
Table S1. Oligonucleotide sequences for generating constructs

Construct Forward Oligonucleotides (5' to 3') Reverse Oligonucleotides (5' to 3')
GOF5 GGCCGAATTCTTCTTCAAAATTTATAACATTTTCATGTTGTG GGCCGGATCCTTTTATTGTCGTGCCATTTTGTTTTTTATTACG

GOF7 CGCGCGGAATTCAAAATTTACTATGTTTATTTCGAAATTTAGAAAAACG GGTCACGAATTCCAAGAAAATTTTGCGTGAAAACTTTTTTTATTG

GOF9 CACAATTCCACACATTATACGAGCCGG TCTAGAGGATCCCCGGGTACCGAGCTCGTGTGGTTTTCTTCGCTTTTCATTAC

GOF10 GTGCCCGAATTCAAGCCTAGAAAAACGAAGAGTTAC CTAGAGGATCCCCGGGTAC

GOF11 GTGCCCGAATTCAAGCCTAGAAAAACGAAGAGTTAC TCTAGAGGATCCCCGGGTACCGAGCTCGTTTCTTGATTGTCGTGCCATTTTG

GOF12 GTGCCCGAATTCAAGCCTAGAAAAACGAAGAGTTAC TCTAGAGGATCCCCGGGTACCGAGCTCGTGTGGTTTTCTTCGCTTTTCATTAC

GOF13 AATTCGAAAAGCGAAGAAAAGCGAAG GATCCTTCGCTTTTCTTCGCTTTTCG

GOF14 AATTCGAAAAGCGAAG GATCCTTCGCTTTTCG

GOF15 AATTCGAAAAGCGAAGAAAAGCGAAG GATCCTTCGCTTTTCTTCGCTTTTCG

GOF16 AATTCGAAAAGCGAAGAAAAGCGAAGAAAAGCGAAGAAAAGCGAAGAAAAGC
GAAG

GATCCTTCGCTTTTCTTCGCTTTTCTTCGCTTTTCTTCGCTTTTCTTCGCTTTTCG

pBSG564-662 GGCCGGATCCAAAGTTTTCACGCAAAATTTTCTTGG GGCCTCTAGAGATCAATTCCACAGTTTTCGCGATC

G564 -883/-874 AATTCTCAAAGCCTATCAAAGCCTAG GATCCTAGGCTTTGATAGGCTTTGAG

G564 -836/-827 AATTCGAAAACCACAGAAAACCACAG GATCCTGTGGTTTTCTGTGGTTTTCG

G564 -823/-814 AATTCTAAAAACAAATAAAAACAAAG GATCCTTTGTTTTTATTTGTTTTTAG

GA 20-OXIDASE +222/+213 AATTCGGAAAGAGAAGGAAAGAGAAG GATCCTTCTCTTTCCTTCTCTTTCCG

GA 20-OXIDASE +215/+206 AATTCGAAAAGAGGAGAAAAGAGGAG GATCCTCCTCTTTTCTCCTCTTTTCG

GA 20-OXIDASE -2498/-2489 AATTCGAATAGAGAAGAATAGAGAAG GATCCTTCTCTATTCTTCTCTATTCG

GA 20-OXIDASE -1410/-1419 AATTCGAAAAGCAAGGAAAAGCAAGG GATCCCTTGCTTTTCCTTGCTTTTCG

PcWOX9-like +94/+85 AATTCGAGAAGGGAAGAGAAGGGAAG GATCCTTCCCTTCTCTTCCCTTCTCG

PcWOX9-like +365/+356 AATTCTAAAAGGGAATAAAAGGGAAG GATCCTTCCCTTTTATTCCCTTTTAG

PcWOX9-like -3186/-3195 AATTCGAAAAGGGTAGAAAAGGGTAG GATCCTACCCTTTTCTACCCTTTTCG

PcWOX9-like -2699/-2708 AATTCGAAAAACGACGAAAAACGACG GATCCGTCGTTTTTCGTCGTTTTTCG

PcWOX9-like -282/-273 AATTCGAAAATAGAAGAAAATAGAAG GATCCTTCTATTTTCTTCTATTTTCG

PcWOX9-like -732/-741 AATTCGAAAAAAGAAGAAAAAAGAAG GATCCTTCTTTTTTCTTCTTTTTTCG

PtNIP1;1 -814/-805 AATTCGAATTGCAAAGAATTGCAAAG GATCCTTTGCAATTCTTTGCAATTCG

PtNIP1;1 -725/-716 AATTCGTAAATTGAAGTAAATTGAAG GATCCTTCAATTTACTTCAATTTACG

PtNIP1;1 -615/-624 AATTCGTAAAGAGAAGTAAAGAGAAG GATCCTTCTCTTTACTTCTCTTTACG

PtNIP1;1 -528/-537 AATTCCAATAACGAACAATAACGAAG GATCCTTCGTTATTGTTCGTTATTGG

M1 GGTACCAGAATTCGGCCGCGGGGGGCCCCATGTTGTGTTTGTTTCAAAGC CTAGAGGATCCCCGGGTAC

M2 GTACCAGAATTCAATTTATAACATTTTGGCCGCGGGGGGCCCTCAAAGCCTA
GAAAAACGAAGAG

CTAGAGGATCCCCGGGTAC

M3 5'-fragment GGTACCAGAATTCAATTTATAACATTTTCATGTTGTGTTTG CTCTTCGTGGGCCCCCCGCGGCCAACAAACACAACATGAAAATGTTATAA

M3 3'-fragment TGTTTGTTGGCCGCGGGGGGCCCACGAAGAGTTACTATTGGTAATGAAAAG CTAGAGGATCCCCGGGTAC

M4 5'-fragment GGTACCAGAATTCAATTTATAACATTTTCATGTTGTGTTTG CATTACCAGGGCCCCCCGCGGCCTTTTCTAGGCTTTGAAACAAACAC



Construct Forward Oligonucleotides (5' to 3') Reverse Oligonucleotides (5' to 3')
M4 3'-fragment CTAGAAAAGGCCGCGGGGGGCCCTGGTAATGAAAAGCGAAGAAAAC CTAGAGGATCCCCGGGTAC

M5 5'-fragment GGTACCAGAATTCAATTTATAACATTTTCATGTTGTGTTTG GTTTTCTTGGGCCCCCCGCGGCCATAGTAACTCTTCGTTTTTCTAGGCTTTG

M5 3'-fragment GTTACTATGGCCGCGGGGGGCCCAAGAAAACCACATAATAAAAACAAAATG CTAGAGGATCCCCGGGTAC

M6 5'-fragment GGTACCAGAATTCAATTTATAACATTTTCATGTTGTGTTTG TGTTTTTAGGGCCCCCCGCGGCCCGCTTTTCATTACCAATAGTAACTC

M6 3'-fragment GAAAAGCGGGCCGCGGGGGGCCCTAAAAACAAAATGGCACGACAATCAAG CTAGAGGATCCCCGGGTAC

M7 5'-fragment GGTACCAGAATTCAATTTATAACATTTTCATGTTGTGTTTG ATTGTCGTGGGCCCCCCGCGGCCTTATGTGGTTTTCTTCGCTTTTC

M7 3'-fragment CCACATAAGGCCGCGGGGGGCCCACGACAATCAAGAAAAAGTTTTCAC CTAGAGGATCCCCGGGTAC

M8 5'-fragment GGTACCAGAATTCAATTTATAACATTTTCATGTTGTGTTTG GAAAACTTGGGCCCCCCGCGGCCGCCATTTTGTTTTTATTATGTGG

M8 3'-fragment AAAATGGCGGCCGCGGGGGGCCCAAGTTTTCACACAAAACTTTTTTC CTAGAGGATCCCCGGGTAC

M9 GGTACCAGAATTCAATTTATAACATTTTCATGTTGTGTTTG TAGAGGATCCCCGGGTACCGAGCTCGAATTTTGAAAAAAGTGGGCCCCCCGCGGCC
TTTCTTGATTGTCGTGCC

M10 GGTACCAGAATTCAATTTATAACATTTTCATGTTGTGTTTG TAGAGGATCCCCGGGTACCGAGCTCGGGGCCCCCCGCGGCCTTTGTGTGAAAACTT
TTTCTTGATTG

15-bp NEGATIVE AATTCGGCCGCGGGGGGCCCCGAGCTCGGTACCCGGG GATCCCCGGGTACCGAGCTCGGGGCCCCCCGCGGCCG

M11 AAGCTGGAATTCAAGCCTACGGGGGGCCCGAGTTACTATTGGTAATGAAAAG TCTAGAGGATCCCCGGGTACCGAGCTCGTGTG

M12 CACAATTCCACACATTATACGAGCCGG TAGAGGATCCCCGGGTACCGAGCTCGTGTGGTTTTCGGGCCCCCCGATTACCAATA
GTAACTCTTCGT

M13 AAGCTGGAATTCAAACCTAGAAAAACGAAGAGTTAC TCTAGAGGATCCCCGGGTACCGAGCTCGTGTG

M14 CACAATTCCACACATTATACGAGCCGG TAGAGGATCCCCGGGTACCGAGCTCGTGTGGTTTTCTTCGCTTTTCATTACTAATA
GTAACTCTTCGTTTTTCTAG

M15 5'-fragment ACCAGTTTCCTCAAGGGTCC CGAAGTTCATGCCAGTCCAGCGCCGCGGCCGGATCCTTCGCTTTTCGAATTC

M15 3'-fragment CTGGCATGAACTTCGGTCCGCGGGGGGCCCATTAATTAATTAATTTTCATTT
ACTTTTTTCC

CCAGTTGCAACCACCTGT

M16 5'-fragment ACCAGTTTCCTCAAGGGTCC CGAAGTTCATGCCAGTCCAGCGCCGCGGCCATATATAACTTTCTGCGCACCAAGA

M16 3'-fragment CTGGCATGAACTTCGGTCCGCGGGGGGCCCAGTTAAATTATTATTATTTTCA
TTTAAAATATAAATATT

CCAGTTGCAACCACCTGT

M17 5'-fragment ACCAGTTTCCTCAAGGGTCC CGAAGTTCATGCCAGTCCAGCGCCGCGGCCTTAAAATAAAAAGGGAAAAAAGTAAA
TGA

M17 3'-fragment CTGGCATGAACTTCGGTCCGCGGGGGGCCCATATAAAAAATATAACCTTAAT
CAAAACAAAGC

CCAGTTGCAACCACCTGT

M18 5'-fragment ACCAGTTTCCTCAAGGGTCC CGAAGTTCATGCCAGTCCAGCGCCGCGGCCTTAAATAATATTTATATTTTAAATGA
AAATAATAATAATT

M18 3'-fragment CTGGCATGAACTTCGGTCCGCGGGGGGCCCTTTACAACACTTTTAACCTTAA
AATTAACTTT

CCAGTTGCAACCACCTGT

M19 5'-fragment ACCAGTTTCCTCAAGGGTCC CGAAGTTCATGCCAGTCCAGCGCCGCGGCCTTTTAGATTAAGGCTTTGTTTTGATT
AA

M19 3'-fragment CTGGCATGAACTTCGGTCCGCGGGGGGCCCTAGTGTGACAACTAAAAAAGTT
GTATACAACC

CCAGTTGCAACCACCTGT

M20 5'-fragment ACCAGTTTCCTCAAGGGTCC CGAAGTTCATGCCAGTCCAGCGCCGCGGCCTCATTTTCCTTTTAAAGTTAATTTTA
AGG

M20 3'-fragment CTGGCATGAACTTCGGTCCGCGGGGGGCCCAGAAATAAATATATATAATAAA
GAGTAAATTTGTAATTAAATG

CCAGTTGCAACCACCTGT

M21 5'-fragment ACCAGTTTCCTCAAGGGTCC CGAAGTTCATGCCAGTCCAGCGCCGCGGCCAAACCTATGACAGGGTTGTATACAAC
TT



Construct Forward Oligonucleotides (5' to 3') Reverse Oligonucleotides (5' to 3')
M21 3'-fragment CTGGCATGAACTTCGGTCCGCGGGGGGCCCATAAAAAAGTATTAAAATAATA

ATATTTAGAGTAGTAATATG
CCAGTTGCAACCACCTGT

M22 5'-fragment ACCAGTTTCCTCAAGGGTCC CGAAGTTCATGCCAGTCCAGCGCCGCGGCCATCATTTAATTACAAATTTACTCTTT
ATTATATATATTTATTTC

M22 3'-fragment CTGGCATGAACTTCGGTCCGCGGGGGGCCCGTATAAAAAAATGTGGTTGTCC
ATATATC

CCAGTTGCAACCACCTGT

M23 5'-fragment ACCAGTTTCCTCAAGGGTCC CGAAGTTCATGCCAGTCCAGCGCCGCGGCCAACCATATTACTACTCTAAATATTAT
TATTTTAATACTTT

M23 3'-fragment CTGGCATGAACTTCGGTCCGCGGGGGGCCCTATCATGACAAATATTTTCACC
GAAA

CCAGTTGCAACCACCTGT

M24 5'-fragment ACCAGTTTCCTCAAGGGTCC CGAAGTTCATGCCAGTCCAGCGCCGCGGCCTTTTAAAGTGAATAATGATATATGGA
CAACC

M24 3'-fragment CTGGCATGAACTTCGGTCCGCGGGGGGCCCGCGTTGGATAATGGAAAAATAC
AA

CCAGTTGCAACCACCTGT

M25 5'-fragment ACCAGTTTCCTCAAGGGTCC CGAAGTTCATGCCAGTCCAGCGCCGCGGCCTCTTTTCGTTCTTTCCATCTTTCG

M25 3'-fragment CTGGCATGAACTTCGGTCCGCGGGGGGCCCGCATAACATTTTGTATTAGTGA
TGAGTTTT

CCAGTTGCAACCACCTGT

M26 5'-fragment ACCAGTTTCCTCAAGGGTCC CGAAGTTCATGCCAGTCCAGCGCCGCGGCCAAAGTACTGGAGGGAGATTGCTTG

M26 3'-fragment CTGGCATGAACTTCGGTCCGCGGGGGGCCCAGAATATAGGAAAATTTTAGAA
TCACGTGG

CCAGTTGCAACCACCTGT

M27 5'-fragment ACCAGTTTCCTCAAGGGTCC CGAAGTTCATGCCAGTCCAGCGCCGCGGCCAAATATATATGATAAAAAACTCATCA
CTAATACAA

M27 3'-fragment CTGGCATGAACTTCGGTCCGCGGGGGGCCCTAATATTTTAATTTATAATGTA
GTTGATTTTATTTG

CCAGTTGCAACCACCTGT

M28 5'-fragment ACCAGTTTCCTCAAGGGTCC CGAAGTTCATGCCAGTCCAGCGCCGCGGCCCTATTATATAGCTATCCACGTGATTC
TAAAA

M28 3'-fragment CTGGCATGAACTTCGGTCCGCGGGGGGCCCATACATAAATATGTGTTGATAG
TGGGTGA

CCAGTTGCAACCACCTGT

Underlined nucleotides are incorporated restriction sites.
Nucleotides shown in blue are a part of the 15-bp mutation sequence.
Nucleotides shown in green are a part of the 45-bp mutation sequence.


