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Pou5f1 CCTACAGCAGATCACTCACATCGCC CCTGTAGCCTCATACTCTTCTCGTTGG
Lin28 CCAGAGCAAGCTGCACATGG TGGTCTAGCCCACCGCAGTT

Dppab5 GCCGTGCGTGGTGGATAAGC GCCAAACAGATATTTCAGCACCAGC
Cdh1 GTCAACACCTACAACGCTGCC CTTGGCCTCAAAATCCAAGCC
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