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Figure 1: MS/MS spectrum of nitrated peptide obtained from in vivo LDL" apoB-100 protein. Mass of peptides
observed is in red upon ionization and annotated on the chart. Spectra were obtained from bioworks browser.
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Figure 2: MS/MS spectrum of nitrated peptide obtained from in vivo LDL" apoB-100 protein. Mass of peptides
observed is in red upon ionization and annotated on the chart. Spectra were obtained from bioworks browser.
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Figure 3: MS/MS spectrum of nitrated peptide obtained from in vivo LDL" apoB-100 protein. Mass of peptides
observed is in red upon ionization and annotated on the chart. Spectra were obtained from bioworks browser.
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Figure 4: MS/MS spectrum of nitrated peptide obtained from in vivo LDL" apoB-100 protein. Mass of peptides
observed is in red upon ionization and annotated on the chart. Spectra were obtained from bioworks browser.
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Figure 5: MS/MS spectrum of nitrated peptide obtained from in vivo LDL" apoB-100 protein. Mass of peptides
observed is in red upon ionization and annotated on the chart. Spectra were obtained from bioworks browser.
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Figure 6: MS/MS spectrum of nitrated peptide obtained from in vivo LDL" apoB-100 protein. Mass of peptides

observed is in red upon ionization and annotated on the chart. Spectra were obtained from bioworks browser.
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Figure 7: MS/MS spectrum of nitrated peptide obtained from in vivo LDL" apoB-100 protein. Mass of peptides
observed is in red upon ionization and annotated on the chart. Spectra were obtained from bioworks browser.
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Figure 8: MS/MS spectrum of nitrated peptide obtained from in vivo LDL" apoB-100 protein. Mass of peptides
observed is in red upon ionization and annotated on the chart. Spectra were obtained from bioworks browser.
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Figure 9: MS/MS spectrum of nitrated peptide obtained from in vivo LDL" apoB-100 protein. Mass of peptides
observed is in red upon ionization and annotated on the chart. Spectra were obtained from bioworks browser.
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Figure 10: MS/MS spectrum of nitrated peptide obtained from in vivo LDL" apoB-100 protein. Mass of peptides
observed is in red upon ionization and annotated on the chart. Spectra were obtained from bioworks browser.
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Figure 11: MS/MS spectrum of nitrated peptide obtained from in vivo LDL" apoB-100 protein. Mass of peptides
observed is in red upon ionization and annotated on the chart. Spectra were obtained from bioworks browser.
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Figure 12: MS/MS spectrum of nitrated peptide obtained from in vivo LDL" apoB-100 protein. Mass of peptides
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Figure 13: MS/MS spectrum of nitrated peptide obtained from 100 uM ONOO -treated LDL apoB-100 protein.
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Figure 14: MS/MS spectrum of nitrated peptide obtained from 100 uM ONOO -treated LDL apoB-100 protein.
Mass of peptides observed is in red upon ionization and annotated on the chart. Spectra were obtained from
bioworks browser.
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Figure 15: MS/MS spectrum of nitrated peptide obtained from 100 uM ONOO -treated LDL apoB-100 protein.
Mass of peptides observed is in red upon ionization and annotated on the chart. Spectra were obtained from
bioworks browser.
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Figure 16: MS/MS spectrum of nitrated peptide obtained from 100 uM ONOO -treated LDL apoB-100 protein.
Mass of peptides observed is in red upon ionization and annotated on the chart. Spectra were obtained from

bioworks browser.
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Figure 17: MS/MS spectrum of nitrated peptide obtained from 100 uM ONOO -treated LDL apoB-100 protein.
Mass of peptides observed is in red upon ionization and annotated on the chart. Spectra were obtained from
bioworks browser.
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Figure 18: MS/MS spectrum of nitrated peptide obtained from 100 uM ONOO -treated LDL apoB-100 protein.
Mass of peptides observed is in red upon ionization and annotated on the chart. Spectra were obtained from
bioworks browser.
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Figure 19: MS/MS spectrum of nitrated peptide obtained from 100 uM ONOO -treated LDL apoB-100 protein.
Mass of peptides observed is in red upon ionization and annotated on the chart. Spectra were obtained from
bioworks browser.
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Figure 20: MS/MS spectrum of nitrated peptide obtained from 100 uM ONOO -treated LDL apoB-100 protein.
Mass of peptides observed is in red upon ionization and annotated on the chart. Spectra were obtained from

biowaorks browser.



