
Figure S1. Degeneracy of C  Connectivity

(a) Residue Y18 points back to T17, but for 18 other residues the C  frequency also lies within a range 
of +/- 0.2 ppm (red strip) of the C (i-1)peak of Y18. (b) Comparison of C  chemical shift degeneration 
observed in htau40 (441 residues) with values reported for the globular proteins calmodulin (148 
residues), N-terminal domain enzyme I (259 residues), maltose-binding protein (370 residues) and 
malate synthase G (723 residues). 


