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Fig.S1. The effect of a nonspecific COX inhibitor (sulindac) on the weight of MCFDCIS xenografts derived from cells injected alone (—) or coinjected with RASFs
on control or sulindac-containing diet. Sulindac attenuated the tumor growth-stimulating effects of RASFs, but this was not statistically significant (P = 0.4).
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Fig.S2. The effect of celexocib on MMP14 expression, measured by qRT-PCR analysis of human-specific MMP14 gene expression in MCFDCIS xenografts in mice
fed with control and celexocib-containing diet. The expression of MMP14 was increased due to coinjection with RASFs, but was not significantly decreased by
celecoxib treatment relative to human-specific hypoxanthine phospho-ribosyl-transferase 1 (HPRTT) used as loading control.
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Fig. S3.  Analysis of the presence of leukocytes in xenografts. Shown is immunohistochemical analysis of CD45 pan-leukocyte antigen expression in MCFDCIS

xenografts and in mouse spleen used as positive control. Essentially no CD45+ cells are detected in the xenografts, whereas a large fraction of cells are positive
for CD45 in the spleen.
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Fig. S4. Analysis of conditioned media of RASFs. Maps of the 2 cytokine arrays (RayBiotech human cytokine array C series 1000) used are shown. At the bottom
are results of immunoblot analysis, with the most highly positive spots marked with red circles.
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Fig. S5. Validation of shRNA clones. The shRNA clones highlighted in red were used for functional studies. (A) Quantitative RT-PCR analysis of COX-2 mRNA
levels in control shGFP and COX-2 shRNA clones. (Inset) Western blot analysis of COX-2 protein levels. (B) Quantitative RT-PCR analysis of MMP9 mRNA levels in
control shGFP and MMP9 shRNA clones. (C) Zymography experiment using the indicated clones in the presence and absence of cocultured RASFs. Image of gel
and quantitation of the signal are indicated. Molecular mass marker and latent (105-kDa) and active (95-kDa) forms of MMP9 are indicated.
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Table S1. Sequences of the shRNA clones used for the study

Symbol Clone ID Row Column RNAi seq

MMP9 TRCN0000051438 C 3 CCACAACATCACCTATTGGAT
MMP9 TRCN0000051439 C 4 GCGGTGATTGACGACGCCTTT
MMP9 TRCN0000051440 C 5 CAGTACCGAGAGAAAGCCTAT
MMP9 TRCN0000051441 C 6 CAGTTTCCATTCATCTTCCAA
PTGS2 TRCN0000045533 A 6 GCTGAATTTAACACCCTCTAT
PTGS2 TRCN0000045534 A 7 GCAGATGAAATACCAGTCTTT
PTGS2 TRCN0000045535 A 8 CCAGGGCTCAAACATGATGTT
PTGS2 TRCN0000045536 A 9 CGTTGTGAATAACATTCCCTT
PTGS2 TRCN0000045537 A 10 CCATTCTCCTTGAAAGGACTT

Clones in boldface were used for the experiments.
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