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Table S1. Resonance assignments for the unmodified 5-G'T°G’C'G’T°G'T*T°T'°G''T'2-3%5"-

A13C14A15A16A17C18A19C20G21C22A23C24_3|

Primary Strand Complementary Strand
Residue Atom Chemical | Residue Atom Chemical
Shift
(ppm)
G' HI' 588 A" HI' 6.03
G' H2' 250 | A" H2' 2.43
G' H2" 2.66 | A" H2" 2.61
G' H3' 4.68 | A" H3' 4.68
G' HS5' 4.09 | A" H4' 4.09
G' HS 7.82 | A" H5' 3.94
T CH; 124 | A" HS 8.04
T HI' 578 | ¢ HI' 6.03
T H2' 2.08 | c* H2' 1.86
T H2" 242 | c* H2" 2.08
T H3 13.67 | H3' 4.99
T H3' 477 | c* H42 8.20
T H4' 412 | c* H5 5.34
T H5' 4.00 | c* H6 7.26
T H5" 3.95 | AP HI' 5.62
T H6 723 | AP H2 7.10
G’ HI 12.59 | AP H2' 2.59
G’ HI' 577 | AP H2" 2.69
G’ H2' 247 | A" H3' 4.89
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Table S2. Resonance assignments for the cis-5R,6S-thymine glycol modified 5'-

G1T2G3C4G51g6G7T8T9T10G11T12-3"5'-A13C14A15A16A17C18A19C20G21C22A23C24-3'

Primary Strand

Complementary Strand

Residue Atom Chemical Residue Atom Chemical

Shift (ppm) Shift (ppm)
G' HI' 587 | AP HI' 6.02
G' H2' 247 | A" H2' 2.42
G' H2" 2.64 | A" H2" 2.58
G' H3' 4.67 | A" H3' 4.66
G' H4' 4.07 | A" H4' 4.07
G' H5' 3.62 | A" HS5' 3.55
G' H5" 3.60 | A" H5" 3.59
G' HS 7.79 | A" HS 8.01
T HI' 576 | c" HI' 5.04
T H2' 2.04 | C* H2' 1.84
T H2" 238 | C* H2" 2.09
T H3 13.67 | C* H3' 4.62
T H3' 475 | Cc* H4' 3.93
T H4' 4.09 | C* H42 8.19
T H5' 398 | c* H5 5.37
T H6 7.20 | C* HS5' 3.92
T CH; 124 | Cc* H6 7.25
G’ HI 12.62 | AP HI' 5.61
G’ HI' 575 | AP H2 7.14
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Table S3. Resonance assignments for the cis-5R,6S-thymine glycol modified 5'-

G1T2G3C4G51g6G7T8T9T10G11T12-3"5'-A13C14A15A16A17C18G19C20G21C22A23C24-3'

Primary Strand

Complementary Strand

Residue Atom Chemical | Residue Atom Chemical
Shift
(ppm)
G' G5' 3.63 | A" HI1' 6.01
G! HI' 5.85 A H2 7.82
G! H2!' 248 | A® H2' 2.43
G! H2" 263 | A® H2" 2.58
G' H3' 4.66 | A" H3' 4.66
G! H4' 407 | A® H4' 4.07
G' H5' 3.59 | AP H5' 3.55
G' H5" 3.62 | A” HS 8.02
G' H8 7.79 | C* HI1' 5.02
T? HI' 574 | Cc* H2' 1.83
T? H2!' 202 | c* H2" 2.07
T? H2" 236 | C* H3' 4.62
T? H3 13.62 | C* H4' 3.93
T? H3' 474 | c* H5 5.35
T? H4' 408 | c* H5' 3.90
T? H5' 397 | c* H35" 3.88
T? H6 720 | c* H6 7.25
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Figure S1. HPLC analysis of enzyme digest products of control 12mer duplex (panel A) and Tg
modified 12mer duplex (TgeA) (panel B). Cytidine eluted first at 7.7 mins followed by
guanosine (11.9 mins), deoxythymidine (13.2 mins), and adenosine (15.9 mins). The thymine
glycol nucleoside eluted at 11.2 mins (panel B). The UV trace of Tg nucleoside is show in panel

C.
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