
 Figure 4: MS/MS spectrum of nitrated peptide obtained from in vivo LDL- apoB-100 protein.  Mass of peptides 
observed are in red upon ionization and annotated on the chart.  Spectra were obtained from bioworks browser. 
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g 2 266.1 133.6 1191.6 596.3 11
m 3 413.1 207.1 1134.6 567.8 10
v 4 512.2 256.6 987.6 494.3 9
a 5 583.2 292.1 888.5 444.8 8
q 6 711.3 356.2 817.5 409.3 7
v 7 810.4 405.7 689.4 345.2 6
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k 12 1381.7 691.4 147.1 74.1 1

 Figure 1: MS/MS spectrum of nitrated peptide obtained from in vivo LDL- apoB-100 protein.  Mass of peptides 
observed is in red upon ionization and annotated on the chart.  Spectra were obtained from bioworks browser. 
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I 1 114.1 57.6 1768.9 885.0 14
V 2 213.2 107.1 1655.9 828.5 13
Q 3 341.2 171.1 1556.8 778.9 12
I 4 454.3 227.7 1428.7 714.9 11
L 5 567.4 284.2 1315.6 658.3 10
P 6 664.4 332.7 1202.6 601.8 9
W 7 895.5 448.3 1105.5 553.3 8
E 8 1024.6 512.8 874.4 437.7 7
Q 9 1152.6 576.8 745.4 373.2 6
N 10 1266.7 633.9 617.3 309.2 5
E 11 1395.7 698.4 503.3 252.2 4
Q 12 1523.8 762.4 374.2 187.6 3
V 13 1622.8 811.9 246.2 123.6 2
K 14 1750.9 876.0 147.1 74.1 1

Figure 2: MS/MS spectrum of nitrated peptide obtained from in vivo LDL- apoB-100 protein.  Mass of peptides 
observed is in red upon ionization and annotated on the chart.  Spectra were obtained from bioworks browser. 
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I 1 114.1 57.6 1739.9 870.5 14
V 2 213.2 107.1 1626.9 814.0 13
Q 3 341.2 171.1 1527.8 764.4 12
I 4 454.3 227.7 1399.7 700.4 11
L 5 567.4 284.2 1286.6 643.8 10
P 6 664.4 332.7 1172.6 586.8 9
W 7 866.5 433.8 1076.5 538.8 8
E 8 995.6 498.3 874.4 437.7 7
Q 9 1123.6 562.3 745.4 373.2 6
N 10 1237.7 619.4 617.3 309.2 5
E 11 1366.7 683.9 503.3 252.2 4
Q 12 1494.8 747.9 374.2 187.6 3
V 13 1593.8 797.4 246.2 123.6 2
K 14 1721.9 861.5 147.1 74.1 1

 

Figure 3: MS/MS spectrum of nitrated peptide obtained from in vivo LDL- apoB-100 protein.  Mass of peptides 
observed is in red upon ionization and annotated on the chart.  Spectra were obtained from bioworks browser. 



Y9

Y10

Y11
Y13

Y8

Y7

B5
B6

B8

B13

B12

Y+45
sequence # B+ B++ Y+ Y++ #

I 1 114.1 57.6 1791.9 896.5 15
E 2 243.1 122.1 1678.8 839.9 14
G 3 300.2 150.6 1549.8 775.4 13
N 4 414.2 207.6 1492.8 746.9 12
L 5 527.3 264.2 1378.7 689.9 11
I 6 640.4 320.7 1265.6 633.3 10
F 7 787.4 394.2 1152.5 576.8 9
D 8 902.5 451.8 1005.5 503.3 8
P 9 999.5 500.3 890.5 445.8 7
N 10 1113.6 557.3 793.4 397.2 6
N 11 1227.6 614.3 679.4 340.2 5
Y 12 1435.7 718.4 565.3 283.2 4
L 13 1548.7 774.9 357.3 179.2 3
P 14 1645.8 823.4 244.2 122.6 2
K 15 1773.9 887.5 147.1 74.1 1
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L 13 1548.7 774.9 357.3 179.2 3
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K 15 1773.9 887.5 147.1 74.1 1

 Figure 4: MS/MS spectrum of nitrated peptide obtained from in vivo LDL- apoB-100 protein.  Mass of peptides 
observed is in red upon ionization and annotated on the chart.  Spectra were obtained from bioworks browser. 
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V 6 749.4 375.2 1099.6 550.3 11
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V 14 1515.7 758.4 333.2 167.1 3
S 15 1602.8 801.9 234.1 117.6 2
K 16 1730.9 866.0 147.1 74.1 1

Figure 5: MS/MS spectrum of nitrated peptide obtained from in vivo LDL- apoB-100 protein.  Mass of peptides 
observed is in red upon ionization and annotated on the chart.  Spectra were obtained from bioworks browser. 
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E 3 344.2 172.6 1467.7 734.4 13
V 4 443.3 222.2 1338.6 669.8 12
A 5 514.3 257.7 1239.6 620.3 11
L 6 627.4 314.2 1168.6 584.8 10
M 7 774.4 387.7 1055.4 528.2 9
G 8 831.4 416.2 908.4 454.7 8
H 9 968.5 484.8 851.4 426.2 7
L 10 1081.6 541.3 714.3 357.7 6
S 11 1168.6 584.8 601.2 301.1 5
C 12 1319.6 660.3 514.2 257.6 4
D 13 1434.6 717.8 363.2 182.1 3
T 14 1535.7 768.4 248.2 124.6 2
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Figure 6: MS/MS spectrum of nitrated peptide obtained from in vivo LDL- apoB-100 protein.  Mass of peptides 
observed is in red upon ionization and annotated on the chart.  Spectra were obtained from bioworks browser. 
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M 1 132 66.5 1659.7 830.4 12
Y 2 340.1 170.6 1512.7 756.9 11
Q 3 484.2 242.6 1304.6 652.8 10
M 4 631.2 316.1 1176.6 588.8 9
D 5 746.2 373.6 1029.5 515.3 8
I 6 859.3 430.2 914.5 457.8 7
Q 7 987.4 494.2 801.4 401.2 6
Q 8 1115.4 558.2 673.4 337.2 5
E 9 1244.5 622.8 545.3 273.2 4
L 10 1357.6 679.3 416.3 208.7 3
Q 11 1485.6 743.3 303.2 152.1 2
R 12 1641.7 821.4 175.1 88.1 1

 Figure 7: MS/MS spectrum of nitrated peptide obtained from in vivo LDL- apoB-100 protein.  Mass of peptides 
observed is in red upon ionization and annotated on the chart.  Spectra were obtained from bioworks browser. 
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L 1 114.1 57.6 1401.8 701.4 12
P 2 211.1 106.1 1288.7 644.9 11
Y 3 419.2 210.1 1191.7 596.4 10
T 4 520.3 260.7 983.6 492.3 9
I 5 633.3 317.2 882.6 441.8 8
I 6 746.4 373.7 769.4 385.2 7
T 7 847.5 424.3 656.4 328.7 6
T 8 948.5 474.8 555.4 278.2 5
P 9 1045.6 523.3 454.3 227.7 4
P 10 1142.6 571.8 357.3 179.2 3
L 11 1255.7 628.4 260.2 130.6 2
K 12 1333.8 667.4 147.1 74.1 1

 
Figure 8: MS/MS spectrum of nitrated peptide obtained from in vivo LDL- apoB-100 protein.  Mass of peptides 
observed is in red upon ionization and annotated on the chart.  Spectra were obtained from bioworks browser. 
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V 1 100.1 50.6 2288.3 1144.7 20
P 2 197.1 99.1 2189.2 1095.1 19
S 3 284.2 142.6 2092.2 1046.6 18
Y 4 492.2 246.6 2005.2 1003.1 17
T 5 593.3 297.2 1797.1 899.1 16
L 6 706.4 353.7 1696.1 848.6 15
I 7 819.4 410.2 1582 791.5 14
L 8 932.5 466.8 1469.9 735.5 13
P 9 1029.6 515.3 1356.8 678.9 12
S 10 1116.6 558.8 1259.7 630.4 11
L 11 1229.7 615.4 1172.7 586.9 10
E 12 1358.7 679.9 1059.6 530.3 9
L 13 1471.8 736.4 930.6 465.8 8
P 14 1568.9 785.0 817.5 409.3 7
V 15 1667.9 834.5 720.5 360.8 6
L 16 1781 891.0 621.4 311.2 5
H 17 1918.1 959.6 508.3 254.7 4
V 18 2017.2 1009.1 371.2 186.1 3
P 19 2114.2 1057.6 272.2 136.6 2
R 20 2270.3 1135.7 175.1 88.1 1

 Figure 9: MS/MS spectrum of nitrated peptide obtained from in vivo LDL- apoB-100 protein.  Mass of peptides 
observed is in red upon ionization and annotated on the chart.  Spectra were obtained from bioworks browser. 
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L 1 114.9 58.0 1937 969.0 17
S 2 201.1 101.1 1823.9 912.5 16
L 3 314.2 157.6 1736.8 868.9 15
E 4 443.3 222.2 1623.8 812.4 14
S 5 530.3 265.7 1494.7 747.9 13
L 6 643.4 322.2 1407.7 704.4 12
T 7 744.4 372.7 1294.6 647.8 11
S 8 831.4 416.2 1193.5 597.3 10
Y 9 1039.5 520.3 1106.5 553.8 9
F 10 1186.6 593.8 898.5 449.8 8
S 11 1273.6 637.3 751.4 376.2 7
I 12 1386.7 693.9 664.4 332.7 6
E 13 1515.7 758.4 551.3 276.2 5
S 14 1602.8 801.9 422.2 211.6 4
S 15 1689.8 845.4 335.2 168.1 3
T 16 1790.8 895.9 248.2 124.6 2
K 17 1918.9 960.0 147.1 74.1 1

 Figure 10: MS/MS spectrum of nitrated peptide obtained from in vivo LDL- apoB-100 protein.  Mass of peptides 
observed is in red upon ionization and annotated on the chart.  Spectra were obtained from bioworks browser. 
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D 1 116 58.5 2509.1 1255.1 21
F 2 263.1 132.1 2394 1197.5 20
S 3 350.1 175.6 2247 1124.0 19
A 4 421.2 211.1 2159.9 1080.5 18
E 5 550.2 275.6 2088.9 1045.0 17
Y 6 713.3 357.2 1959.9 980.5 16
E 7 842.3 421.7 1796.8 898.9 15
E 8 971.4 486.2 1667.8 834.4 14
D 9 1086.4 543.7 1538.7 769.9 13
G 10 1143.4 572.2 1423.7 712.4 12
K 11 1271.5 636.3 1366.7 683.9 11
F 12 1434.6 717.8 1238.6 619.8 10
E 13 1563.6 782.3 1075.5 538.3 9
G 14 1620.6 810.8 946.5 473.8 8
L 15 1733.7 867.4 889.4 445.2 7
Q 16 1861.8 931.4 776.4 388.7 6
E 17 1990.8 995.9 648.3 324.7 5
W 18 2176.9 1089.0 519.3 260.2 4
E 19 2305.9 1153.5 333.2 167.1 3
G 20 2363 1182.0 204.1 102.6 2
K 21 2491.1 1246.1 147.1 74.1 1

 Figure 11: MS/MS spectrum of nitrated peptide obtained from in vivo LDL- apoB-100 protein.  Mass of peptides 
observed is in red upon ionization and annotated on the chart.  Spectra were obtained from bioworks browser. 
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Q 10 983.4 492.2 590.3 295.7 4
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Figure 12: MS/MS spectrum of nitrated peptide obtained from in vivo LDL- apoB-100 protein.  Mass of peptides 
observed is in red upon ionization and annotated on the chart.  Spectra were obtained from bioworks browser. 
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E 1 130.1 65.6 1184.5 592.8 10
V 2 229.1 115.1 1055.5 528.3 9
Y 3 437.2 219.1 956.4 478.7 8
G 4 494.2 247.6 748.4 374.7 7
F 5 641.3 321.2 691.3 346.2 6
N 6 755.3 378.2 544.3 272.7 5
P 7 852.4 426.7 430.2 215.6 4
E 8 981.4 491.2 333.2 167.1 3
G 9 1038.4 519.7 204.1 102.6 2
K 10 1166.5 583.8 147.1 74.1 1

 
Figure 13: MS/MS spectrum of nitrated peptide obtained from 100 μM ONOO--treated LDL apoB-100 protein.  
Mass of peptides observed is in red upon ionization and annotated on the chart.  Spectra were obtained from 
bioworks browser. 
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V 1 100.1 50.6 3014.6 1507.8 27
H 2 237.1 119.1 2915.6 1458.3 26
A 3 308.2 154.6 2778.5 1389.8 25
N 4 422.2 211.6 2707.5 1354.3 24
P 5 519.3 260.2 2593.4 1297.2 23
L 6 632.4 316.7 2496.4 1248.7 22
L 7 745.4 373.2 2383.3 1192.2 21
I 8 858.5 429.8 2270.2 1135.6 20
D 9 973.5 487.3 2157.1 1079.1 19
V 10 1072.6 536.8 2042.1 1021.6 18
V 11 1171.7 586.4 1943 972.0 17
T 12 1272.7 636.9 1844 922.5 16
Y 13 1480.8 740.9 1742.9 872.0 15
L 14 1593.9 797.5 1534.9 768.0 14
V 15 1692.9 847.0 1421.7 711.4 13
A 16 1764 882.5 1322.7 661.9 12
L 17 1877.1 939.1 1251.7 626.4 11
I 18 1990.1 995.6 1138.6 569.8 10
P 19 2087.2 1044.1 1025.5 513.3 9
E 20 2216.2 1108.6 928.5 464.8 8
P 21 2313.3 1157.2 799.4 400.2 7
S 22 2400.3 1200.7 702.4 351.7 6
A 23 2471.4 1236.2 615.4 308.2 5
Q 24 2599.4 1300.2 544.3 272.7 4
Q 25 2727.5 1364.3 416.3 208.7 3
L 26 2840.6 1420.8 288.2 144.6 2
R 27 2996.7 1498.9 175.1 88.1 1

Figure 14: MS/MS spectrum of nitrated peptide obtained from 100 μM ONOO--treated LDL apoB-100 protein.  
Mass of peptides observed is in red upon ionization and annotated on the chart.  Spectra were obtained from 
bioworks browser. 



Y9

Y10
Y8

Y7

Y11 B14-H2O
Y13-H2OB5-H2O B7-H2O

Y13B4 B5 B6

Y9

Y10
Y8

Y7

Y11 B14-H2O
Y13-H2OB5-H2O B7-H2O

Y13B4 B5 B6

Y+45
sequence # B+ B++ Y+ Y++ #

I 1 114.1 57.6 1791.9 896.5 15
E 2 243.1 122.1 1678.8 839.9 14
G 3 300.2 150.6 1549.8 775.4 13
N 4 414.2 207.6 1492.8 746.9 12
L 5 527.3 264.2 1378.7 689.9 11
I 6 640.4 320.7 1265.6 633.3 10
F 7 787.4 394.2 1152.5 576.8 9
D 8 902.5 451.8 1005.5 503.3 8
P 9 999.5 500.3 890.5 445.8 7
N 10 1113.6 557.3 793.4 397.2 6
N 11 1227.6 614.3 679.4 340.2 5
Y 12 1435.7 718.4 565.3 283.2 4
L 13 1548.7 774.9 357.3 179.2 3
P 14 1645.8 823.4 244.2 122.6 2
K 15 1773.9 887.5 147.1 74.1 1

 
Figure 15: MS/MS spectrum of nitrated peptide obtained from 100 μM ONOO--treated LDL apoB-100 protein.  
Mass of peptides observed is in red upon ionization and annotated on the chart.  Spectra were obtained from 
bioworks browser. 
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M 1 132 66.5 1659.7 830.4 12
Y 2 340.1 170.6 1512.7 756.9 11
Q 3 484.2 242.6 1304.6 652.8 10
M 4 631.2 316.1 1176.6 588.8 9
D 5 746.2 373.6 1029.5 515.3 8
I 6 859.3 430.2 914.5 457.8 7
Q 7 987.4 494.2 801.4 401.2 6
Q 8 1115.4 558.2 673.4 337.2 5
E 9 1244.5 622.8 545.3 273.2 4
L 10 1357.6 679.3 416.3 208.7 3
Q 11 1485.6 743.3 303.2 152.1 2
R 12 1641.7 821.4 175.1 88.1 1

 Figure 16: MS/MS spectrum of nitrated peptide obtained from 100 μM ONOO--treated LDL apoB-100 protein.  
Mass of peptides observed is in red upon ionization and annotated on the chart.  Spectra were obtained from 
bioworks browser. 
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L 1 114.9 58.0 1937 969.0 17
S 2 201.1 101.1 1823.9 912.5 16
L 3 314.2 157.6 1736.8 868.9 15
E 4 443.3 222.2 1623.8 812.4 14
S 5 530.3 265.7 1494.7 747.9 13
L 6 643.4 322.2 1407.7 704.4 12
T 7 744.4 372.7 1294.6 647.8 11
S 8 831.4 416.2 1193.5 597.3 10
Y 9 1039.5 520.3 1106.5 553.8 9
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K 17 1918.9 960.0 147.1 74.1 1

 

Figure 17: MS/MS spectrum of nitrated peptide obtained from 100 μM ONOO--treated LDL apoB-100 protein.  
Mass of peptides observed is in red upon ionization and annotated on the chart.  Spectra were obtained from 
bioworks browser. 
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Figure 18: MS/MS spectrum of nitrated peptide obtained from 100 μM ONOO--treated LDL apoB-100 protein.  
Mass of peptides observed is in red upon ionization and annotated on the chart.  Spectra were obtained from 
bioworks browser. 
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Figure 19: MS/MS spectrum of nitrated peptide obtained from 100 μM ONOO--treated LDL apoB-100 protein.  
Mass of peptides observed is in red upon ionization and annotated on the chart.  Spectra were obtained from 
bioworks browser. 
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Figure 20: MS/MS spectrum of nitrated peptide obtained from 100 μM ONOO--treated LDL apoB-100 protein.  
Mass of peptides observed is in red upon ionization and annotated on the chart.  Spectra were obtained from 
bioworks browser. 


