
1549\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 6.815|HsBAC p300 Ac pl Ti 105.008175| 4 31
1549\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 4.1885|HsBAC p300 Ac pl Ti 105.009648| 4 5
1549\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKKNNK 5.6146 |[HSBAC p300 Ac pl Ti 106.007151] 5 4
1549\~ Acetylation 42 EENTSNESTDVTKGDSKNAKK 4.0139 |HsBAC p300 Ac pl Ti 102.006503] 3 1
1549\~ Acetylation 42 NAKKKNNKKTSKNK 5.0109 |HsBAC p300 Ac pl Ti 108.006598| 6 6
1549\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKK 5.2034|HSp300 BAC Ac p2 Ti 105.004247| 3 4
1549\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 6.745|HSp300 BAC Ac p2 Ti 106.005153| 4 16
1549\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKKNNK 4.3212|HSp300 BAC Ac p2 Ti 103.005160| 6 1
1549\~ Acetylation 42 NAKKKNNKKTSK 3.2284|HSp300 BAC Ac p2 Ti 105.004578| 5 4
1549\~ Acetylation 42 NAKKKNNKKTSKNK 5.0177|HSp300 BAC Ac p2 Ti 107.004983] 6 6
1549\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKK 5.2444|HSp300 BAC Ac p3 Ti 101.006082| 3 4
1549\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 4.9521|HSp300 BAC Ac p3 Ti 105.009257| 3 3
1549\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 5.7153|HSp300 BAC Ac p3 Ti 105.010817| 3 4
1549\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 7.268|HSp300 BAC Ac p3 Ti 103.006267| 4 32
1549\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 4.669|HSp300 BAC Ac p3 Ti 101.006408| 4 3
1549\~ Acetylation 42 NAKKKNNKKTSKNK 4.5164|HSp300 BAC Ac p3 Ti 107.005380 6 1
1549\~ Acetylation 42 AKKKNNKKTSKN 3.3483|HSp300 BAC Ac p2 CTi 110.00392| 5 5
1549\~ Acetylation 42 AKKKNNKKTSKNKSSL 3.9486 |HSp300 BAC Ac p2 CTi 111.00553] 6 4
1549\~ Acetylation 42 AKKKNNKKTSKN 3.1984|HSp300 BAC Ac p3 CTi 110.00144] 4 1
1549\~ Acetylation 42 AKKKNNKKTSKN 3.5911|HSp300 BAC Ac p3 CTi 105.00434| 5 3
1549\~ Acetylation 42 AKKKNNKKTSKNKSSL 4.1891|HSp300 BAC Ac p3 CTi 109.00496| 5 1
1549\~ Acetylation 42 AKKKNNKKTSKNKSSL 4.0104|HSp300 BAC Ac p3 CTi 109.00492| 5 1
1549\~ Acetylation 42 AKKKNNKKTSKNKSSL 3.6245|HSp300 BAC Ac p3 CTi 108.00555| 6 2
1549\~ Acetylation 42 KKKNNKKTSKNKSSL 4.0467 |[HSp300 BAC Ac p3 CTi 108.00554 6 1
1549 |~ K ~ ~ ~ AAA AN N A

1550\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 6.815|HsBAC p300 Ac pl Ti 105.008175| 4 31
1550\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 4.1885|HsBAC p300 Ac pl Ti 105.009648| 4 5
1550\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKKNNK 5.6146 |[HSBAC p300 Ac pl Ti 106.007151] 5 4
1550\~ Acetylation 42 NAKKKNNKKTSKNK 5.0109 |HsBAC p300 Ac pl Ti 108.006598| 6 6
1550\~ Acetylation 42 KKNNKKTSKNK 4.2243|HsBAC p300 Ac pl Ti 109.006194| 5 9
1550\~ Acetylation 42 KKNNKKTSKNKSSLSR 5.2262|HsBAC p300 Ac pl Ti 110.007799 6 1
1550\~ Acetylation 42 KKNNKKTSKNKSSLSR 6.3155|HsSBAC p300 Ac pl Ti 109.007298| 6 10
1550\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 6.745|HSp300 BAC Ac p2 Ti 106.005153| 4 16
1550\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKKNNK 4.3212|HSp300 BAC Ac p2 Ti 103.005160 6 1
1550\~ Acetylation 42 NAKKKNNKKTSK 3.2284|HSp300 BAC Ac p2 Ti 105.004578| 5 4
1550\~ Acetylation 42 NAKKKNNKKTSKNK 5.0177|HSp300 BAC Ac p2 Ti 107.004983] 6 6
1550\~ Acetylation 42 KKNNKKTSKNK 4.3442|HSp300 BAC Ac p2 Ti 106.004548| 5 8
1550\~ Acetylation 42 KKNNKKTSKNKSSLSR 5.1096 |[HSp300 BAC Ac p2 Ti 110.005762| 6 2
1550\~ Acetylation 42 KKNNKKTSKNKSSLSR 6.114|HSp300 BAC Ac p2 Ti 110.005782| 6 5
1550\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 4.9521|HSp300 BAC Ac p3 Ti 105.009257| 3 3
1550\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 7.268|HSp300 BAC Ac p3 Ti 103.006267| 4 32
1550\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK 4.669|HSp300 BAC Ac p3 Ti 101.006408| 4 3
1550\~ Acetylation 42 NAKKKNNKKTSKNK 4.5164|HSp300 BAC Ac p3 Ti 107.005380 6 1
1550\~ Acetylation 42 KKNNKKTSKNK 4.1769|HSp300 BAC Ac p3 Ti 105.004862| 5 7
1550\~ Acetylation 42 KKNNKKTSKNKSSLSR 6.1708|HSp300 BAC Ac p3 Ti 109.006174| 6 7
1550\~ Acetylation 42 KKNNKKTSKNKSSLSR 5.6066 |HSp300 BAC Ac p3 Ti 109.006164| 6 5
1550\~ Acetylation 42 AKKKNNKKTSKN 3.3483|HSp300 BAC Ac p2 CTi 110.00392| 5 5
1550\~ Acetylation 42 AKKKNNKKTSKNKSSL 3.9486 |HSp300 BAC Ac p2 CTi 111.00553] 6 4
1550\~ Acetylation 42 AKKKNNKKTSKN 3.5911|HSp300 BAC Ac p3 CTi 105.00434| 5 3
1550\~ Acetylation 42 AKKKNNKKTSKNKSSL 4.1891|HSp300 BAC Ac p3 CTi 109.00496| 5 1
1550\~ Acetylation 42 AKKKNNKKTSKNKSSL 4.0104|HSp300 BAC Ac p3 CTi 109.00492| 5 1
1550\~ Acetylation 42 AKKKNNKKTSKNKSSL 3.6245|HSp300 BAC Ac p3 CTi 108.00555| 6 2
1550\~ Acetylation 42 KKKNNKKTSKNKSSL 4.0467 |[HSp300 BAC Ac p3 CTi 108.00554 6 1
1550~ K ~ ~ ~ ANAN AN N A




1551 |~ Acetylation 42 KREENTSNESTDVTKGDSKNAKK
1551 |~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKEEEEKTSKNKSSLSR 5'6146HSBACP3OOACplTi f05- oovaed . 1
1551 |~ Acetylation 42 NAKKKNNKKTSKNK & 100 HeBAC b300 Ac o Ti™ 108 008258 . 5
e Aeotoiation a2 T s 5.0109|HsBAC p300 Ac pl Ti 108.006598| 6 6
1551 |~ Acetylation 42 KKNNKKTSKNKSSLSR S e lnaAC a00 Ae oI T 110 00078 . :
1551 |~ Acetylation 42 KKNNKKTSKNKSSLSR e lneAc ba00 Ae oI T 100 00vsed . 5
e Aeotoiation a2 T 6.3155|HsBAC p300 Ac pl Ti 109.007298| 6 10
1551 |~ Acetylation 42 KNNKKTSKNKSSLSR S e lneAe 00 Ae oI T 108 00024 : :
1551 |~ Acetylation 42 KNNKKTSKNKSSLSR e lnaAc 00 Ae oI T 106 0osnd : :
1551 |~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKKNNK T lnenao0 oA Ae g T 105 0000 . o
e Aeotoiation a2 S 4.3212|HSp300 BAC Ac p2 Ti 103.005160| 6 1
e Aeotoiation a2 T 3.2284|HSp300 BAC Ac p2 Ti 105.004578| 5 4
e Aeotoiation a2 T s 5.0177|HSp300 BAC Ac p2 Ti 107.004983| 6 6
1551 |~ Acetylation 42 KKNNKKTSKNKSSLSR S eslnea00 BaG Ae e 110 00usen . :
1551 |~ Acetylation 42 KKNNKKTSKNKSSLSR e T lnea00 oG Ae e 110 000red . :
e Aeotoiation a2 T 6.114|HSp300 BAC Ac p2 Ti 110.005782| 6 5
1551 |~ Acetylation 42 KNNKKTSKNKSSLSR S a0l nea00 BaG Ae 1 Tos nosasd : i
e Aeotoiation a2 e R 5.5703|HSp300 BAC Ac p2 Ti 105.005462| 5 11
1551 |~ Acetylation 42 NAKKKNNKKTSKNK R I R . :
e Aeotoiation a2 T s 4.5164|HSp300 BAC Ac p3 Ti 107.005380| 6 1
1551 |~ Acetylation 42 KKNNKKTSKNKSSLSR S e oblnea00 Bae Ae T 105 000tad . 7
1551 |~ Acetylation 42 KKNNKKTSKNKSSLSR R . ¢
e Aeotoiation a2 T 5.6066 |HSp300 BAC Ac p3 Ti 109.006164 6 5
e Aeotoiation a2 e E T 2.8627|HSp300 BAC Ac p3 Ti 103.004650| 4 1
1551 |~ Acetylation 42 KNNKKTSKNKSSLSR R : :
e - _ _ _ K KK KN K 5.519|HSp300 BAC Ac p3 Ti 103.005996| 5 4
1554 |~ Acetylation 42
1554 |~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKK::EE¥§EEE§§::§§ 4.6597HSBACP3OOPINOMO'Ti 5 00754 : :
1554 |~ Acetylation 42 NAKKKNNKKTSKNK & o100 1eBAC ba00 Ac o Ti™ 108 008205 . 5
A Aeotoiation a2 T s 5.0109|HsBAC p300 Ac pl Ti 108.006598| 6 6
1554 |~ Acetylation 42 KKNNKKTSKNKSSLSR S e lnaAC a00 Ae oI T 110 00078 . :
1554 |~ Acetylation 42 KKNNKKTSKNKSSLSR e lneAc ba00 Ae oI T 100 00vsed . 5
A Aeotoiation a2 T 6.3155|HsBAC p300 Ac pl Ti 109.007298| 6 10
A Aeotoiation a2 e E T T 3.3173|HsBAC p300 Ac pl Ti 106.005517| 4 3
1554 |~ Acetylation 42 KNNKKTSKNKSSLSR R R : :
A Aeotoiation a2 e R T 5.2801|HsBAC p300 Ac pl Ti 108.007143| 5 5
A Aeotoiation a2 T e et 5.7635|HsBAC p300 Ac pl Ti 106.006903| 5 17
A Aeotoiation a2 YW aTaTaTA Ty 4.9383|HsBAC p300 Ac pl Ti 106.006812 4 4
1554 |~ Acetylation 42 NAKKKNNKKTSKNK e R . :
A Aeotolation a2 s 5.0177|HSp300 BAC Ac p2 Ti 107.004983| 6 6
1554 |~ Acetylation 42 KKNNKKTSKNKSSLSR S eolnea00 BaG Ae o1 110 00usen . :
1554 |~ Acetylation 42 KKNNKKTSKNKSSLSR T lnea00 oA Ae e 110 000red . :
A Aeotoiation a2 T 6.114|HSp300 BAC Ac p2 Ti 110.005782| 6 5
1554 |~ Acetylation 42 KNNKKTSKNKSSLSR S a0l nea00 BaG Ae o1 105 Dosasd : i
1554 |~ Acetylation 42 KNNKKTSKNKSSLSR S r i lnea00 oA Ae a1 107 nosead : 2
A Aeotoiation a2 Tk 4.7418|HSp300 BAC Ac p2 Ti 107.005589 5 2
1554 |~ Acetylation 42 NNKKTSKNKSSLSR o Ha300 DAC e oe Tt 108 0es50 : 5
A Aeotolation a2 T e et 4.8454|HSp300 BAC Ac p2 Ti 105.005330| 4 19
1554 |~ Acetylation 42 NAKKKNNKKTSKNK e lnea00 oG Ae e 107 nosand : 1
A Aeotoiation a2 T s 4.5164|HSp300 BAC Ac p3 Ti 107.005380| 6 1
1554 |~ Acetylation 42 KKNNKKTSKNKSSLSR S e oblnea00 BaG Ae T 105 000tad . 7
1554 |~ Acetylation 42 KKNNKKTSKNKSSLSR R . ¢
A Aeotolation a2 T 5.6066 | HSp300 BAC Ac p3 Ti 109.006164 6 5
A Aeotoiation a2 e AT 2.8627|HSp300 BAC Ac p3 Ti 103.004650| 4 1
1554 |~ Acetylation 42 KNNKKTSKNKSSLSR S oo hea00 BaG Ae e T 107 oosens : e
1554 |~ Acetylation 42 KNNKKTSKNKSSLSR e . :
A Aeotoiation a2 T 5.519|HSp300 BAC Ac p3 Ti 103.005996| 5 4
A Aeotolation a2 T e sTes 2.8624|HSp300 BAC Ac p3 Ti 101.001023| 3 2
1554 |~ Acetylation 42 AKKKNNKKTSKN v Hana00 DAC A o CTT 116 0050 : e
1554 |~ Acetylation 42 AKKKNNKKTSKNKSSL S rblnea00 BaG Ae eI 111" b0 . :
3.9486 |HSp300 BAC Ac p2 CTi 111.00553| 6 4




1554 |~ Acetylation 42 NKKTSKNKSSL 2.9206 |HSp300 BAC Ac p2 CTi 106.00476| 3 1
1554 |~ Acetylation 42 AKKKNNKKTSKN 3.1984|HSp300 BAC Ac p3 CTi 110.00144] 4 1
1554 |~ Acetylation 42 AKKKNNKKTSKN 3.5911|HSp300 BAC Ac p3 CTi 105.00434| 5 3
1554 |~ Acetylation 42 AKKKNNKKTSKNKSSL 4.1891|HSp300 BAC Ac p3 CTi 109.00496| 5 1
1554 |~ Acetylation 42 AKKKNNKKTSKNKSSL 4.0104|HSp300 BAC Ac p3 CTi 109.00492| 5 1
1554 |~ Acetylation 42 AKKKNNKKTSKNKSSL 3.6245|HSp300 BAC Ac p3 CTi 108.00555| 6 2
1554 |~ Acetylation 42 KKKNNKKTSKNKSSL 4.0467 |[HSp300 BAC Ac p3 CTi 108.00554 6 1
1554 |~ K ~ ANAN AR N A

1555\~ Acetylation 42 NNKKTSKNKSSLSR 4.6597 |[HsBAC p300 pl NOMO Ti 103.0063| 4 2
1555\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKKNNKKTSKNKSSLSR 4.2885|HsBAC p300 Ac pl Ti 105.007954 6 1
1555\~ Acetylation 42 NAKKKNNKKTSKNK 5.0109 |HsBAC p300 Ac pl Ti 108.006598| 6 6
1555\~ Acetylation 42 KKNNKKTSKNK 4.2243|HsBAC p300 Ac pl Ti 109.006194| 5 9
1555\~ Acetylation 42 KKNNKKTSKNKSSLSR 5.2262|HsBAC p300 Ac pl Ti 110.007799 6 1
1555\~ Acetylation 42 KKNNKKTSKNKSSLSR 6.3155|HsSBAC p300 Ac pl Ti 109.007298| 6 10
1555\~ Acetylation 42 KNNKKTSKNK 3.3173|HsBAC p300 Ac pl Ti 106.005517| 4 3
1555\~ Acetylation 42 KNNKKTSKNKSSLSR 3.6025|HsBAC p300 Ac pl Ti 107.006933] 4 2
1555\~ Acetylation 42 KNNKKTSKNKSSLSR 5.2801|HsBAC p300 Ac pl Ti 108.007143] 5 5
1555\~ Acetylation 42 KNNKKTSKNKSSLSR 5.7635|HsSBAC p300 Ac pl Ti 106.006903] 5 17
1555\~ Acetylation 42 NNKKTSKNKSSLSR 4.9383|HsBAC p300 Ac pl Ti 106.006812 4 4
1555\~ Acetylation 42 KTSKNKSSLSR 3.9057 |HsBAC p300 Ac pl Ti 105.006620 3 6
1555\~ Acetylation 42 NAKKKNNKKTSK 3.2284|HSp300 BAC Ac p2 Ti 105.004578| 5 4
1555\~ Acetylation 42 NAKKKNNKKTSKNK 5.0177|HSp300 BAC Ac p2 Ti 107.004983] 6 6
1555\~ Acetylation 42 KKNNKKTSKNK 4.3442|HSp300 BAC Ac p2 Ti 106.004548| 5 8
1555\~ Acetylation 42 KKNNKKTSKNKSSLSR 2.8532|HSp300 BAC Ac p2 Ti 101.006495| 3 1
1555\~ Acetylation 42 KKNNKKTSKNKSSLSR 5.1096 |[HSp300 BAC Ac p2 Ti 110.005762| 6 2
1555\~ Acetylation 42 KKNNKKTSKNKSSLSR 6.114|HSp300 BAC Ac p2 Ti 110.005782] 6 5
1555\~ Acetylation 42 KNNKKTSKNK 3.1606 |HSp300 BAC Ac p2 Ti 103.003820 4 1
1555\~ Acetylation 42 KNNKKTSKNKSSLSR 5.5703|HSp300 BAC Ac p2 Ti 105.005462| 5 11
1555\~ Acetylation 42 KNNKKTSKNKSSLSR 4.7418|HSp300 BAC Ac p2 Ti 107.005589 5 2
1555\~ Acetylation 42 NNKKTSKNK 2.567|HSp300 BAC Ac p2 Ti 104.003501] 3 1
1555\~ Acetylation 42 NNKKTSKNKSSLSR 4.8454 | HSp300 BAC Ac p2 Ti 105.005330 4 19
1555\~ Acetylation 42 NNKKTSKNKSSLSR 4.6251|HSp300 BAC Ac p2 Ti 101.005524| 4 4
1555\~ Acetylation 42 KTSKNKSSLSR 3.7859|HSp300 BAC Ac p2 Ti 104.004773] 3 1
1555\~ Acetylation 42 NAKKKNNKKTSKNK 4.5164|HSp300 BAC Ac p3 Ti 107.005380 6 1
1555\~ Acetylation 42 KKNNKKTSKNK 4.1769|HSp300 BAC Ac p3 Ti 105.004862| 5 7
1555\~ Acetylation 42 KKNNKKTSKNKSSLSR 6.1708|HSp300 BAC Ac p3 Ti 109.006174| 6 7
1555\~ Acetylation 42 KKNNKKTSKNKSSLSR 5.6066 |[HSp300 BAC Ac p3 Ti 109.006164| 6 5
1555\~ Acetylation 42 KNNKKTSKNK 2.8627 |HSp300 BAC Ac p3 Ti 103.004650 4 1
1555\~ Acetylation 42 KNNKKTSKNKSSLSR 4.8026 |[HSp300 BAC Ac p3 Ti 111.005746| 4 5
1555\~ Acetylation 42 KNNKKTSKNKSSLSR 5.3804|HSp300 BAC Ac p3 Ti 107.005985| 5 5
1555\~ Acetylation 42 KNNKKTSKNKSSLSR 5.519|HSp300 BAC Ac p3 Ti 103.005996| 5 4
1555\~ Acetylation 42 NNKKTSKNK 2.8624|HSp300 BAC Ac p3 Ti 101.001023] 3 2
1555\~ Acetylation 42 NNKKTSKNKSSLSR 4.674|HSp300 BAC Ac p3 Ti 104.005756| 4 6
1555\~ Acetylation 42 KTSKNKSSLSR 4.0055|HSp300 BAC Ac p3 Ti 103.005492 3 6
1555\~ Acetylation 42 AKKKNNKKTSKN 3.3483|HSp300 BAC Ac p2 CTi 110.00392| 5 5
1555\~ Acetylation 42 AKKKNNKKTSKNKSSL 3.9486 |HSp300 BAC Ac p2 CTi 111.00553] 6 4
1555\~ Acetylation 42 NKKTSKNKSSL 2.9206 |HSp300 BAC Ac p2 CTi 106.00476| 3 1
1555\~ Acetylation 42 AKKKNNKKTSKN 3.1984|HSp300 BAC Ac p3 CTi 110.00144| 4 1
1555\~ Acetylation 42 AKKKNNKKTSKN 3.5911|HSp300 BAC Ac p3 CTi 105.00434| 5 3
1555\~ Acetylation 42 AKKKNNKKTSKNKSSL 4.1891|HSp300 BAC Ac p3 CTi 109.00496| 5 1
1555\~ Acetylation 42 AKKKNNKKTSKNKSSL 4.0104|HSp300 BAC Ac p3 CTi 109.00492| 5 1
1555\~ Acetylation 42 AKKKNNKKTSKNKSSL 3.6245|HSp300 BAC Ac p3 CTi 108.00555| 6 2
1555\~ Acetylation 42 KKKNNKKTSKNKSSL 4.0467 |[HSp300 BAC Ac p3 CTi 108.00554 6 1
1555 |~ K ~ ANAN AN N A

1558\~ Acetylation 42 NNKKTSKNKSSLSR 4.6597 |[HsBAC p300 pl NOMO Ti 103.0063| 4 2
1558\~ Acetylation 42 KREENTSNESTDVTKGDSKNAKKKNNKKTSKNKSSLSR 4.2885|HsBAC p300 Ac pl Ti 105.007954 6 1
1558\~ Acetylation 42 NAKKKNNKKTSKNK 5.0109 |HsBAC p300 Ac pl Ti 108.006598| 6 6
1558\~ Acetylation 42 KKNNKKTSKNK 4.2243|HsBAC p300 Ac pl Ti 109.006194| 5 9
1558\~ Acetylation 42 KKNNKKTSKNKSSLSR 5.2262|HsBAC p300 Ac pl Ti 110.007799 6 1
1558\~ Acetylation 42 KKNNKKTSKNKSSLSR 6.3155|HsSBAC p300 Ac pl Ti 109.007298| 6 10




1558 |~ Acetylation 42
1558|~ Acetylation 22 E : : E E ¥ g E : E T 3.3173[HSBAC p300 Ac pl Ti 106.005517] 4 3
1558|~ Acetylation 22 KA MAATSHANKSSLSR 3.6025|HsBAC p300 Ac pl Ti 107.006933 4 2
1558|~ Acetylation 22 NN KT ek NKesien 5.2801|HSBAC p300 Ac pl Ti 108.007143 5 5
1558|~ Acetylation 22 NN KKT ek NKesien 5.7635|HSBAC p300 Ac pl Ti 106.006903 5 17
1558|~ Acetylation 22 KTSANKSSLSR 4.9383|HsBAC p300 Ac pl Ti 106.006812 4 4
1558|~ Acetylation 22 TV araraT e 3.9057|HsBAC p300 Ac pl Ti 105.006620 3 6
1558|~ Acetylation 22 KANNAKTS KK 5.0177|HSp300 BAC Ac p2 Ti 107.004983 6 6
1558|~ Acetylation 22 NN KT Sk N SSLSR 4.3442|HSp300 BAC Ac p2 Ti_106.004548 5 3
1558|~ Acetylation 22 AN KT e N K s e Lo 2.8532|HSp300 BAC Ac p2 Ti 101.006495 3 1
1558|~ Acetylation 22 NN KT ek N K s el on 5.1096|HSp300 BAC Ac p2 Ti 110.005762 6 2
1558|~ Acetylation 22 T 6.114|HSp300 BAC Ac p2 Ti 110.005782) 6 5
1558|~ Acetylation 22 T S s 3.1606|HSp300 BAC Ac p2 Ti 103.003820 4 1
1558|~ Acetylation 22 NN KT ek NKesien 5.5703|HSp300 BAC Ac p2 Ti_105.005462 5 11
1558|~ Acetylation 22 NhKKTSENK 4.7418|HSp300 BAC Ac p2 Ti 107.005589 5 2
1558|~ Acetylation 22 N 2.567|HSp300 BAC Ac p2 Ti 104.003501] 3 1
1558|~ Acetylation 22 N KK T ek NKesten 4.8454|HSp300 BAC Ac p2 Ti_105.005330 4 19
1558|~ Acetylation 22 KTSANKSSLSR 4.6251|HSp300 BAC Ac p2 Ti 101.005524 4 4
1558|~ Acetylation 22 AR N KT SN K 3.7859|HSp300 BAC Ac p2 Ti 104.004773 3 1
1558|~ Acetylation 22 KANNAKTS KK 4.5164|HSp300 BAC Ac p3 Ti 107.005380 6 1
1558|~ Acetylation 22 NN KT ek N SSLSR 4.1769|HSp300 BAC Ac p3 Ti_105.004862 5 7
1558|~ Acetylation 22 NN KT ek N K salon 6.1708|HSp300 BAC Ac p3 Ti 109.006174 6 7
1558|~ Acetylation 22 KENARTSKAK 5.6066]HSp300 BAC Ac p3 Ti 109.006164 6 5
1558|~ Acetylation 22 NN KKTeKNKSSLSR 2.8627|HSp300 BAC Ac p3 Ti_103.004650 4 1
1558|~ Acetylation 22 KA MAATSHANKSSLSR 4.8026|HSp300 BAC Ac p3 Ti 111.005746 4 5
1558|~ Acetylation 22 NN KT ek NKesien 5.3804|HSp300 BAC Ac p3 Ti_107.005985 5 5
1558|~ Acetylation 22 Tk 5.519|HSp300 BAC Ac p3 Ti 103.005996| 5 4
1558|~ Acetylation 22 T 2.8624]|HSp300 BAC Ac p3 Ti 101.001023 3 2
1558|~ Acetylation 22 KTSANKSSLSR 4.674|HSp300 BAC Ac p3 Ti 104.005756 4 6
1558|~ Acetylation 22 ST T 4.0055|HSp300 BAC Ac p3 Ti 103.005492 3 6
1558|~ Acetylation 22 A KNV K KT S KNS ST 3.3483|HSp300 BAC Ac p2 CTi 110.00392 5 5
1558|~ Acetylation 22 NKKTSKNRSSL 3.9486]HSp300 BAC Ac p2 CTi 111.00553 6 4
1558|~ Acetylation 22 TN e 2.9206|HSp300 BAC Ac p2 CTi 106.00476 3 1
1558|~ Acetylation 22 e T 3.1984]|HSp300 BAC Ac p3 CTi 110.00144 4 1
1558|~ Acetylation 22 KN N KT S N KSST 3.5911|HSp300 BAC Ac p3 CTi 105.00434 5 3
1558|~ Acetylation 22 KNV KT S KNS st 4.1891|HSp300 BAC Ac p3 CTi 109.00496 5 1
1558|~ Acetylation 22 KNV KT S KN s oL 4.0104|HSp300 BAC Ac p3 CTi_109.00492 5 1
1558|~ Acetylation 22 KN KT S KNS ST 3.6245|HSp300 BAC Ac p3 CTi 108.00555 6 2
1558~ K = KKKNNKKTSKNK 4.0467|HSp300 BAC Ac p3 CTi 108.00554 6 1
1560| " Acetylation 42
1560|* Acetylation 42 KREENTSNESTDVTKGDSKNAKKK::Eiigiziggtgg 4.9597 HoBAC 30D b1 NOMO Ti _103.0063 4 2
1560|~ Acetylation 22 AN KT ek N K s a Lo 4.2885|HsBAC p300 Ac pl Ti 105.007954 6 1
1560 |~ Acetylation 22 AN AATSKNNSSLSR 5.2262|HsBAC p300 Ac pl Ti 110.007799 6 1
1560|~ Acetylation 42 KCNNKKTSKNKSSLSR 6.3155|HsSBAC p300 Ac pl Ti 109.007298| 6 10
1560|~ Acetylation 22 My 75 b SSLsE 3.6025|HsBAC p300 Ac pl Ti 107.006933 4 2
1560|~ Acetylation 22 N KT ek NKesien 5.2801|HsBAC p300 Ac pl Ti 108.007143 5 5
1560|~ Acetylation 42 NNKKTSKNKSSLeR 5.7635|HsBAC p300 Ac pl Ti 106.006903| 5 17
1560|~ Acetylation 22 e 4.9383|HsBAC p300 Ac pl Ti 106.006812 4 4
1560|~ Acetylation 22 RISk NKSSLSR 3.9057|HsBAC p300 Ac pl Ti 105.006620 3 6
1560|~ Acetylation 22 AN KT e N K s e Lo 2.8532|HSp300 BAC Ac p2 Ti 101.006495 3 1
1560|~ Acetylation 22 NN KT ek N K s elon 5.1096|HSp300 BAC Ac p2 Ti 110.005762 6 2
1560|~ Acetylation 22 AN ATSKNKSSLSR 6.114|HSp300 BAC Ac p2 Ti 110.005782) 6 5
1560 |~ Acetylation 22 M TS, SSLsE 5.5703|HSp300 BAC Ac p2 Ti 105.005462 5 11
1560 |~ Acetylation 22 Hy 15 @ soLeR 4.7418|HSp300 BAC Ac p2 Ti 107.005589 5 2
1560|~ Acetylation 22 Hy 15 @ ssLeR 4.8454|HSp300 BAC Ac p2 Ti 105.005330 4 19
1560|~ Acetylation 22 e 4.6251|HSp300 BAC Ac p2 Ti 101.005524 4 4
1560|~ Acetylation 22 NN KT ek N K s elon 3.7859|HSp300 BAC Ac p2 Ti 104.004773 3 1
1560|~ Acetylation 22 K ANAATSKNNSSLSR 6.1708|HSp300 BAC Ac p3 Ti 109.006174 6 7
1560 |~ Acetylation 22 M 15, soLsk 5.6066]HSp300 BAC Ac p3 Ti 109.006164 6 5
1560|~ Acetylation 22 KA MAATSKNKSSLSR 4.8026|HSp300 BAC Ac p3 Ti 111.005746 4 5
1560|~ Acetylation 22 NN KT ek NKesien 5.3804|HSp300 BAC Ac p3 Ti_107.005985 5 5
1560|~ Acetylation 22 NAKKTSKNKSSLSR 5.519|HSp300 BAC Ac p3 Ti 103.005996| 5 4
4.674|HSp300 BAC Ac p3 Ti 104.005756] 4 6




1560~ Acetylation 42 KTSKNKSSLSR 4.0055|HSp300 BAC Ac p3 Ti 103.005492 3 6
1560~ Acetylation 42 AKKKNNKKTSKNKSSL 3.9486 |HSp300 BAC Ac p2 CTi 111.00553] 6 4
1560~ Acetylation 42 AKKKNNKKTSKNKSSL 3.6245|HSp300 BAC Ac p3 CTi 108.00555| 6 2
1560~ Acetylation 42 KKKNNKKTSKNKSSL 4.0467 |[HSp300 BAC Ac p3 CTi 108.00554 6 1
1560|~ K ~ ANAN AN N A

1568 |~ Acetylation 42 GNKKKPGMPNVSNDLSQK 5.6451|HsBAC p300 Ac pl Ti 111.013677| 2 8
1568~ Acetylation 42 GNKKKPGMPNVSNDLSQK 3.5538|HsSBAC p300 Ac pl Ti 111.013670 2 1
1568 |~ Acetylation/Methion 42/16 GNKKKPGMPNVSNDLSQK 5.2248|HsBAC p300 Ac pl Ti 113.010955| 3 4
1568 |~ Acetylation/Methion 42/16 GNKKKPGMPNVSNDLSQK 4.1223|HsBAC p300 Ac pl Ti 113.010961] 3 2
1568~ Acetylation 42 GNKKKPGMPNVSNDLSQK 4.9331|HsBAC p300 Ac pl Ti 107.008584 3 4
1568~ Acetylation 42 GNKKKPGMPNVSNDLSQKLYATMEK 3.8428|HsBAC p300 Ac pl Ti 107.014379 4 1
1568 |~ Acetylation 42 GNKKKPGMPNVSNDLSQK 4.2778|HsBAC p300 SIRT pl Ti 108.0072| 2 2
1568~ Acetylation 42 GNKKKPGMPNVSNDLSQK 5.1613|HSp300 BAC Ac p2 Ti 111.006401] 2 6
1568 |~ Acetylation/Methion 42/16 GNKKKPGMPNVSNDLSQK 4.0008|HSp300 BAC Ac p2 Ti 111.005756| 3 1
1568 |~ Acetylation 42 GNKKKPGMPNVSNDLSQK 4.1432|HSp300 BAC DeAc p2 Ti 109.0062| 2 1
1568~ Acetylation 42 GNKKKPGMPNVSNDLSQK 5.9105|HSp300 BAC Ac p3 Ti 106.006718| 2 9
1568 |~ Acetylation 42 GNKKKPGMPNVSNDLSQK 4.09|HSp300 BAC Ac p3 Ti 105.006633 2 1
1568 |~ Acetylation/Methion 42/16 GNKKKPGMPNVSNDLSQK 3.8312|HSp300 BAC Ac p3 Ti 109.005937| 3 1
1568 |~ Acetylation 42 GNKKKPGMPNVSNDLSQK 4.4522|HSp300 BAC Ac p3 Ti 104.007220) 3 4
1568~ Acetylation 42 SRGNKKKPGMPNVSNDLSQKLY 4.308|HSp300 BAC Ac p2 CTi 113.00818| 2 2
1568 |~ Acetylation 42 SRGNKKKPGMPNVSNDLSQKLY 4.0497 |HSp300 BAC DeAc p2 CTi 110.007| 1 1
1568~ Acetylation 42 SRGNKKKPGMPNVSNDLSQKLY 4.5901 |HSp300 BAC Ac p3 CTi 112.00804| 1 2
1568~ Acetylation 42 SRGNKKKPGMPNVSNDLSQKLY 4.2648|HSp300 BAC Ac p3 CTi 110.00809 2 3
1568 |~ Acetylation 42 SRGNKKKPGMPNVSNDLSQKLY 3.3762|HSp300 BAC Ac p3 CTi 110.00852| 3 1
1568 |~ K AN @ ~

1569 |~ Acetylation 42 GNKKKPGMPNVSNDLSQK 5.6451|HsBAC p300 Ac pl Ti 111.013677| 2 8
1569~ Acetylation 42 GNKKKPGMPNVSNDLSQK 3.5538|HsSBAC p300 Ac pl Ti 111.013670 2 1
1569 |~ Acetylation/Methion 42/16 GNKKKPGMPNVSNDLSQK 5.2248|HsBAC p300 Ac pl Ti 113.010955| 3 4
1569~ Acetylation/Methion 42/16 GNKKKPGMPNVSNDLSQK 4.1223|HsBAC p300 Ac pl Ti 113.010961] 3 2
1569~ Acetylation 42 GNKKKPGMPNVSNDLSQK 4.9331|HsBAC p300 Ac pl Ti 107.008584 3 4
1569~ Acetylation 42 GNKKKPGMPNVSNDLSQKLYATMEK 3.8428|HsBAC p300 Ac pl Ti 107.014379 4 1
1569 |~ Acetylation 42 GNKKKPGMPNVSNDLSQK 4.2778|HsBAC p300 SIRT pl Ti 108.0072| 2 2
1569 |~ Acetylation/Methion 42/16 KKPGMPNVSNDLSQK 2.8357 |HsBAC p300 SIRT pl Ti 109.0062| 2 1
1569~ Acetylation 42 GNKKKPGMPNVSNDLSQK 5.1613|HSp300 BAC Ac p2 Ti 111.006401] 2 6
1569 |~ Acetylation/Methion 42/16 GNKKKPGMPNVSNDLSQK 4.0008|HSp300 BAC Ac p2 Ti 111.005756| 3 1
1569 |~ Acetylation 42 GNKKKPGMPNVSNDLSQK 4.1432|HSp300 BAC DeAc p2 Ti 109.0062| 2 1
1569~ Acetylation 42 GNKKKPGMPNVSNDLSQK 5.9105|HSp300 BAC Ac p3 Ti 106.006718| 2 9
1569 |~ Acetylation 42 GNKKKPGMPNVSNDLSQK 4.09|HSp300 BAC Ac p3 Ti 105.006633 2 1
1569~ Acetylation/Methion 42/16 GNKKKPGMPNVSNDLSQK 3.8312|HSp300 BAC Ac p3 Ti 109.005937| 3 1
1569~ Acetylation 42 GNKKKPGMPNVSNDLSQK 4.4522|HSp300 BAC Ac p3 Ti 104.007220 3 4
1569~ Acetylation 42 KKPGMPNVSNDLSQK 2.6387|HSp300 BAC Ac p3 Ti 106.006516| 1 1
1569 |~ Acetylation 42 KKPGMPNVSNDLSQK 2.7269|HSp300 BAC Ac p3 Ti 103.007115| 2 1
1569 |~ Acetylation 42 SRGNKKKPGMPNVSNDLSQKLY 4.308|HSp300 BAC Ac p2 CTi 113.00818| 2 2
1569 |~ Acetylation 42 SRGNKKKPGMPNVSNDLSQKLY 4.2648|HSp300 BAC Ac p3 CTi 110.00809 2 3
1569 |~ Acetylation 42 SRGNKKKPGMPNVSNDLSQKLY 3.3762|HSp300 BAC Ac p3 CTi 110.00852| 3 1
1569 |~ K nan @ ~

1570\~ Acetylation 42 GNKKKPGMPNVSNDLSQK 4.9331|HsBAC p300 Ac pl Ti 107.008584 3 4
1570\~ Acetylation 42 GNKKKPGMPNVSNDLSQKLYATMEK 3.8428|HsBAC p300 Ac pl Ti 107.014379 4 1
1570\~ Acetylation 42 KPGMPNVSNDLSQK 4.0059 |[HsBAC p300 Ac pl Ti 103.007877| 1 4
1570\~ Acetylation 42 KPGMPNVSNDLSQKLYATMEK 4.2107 |HsBAC p300 Ac pl Ti 105.014393] 2 4
1570\~ Acetylation 42 KPGMPNVSNDLSQK 4.1228|HSp300 BAC Ac p2 Ti 107.006644| 1 3
1570\~ Acetylation 42 KKPGMPNVSNDLSQK 3.7428|HSp300 BAC DeAc p2 Ti 109.0062| 1 2
1570\~ Acetylation 42 KPGMPNVSNDLSQK 2.3128|HSp300 BAC DeAc p2 Ti 103.0059 1 1
1570\~ Acetylation/Methion 42/16 KPGMPNVSNDLSQK 4.0407 |[HSp300 BAC DeAc p2 Ti 104.0052| 2 3
1570\~ Acetylation 42 KPGMPNVSNDLSQKLYATMEK 4.2641|HSp300 BAC DeAc p2 Ti 105.0109 2 2
1570\~ Acetylation 42 GNKKKPGMPNVSNDLSQK 4.4522|HSp300 BAC Ac p3 Ti 104.007220) 3 4
1570\~ Acetylation 42 KKPGMPNVSNDLSQK 2.6387|HSp300 BAC Ac p3 Ti 106.006516| 1 1
1570\~ Acetylation 42 KKPGMPNVSNDLSQK 2.7269|HSp300 BAC Ac p3 Ti 103.007115| 2 1




1570\~ Acetylation 42 KPGMPNVSNDLSQK 2.5306|HSp300 BAC Ac p3 Ti 102.006521| 1 1
1570\~ Acetylation/Methion 42/16 KPGMPNVSNDLSQKLYATMEKHK 4.3823|HSp300 BAC Ac p3 Ti 110.009851| 4 1
1570\~ Acetylation 42 SRGNKKKPGMPNVSNDLSQKLY 3.3762|HSp300 BAC Ac p3 CTi 110.00852| 3 1
1570|~ K AAN @ ~ @ ~

1583 |~ Acetylation 42 GNKKKPGMPNVSNDLSQKLYATMEK 3.8428|HsBAC p300 Ac pl Ti 107.014379 4 1
1583 |~ Acetylation 42 KPGMPNVSNDLSQKLYATMEK 4.8077 |HsBAC p300 Ac pl Ti 112.016048| 1 6
1583 |~ Acetylation/Methion 42/16 KPGMPNVSNDLSQKLYATMEK 3.847|HsBAC p300 Ac pl Ti 111.014956| 2 1
1583 |~ Acetylation 42 KPGMPNVSNDLSQKLYATMEK 4.2107 |HsBAC p300 Ac pl Ti 105.014393] 2 4
1583 |~ Acetylation 42 KKPGMPNVSNDLSQKLYATMEK 3.9917 |HsBAC p300 SIRT pl Ti 111.0129 1 2
1583 |~ Acetylation 42 KKPGMPNVSNDLSQKLYATMEK 5.3213|HsBAC p300 SIRT pl Ti 111.0128| 1 4
1583 |~ Acetylation 42 KPGMPNVSNDLSQKLYATMEK 4.3423|HsBAC p300 SIRT pl Ti 109.0119 1 2
1583 |~ Acetylation 42 KKPGMPNVSNDLSQKLYATMEK 3.4439 | HSp300 BAC DeAc p2 Ti 112.0095| 1 1
1583 |~ Acetylation 42 KPGMPNVSNDLSQKLYATMEK 4.2641|HSp300 BAC DeAc p2 Ti 105.0109 2 2
1583 |~ Acetylation 42 KKPGMPNVSNDLSQKLYATMEK 5.019|HSp300 BAC Ac p3 Ti 112.010061] 1 1
1583 |~ Acetylation/Methion 42/16 KPGMPNVSNDLSQKLYATMEKHK 4.3823|HSp300 BAC Ac p3 Ti 110.009851| 4 1
1583 |~ K ANAN n @ ~

1590\~ Acetylation/Methion 42/16 |[KPGMPNVSNDLSQKLYATMEKHK 4.3823|HSp300 BAC Ac p3 Ti 110.009851| 4 1
1590\~ K ~ ~ e »

1674\~ Acetylation 42 FVYTCNECKHHVETR 2.719|HsBAC p300 Ac pl Ti 110.009252| 1 1
1674\~ Acetylation 42 FVYTCNECKHHVETR 3.6385|HSp300 BAC Ac p2 Ti 109.006192| 1 6
1674\~ Acetylation 42 FVYTCNECKHHVETR 4.1931|HSp300 BAC DeAc p2 Ti 107.0055| 1 5
1674\~ Acetylation 42 FVYTCNECKHHVETR 4.4909 |HSp300 BAC Ac p3 Ti 107.006388| 1 4
1674\~ Acetylation 42 TCNECKHHVETRW 3.6384|HSp300 BAC DeAc p2 CTi 105.005| 1 2
1674\~ Acetylation 42 TCNECKHHVETRW 4.3552|HSp300 BAC Ac p3 CTi 104.00512| 1 4
1674\~ Acetylation 42 TCNECKHHVETRW 3.3232|HSp300 BAC DeAc p3 CTi 103.004| 1 2
1674\~ K n

1699\~ Acetylation 42 DYDLCITCYNTKNHDHKME 3.6558|HSp300 BAC Ac Ec 102.007000.00| 1 1
1699\~ Acetylation 42 DYDLCITCYNTKNHDHKME 4.7759|HSp300 BAC Ac Ec 101.009336.00 2 2
1699\~ Acetylation 42 DYDLCITCYNTKNHDHKME 4.0489|HSp300 BAC p3 Ac Ec 101.008912 1 2
1699\~ Acetylation/Methion 42/16 [DYDLCITCYNTKNHDHKME 3.5326|HSp300 BAC p3 Ac Ec 101.008946| 2 1
1699\~ Acetylation 42 NTKNHDHKMEKL 3.7024|HSp300 BAC Ac p2 CTi 110.00487| 2 3
1699\~ Acetylation/Methion 42/16 NTKNHDHKMEKL 2.9128|HSp300 BAC Ac p2 CTi 107.00481] 4 2
1699\~ Acetylation 42 NTKNHDHKMEKLGLGLDDESNNQQAAATQSPGDSRRL 4.3532|HSp300 BAC Ac p2 CTi 109.00764| 3 1
1699\~ Acetylation 42 NTKNHDHKMEKL 2.572|HSp300 BAC DeAc p2 CTi 106.005| 2 1
1699\~ Acetylation 42 NTKNHDHKMEKL 3.9747|HSp300 BAC Ac p3 CTi 108.00432| 1 7
1699\~ Acetylation 42 NTKNHDHKMEKL 3.2463|HSp300 BAC Ac p3 CTi 105.00501] 2 3
1699\~ Acetylation 42 NTKNHDHKMEKL 3.1158|HSp300 BAC Ac p3 CTi 106.00490 2 3
1699\~ Acetylation 42 NTKNHDHKMEKL 3.7432|HSp300 BAC Ac p3 CTi 105.00494 2 4
1699\~ Acetylation 42 NTKNHDHKMEKL 2.8866 |HSp300 BAC Ac p3 CTi 103.00562| 3 2
1699\~ Acetylation 42 NTKNHDHKMEKL 3.2992|HSp300 BAC Ac p3 CTi 103.00557| 3 1
1699~ Acetylation/Methion 42/16 NTKNHDHKMEKL 2.537|HSp300 BAC Ac p3 CTi 103.00487| 4 2
1699\~ Acetylation 42 NTKNHDHKMEKLGLGLDDESNNQQAAATQSPGDSRRL 3.9425|HSp300 BAC Ac p3 CTi 108.00679 2 1
1699\~ Acetylation 42 NTKNHDHKMEKLGLGLDDESNNQQAAATQSPGDSRRL 5.1267|HSp300 BAC Ac p3 CTi 105.00755| 3 2
1699\~ Acetylation 42 NTKNHDHKMEKL 4.0552|HSp300 BAC DeAc p3 CTi 107.003] 1 5
1699\~ K n ~e

1704\~ Acetylation 42 NHDHKMEKLGLGLDDESNNQQAAATQSPGDSR 5.9457 |HsBAC p300 Ac pl Ti 106.011969 2 8
1704\~ Acetylation 42 NHDHKMEKLGLGLDDESNNQQAAATQSPGDSR 3.9701|HSp300 BAC Ac p3 Ti 103.009486| 2 1
1704\~ Acetylation 42 DYDLCITCYNTKNHDHKME 4.7759|HSp300 BAC Ac Ec 101.009336.00 2 2
1704\~ Acetylation 42 NTKNHDHKMEKL 3.7525|HSp300 BAC Ac p2 CTi 110.00529 2 1
1704\~ Acetylation 42 NTKNHDHKMEKL 3.7024|HSp300 BAC Ac p2 CTi 110.00487| 2 3
1704\~ Acetylation/Methion 42/16 NTKNHDHKMEKL 2.9128|HSp300 BAC Ac p2 CTi 107.00481| 4 2
1704\~ Acetylation 42 NTKNHDHKMEKLGLGLDDESNNQQAAATQSPGDSRRL 4.3532|HSp300 BAC Ac p2 CTi 109.00764| 3 1
1704\~ Acetylation 42 NTKNHDHKMEKL 2.572|HSp300 BAC DeAc p2 CTi 106.005| 2 1
1704\~ Acetylation 42 NTKNHDHKMEKL 2.8162|HSp300 BAC Ac p3 CTi 109.00418| 1 1




1704\~ Acetylation 42 NTKNHDHKMEKL 3.2463|HSp300 BAC Ac p3 CTi 105.00501] 2 3
1704\~ Acetylation 42 NTKNHDHKMEKL 3.7432|HSp300 BAC Ac p3 CTi 105.00494] 2 4
1704\~ Acetylation 42 NTKNHDHKMEKL 2.8866 |HSp300 BAC Ac p3 CTi 103.00562| 3 2
1704\~ Acetylation 42 NTKNHDHKMEKL 3.2992|HSp300 BAC Ac p3 CTi 103.00557| 3 1
1704\~ Acetylation/Methion 42/16 NTKNHDHKMEKL 2.537|HSp300 BAC Ac p3 CTi 103.00487| 4 2
1704\~ Acetylation 42 NTKNHDHKMEKLGLGLDDESNNQQAAATQSPGDSRRL 5.1267|HSp300 BAC Ac p3 CTi 105.00755| 3 2
1704\~ Acetylation 42 NTKNHDHKMEKL 2.7424|HSp300 BAC DeAc p3 CTi 108.003] 1 1
1704\~ K ~ ~e N

1707\~ Acetylation 42 NHDHKMEKLGLGLDDESNNQQAAATQSPGDSR 5.9457 |HsBAC p300 Ac pl Ti 106.011969 2 8
1707\~ Acetylation 42 MEKLGLGLDDESNNQQAAATQSPGDSR 4.0892 | HsBAC p300 Ac pl Ti 102.009218| 1 1
1707\~ Acetylation 42 MEKLGLGLDDESNNQQAAATQSPGDSR 4.6188|HsSBAC p300 Ac pl Ti 102.009178| 1 2
1707\~ Acetylation 42 MEKLGLGLDDESNNQQAAATQSPGDSRR 3.5815|HsBAC p300 Ac pl Ti 105.009141] 1 1
1707\~ Acetylation 42 MEKLGLGLDDESNNQQAAATQSPGDSR 4.7711|HsBAC p300 SIRT pl Ti 102.0087| 1 1
1707\~ Acetylation 42 MEKLGLGLDDESNNQQAAATQSPGDSR 4.6326 |HSp300 BAC Ac p2 Ti 101.008774 1 1
1707\~ Acetylation 42 MEKLGLGLDDESNNQQAAATQSPGDSR 3.74|HSp300 BAC Ac p2 Ti 102.007408 1 1
1707\~ Acetylation 42 MEKLGLGLDDESNNQQAAATQSPGDSRR 5.5292|HSp300 BAC Ac p2 Ti 103.006848| 1 1
1707\~ Acetylation 42 NHDHKMEKLGLGLDDESNNQQAAATQSPGDSR 3.9701|HSp300 BAC Ac p3 Ti 103.009486| 2 1
1707\~ Acetylation 42 MEKLGLGLDDESNNQQAAATQSPGDSR 5.0863|HSp300 BAC Ac p3 Ti 101.009696| 1 3
1707\~ Acetylation 42 MEKLGLGLDDESNNQQAAATQSPGDSRR 5.0309 |HSp300 BAC Ac p3 Ti 103.007732 1 2
1707\~ Acetylation 42 NTKNHDHKMEKL 3.7525|HSp300 BAC Ac p2 CTi 110.00529 2 1
1707\~ Acetylation/Methion 42/16 |[NTKNHDHKMEKL 2.9128|HSp300 BAC Ac p2 CTi 107.00481] 4 2
1707\~ Acetylation 42 NTKNHDHKMEKLGLGLDDESNNQQAAATQSPGDSRRL 4.3532|HSp300 BAC Ac p2 CTi 109.00764| 3 1
1707\~ Acetylation 42 NTKNHDHKMEKL 3.1158|HSp300 BAC Ac p3 CTi 106.00490 2 3
1707\~ Acetylation 42 NTKNHDHKMEKL 2.8866 |HSp300 BAC Ac p3 CTi 103.00562| 3 2
1707\~ Acetylation 42 NTKNHDHKMEKL 3.2992|HSp300 BAC Ac p3 CTi 103.00557| 3 1
1707\~ Acetylation/Methion 42/16 |[NTKNHDHKMEKL 2.537|HSp300 BAC Ac p3 CTi 103.00487| 4 2
1707\~ Acetylation 42 NTKNHDHKMEKLGLGLDDESNNQQAAATQSPGDSRRL 3.9425|HSp300 BAC Ac p3 CTi 108.00679 2 1
1707\~ Acetylation 42 NTKNHDHKMEKLGLGLDDESNNQQAAATQSPGDSRRL 5.1267|HSp300 BAC Ac p3 CTi 105.00755| 3 2
1707\~ K ~ ~@ ~

1760\~ Acetylation 42 NANCSLPSCQKMKR 4.1797 |HsBAC p300 Ac pl Ti 105.007472| 2 6
1760\~ Acetylation 42 NANCSLPSCQKMK 3.5714|HSp300 BAC Ac p2 Ti 104.005272| 1 2
1760\~ Acetylation 42 NANCSLPSCQKMKR 2.2953|HSp300 BAC Ac p2 Ti 101.006275| 2 2
1760\~ Acetylation 42 NANCSLPSCQKMKR 4.5461|HSp300 BAC Ac p2 Ti 103.005504 2 9
1760\~ Acetylation/Methion 42/16 [INANCSLPSCQKMKR 2.8396 |HSp300 BAC Ac p2 Ti 107.005405| 3 1
1760\~ Acetylation 42 NANCSLPSCQKMKR 2.7061|HSp300 BAC DeAc p2 Ti 103.0053] 2 2
1760\~ Acetylation/Methion 42/16 [INANCSLPSCQKMKR 4.2205|HSp300 BAC DeAc p2 Ti 104.0050 3 2
1760\~ Acetylation/Methion 42/16 [INANCSLPSCQKMK 3.2125|HSp300 BAC Ac p3 Ti 102.005345| 2 1
1760\~ Acetylation 42 NANCSLPSCQKMKR 3.9701|HSp300 BAC Ac p3 Ti 105.006276| 2 8
1760\~ Acetylation/Methion 42/16 [INANCSLPSCQKMKR 4.1389|HSp300 BAC Ac p3 Ti 105.005720 3 3
1760\~ K ~en

1762\~ Acetylation 42 NANCSLPSCQKMKR 4.1797 |HsBAC p300 Ac pl Ti 105.007472| 2 6
1762\~ Acetylation 42 NANCSLPSCQKMKR 2.2953|HSp300 BAC Ac p2 Ti 101.006275| 2 2
1762\~ Acetylation 42 NANCSLPSCQKMKR 4.5461|HSp300 BAC Ac p2 Ti 103.005504 2 9
1762\~ Acetylation/Methion 42/16 [INANCSLPSCQKMKR 2.8396 |HSp300 BAC Ac p2 Ti 107.005405| 3 1
1762\~ Acetylation 42 NANCSLPSCQKMKR 2.7061|HSp300 BAC DeAc p2 Ti 103.0053] 2 2
1762\~ Acetylation/Methion 42/16 [INANCSLPSCQKMKR 4.2205|HSp300 BAC DeAc p2 Ti 104.0050 3 2
1762\~ Acetylation 42 NANCSLPSCQKMKR 3.9701|HSp300 BAC Ac p3 Ti 105.006276| 2 8
1762\~ Acetylation/Methion 42/16 [INANCSLPSCQKMKR 4.1389|HSp300 BAC Ac p3 Ti 105.005720 3 3
1762\~ K ~rer

1769\~ Acetylation 42 RVVQHTKGCK 3.0593|HsBAC p300 Ac pl Ti 113.010164| 1 2
1769\~ Acetylation 42 VVQHTKGCKR 3.3403|HsBAC p300 Ac pl Ti 111.012572| 2 3
1769\~ Acetylation 42 VVQHTKGCKR 3.0141|HsBAC p300 Ac pl Ti 111.012586| 2 4
1769\~ Acetylation 42 RVVQHTKGCK 3.3654 |HsBAC p300 SIRT pl Ti 111.0096| 1 2
1769\~ Acetylation 42 RVVQHTKGCKR 3.7861|HsBAC p300 SIRT pl Ti 113.0099 2 2
1769\~ Acetylation 42 RVVQHTKGCK 3.0966 |HSp300 BAC Ac p2 Ti 112.003039 1 2
1769\~ Acetylation 42 RVVQHTKGCKR 3.6777|HSp300 BAC Ac p2 Ti 113.002493] 2 5
1769\~ Acetylation 42 VVQHTKGCKR 2.6426 | HSp300 BAC Ac p2 Ti 110.004534] 2 3




1769\~ Acetylation 42 VVQHTKGCKR 3.3147|HSp300 BAC Ac p2 Ti 110.003657| 2 16
1769\~ Acetylation 42 VVQHTKGCKR 3.0976 |HSp300 BAC DeAc p2 Ti 108.0036| 2 6
1769\~ Acetylation 42 RVVQHTKGCK 3.3051|HSp300 BAC Ac p3 Ti 112.002648| 1 2
1769\~ Acetylation 42 RVVQHTKGCKR 3.9884|HSp300 BAC Ac p3 Ti 112.007472| 2 7
1769\~ Acetylation 42 VVQHTKGCKR 3.2946 |HSp300 BAC Ac p3 Ti 110.003272| 2 18
1769\~ K n ~

1772\~ Acetylation 42 VVQHTKGCKR 3.3403|HsBAC p300 Ac pl Ti 111.012572| 2 3
1772\~ Acetylation 42 VVQHTKGCKR 3.0141|HsBAC p300 Ac pl Ti 111.012586| 2 4
1772\~ Acetylation 42 RVVQHTKGCKR 3.7861|HsBAC p300 SIRT pl Ti 113.0099 2 2
1772\~ Acetylation 42 RVVQHTKGCKR 3.6777|HSp300 BAC Ac p2 Ti 113.002493] 2 5
1772\~ Acetylation 42 VVQHTKGCKR 2.6426 | HSp300 BAC Ac p2 Ti 110.004534] 2 3
1772\~ Acetylation 42 VVQHTKGCKR 3.3147|HSp300 BAC Ac p2 Ti 110.003657| 2 16
1772\~ Acetylation 42 VVQHTKGCKR 3.0976 |[HSp300 BAC DeAc p2 Ti 108.0036| 2 6
1772\~ Acetylation 42 RVVQHTKGCKR 3.9884|HSp300 BAC Ac p3 Ti 112.007472| 2 7
1772\~ Acetylation 42 VVQHTKGCKR 3.2946 | HSp300 BAC Ac p3 Ti 110.003272| 2 18
1772\~ K ~ ~

1774\~ Acetylation 42 KTNGGCPICK 2.9402|HSp300 BAC Ac p3 Ti 101.003470 1 2
1774\~ K ~

1783\~ Acetylation 42 TNGGCPICKQLIALCCYHAK 2.8003|HSp300 BAC DeAc p2 Ti 109.0089 1 1
1783\~ Acetylation 42 TNGGCPICKQLIALCCYHAK 3.8138|HSp300 BAC DeAc p2 Ti 110.0090 1 2
1783\~ K n

1794\~ Acetylation 42 QLIALCCYHAKHCQENK 3.4447 |HsBAC p300 Ac pl Ti 113.011726| 1 1
1794\~ Acetylation 42 QLIALCCYHAKHCQENK 3.5026 |[HSp300 BAC Ac p2 Ti 112.008144| 1 1
1794\~ Acetylation 42 QLIALCCYHAKHCQENK 4.0474|HSp300 BAC DeAc p2 Ti 111.0066| 1 1
1794\~ Acetylation 42 QLIALCCYHAKHCQENK 3.8432|HSp300 BAC DeAc p2 Ti 108.0067| 1 3
1794\~ Acetylation 42 QLIALCCYHAKHCQENK 4.1641|HSp300 BAC Ac p3 Ti 111.007088| 1 5
1794\~ Acetylation 42 HAKHCQENKCPVPF 3.4024|HSp300 BAC DeAc p3 CTi 108.005| 1 2
1794\~ K ~

1800~ Acetylation 42 HCQENKCPVPFCLNIK 4.5462|HSp300 BAC DeAc p2 Ti 107.0080 1 1
1800~ Acetylation 42 HCQENKCPVPFCLNIKQKLR 3.2324|HSp300 BAC Ac p3 Ti 113.010520 3 1
1800~ Acetylation 42 HCQENKCPVPFCLNIKQKLR 3.72|HSp300 BAC Ac p3 Ti 112.010437 3 2
1800~ K ~ non

1810\~ Acetylation 42 CPVPFCLNIKQKLR 3.7497 |HSp300 BAC Ac p2 Ti 112.010238| 2 2
1810\~ Acetylation 42 CPVPFCLNIKQK 3.4488|HSp300 BAC DeAc p2 Ti 107.0083] 1 3
1810\~ Acetylation 42 CPVPFCLNIKQKLR 4.9394 | HSp300 BAC DeAc p2 Ti 110.0108| 2 2
1810\~ Acetylation 42 HCQENKCPVPFCLNIKQKLR 3.2324|HSp300 BAC Ac p3 Ti 113.010520 3 1
1810\~ Acetylation 42 HCQENKCPVPFCLNIKQKLR 3.72|HSp300 BAC Ac p3 Ti 112.010437 3 2
1810\~ Acetylation 42 CPVPFCLNIKQK 2.8132|HSp300 BAC Ac p3 Ti 105.008950 1 1
1810\~ Acetylation 42 CPVPFCLNIKQKLR 4.8039 | HSp300 BAC Ac p3 Ti 112.010655| 2 4
1810\~ Acetylation 42 CPVPFCLNIKQKLR 3.7893|HSp300 BAC Ac p3 Ti 112.010647| 2 2
1810\~ K ~ ~on

1812\~ Acetylation 42 CPVPFCLNIKQKLR 3.7497 |HSp300 BAC Ac p2 Ti 112.010238| 2 2
1812\~ Acetylation 42 CPVPFCLNIKQKLR 4.9394 | HSp300 BAC DeAc p2 Ti 110.0108| 2 2
1812\~ Acetylation 42 HCQENKCPVPFCLNIKQKLR 3.2324|HSp300 BAC Ac p3 Ti 113.010520 3 1
1812\~ Acetylation 42 HCQENKCPVPFCLNIKQKLR 3.72|HSp300 BAC Ac p3 Ti 112.010437 3 2
1812\~ Acetylation 42 CPVPFCLNIKQKLR 4.8039 |HSp300 BAC Ac p3 Ti 112.010655| 2 4
1812\~ Acetylation 42 CPVPFCLNIKQKLR 3.7893|HSp300 BAC Ac p3 Ti 112.010647| 2 2
1812\~ K ~ NN




2086 Acetylation 42 SPSSPLQQQQVLSILHANPQLLAAFI 3.6726|HSp300 BAC Ac p3 Ti 1
2086 |" Acetylation 42 SPSSPLQQQQVLSILHANPQLLAAFI 6.0652|HSp300 BAC Ac p3 Ti

2086 K

2091 Acetylation 42 2.7184|HSp300 BAC Ac p3 CTi 108.00327|

2091 K




