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Figure S2 Example of genes controlled in roots or in shoots by combination of factors.
Genes found to be controlled by a combination of factors by our modeling approach (as the only
signal, see Figure 1 for a definition) were sorted. The expression pattern of one representative
gene belonging to each category is presented. Asterisks indicate conditions captured in the model
of gene expression. Note that for At5g36950, the strong variability in the carbon treatment in light
(first yellow bar) does not allow the analysis to detect C as a significant effect.



