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Additional data file 1: Comparison between genes differentially expressed in one or more
microarray studies and genes with disease-associated variants. Genes that were differentially
expressed in one or more microarrary studies were identified using SAM with g value < 0.05. These
genes were used to rediscover genes with disease-associated DNA variants listed in GAD and
HGMD. The process allowed us to calculate the sensitivity and specificity. The odds ratio was calcu-
lated as the probability ratio between differentially and constantly expressed genes to rediscover
disease genes. Constantly expressed genes were not differentially expressed in any microarray
studies. P value was calculated using Fisher’s exact test.



