
Supplemental Table 1.  Pairwise Haplotype Analysis for 19 SNPs for the Young Affected (YA) and Old Affected (OA). 

The bottom diagonal represents the p-values for haplotypic association for the old affected individuals (OA) while the top diagonal 

represents p-values for the young affected individuals (YA). Red bolded numbers represent p-values meeting Bonferroni significance 

for 171 observations.  Blue bolded numbers represent p-values meeting Bonferroni significance for 19 SNPs.  Black bolded numbers 

represent p-values not meeting Bonferroni significance but have a p-value <0.05. 



Supplemental Table 2.  Haplotypes Constructed Using the 4 SNPs Identified 

through Backward Logistic Regression. 

 HapScore represents the score statistic for association of traits with haplotype.  A 

negative HapScore indicates the haplotype is more likely to be protective, while a more 

positive score indicates the haplotype is more likely to confer risk.  P-values are listed for 

overall haplotypic association (global) and for each individual haplotype.  Frequencies 

are listed separately for cases and controls.  

 
Global P-value=0.006

RS974670 A379V  RS9381475 RS1421378 Hap.Score  P-value Control Freq Case Freq
1 C G T G -3.31 0.0009 0.24 0.16
2 C G C A -1.04 0.30 0.09 0.03
3 T G T G 0.25 0.80 0.01 0.00
4 C G C G 0.69 0.49 0.22 0.18
5 C A C A 0.84 0.40 0.13 0.19
6 T G C A 1.08 0.28 0.30 0.37
7 C A C G 2.70 0.0070 0.02 0.06

 



Supplemental Table 3.  PLA2G7 Polymorphisms and gene expression.  PLA2G7 

expression was derived from the Affymetrix HG-U95Av2 chip using tag 37068_at.  P-

value for expression is adjusted for race, sex, and age.   

 

 

SNP 
P-value for 
expression 

RS974670 0.34 
RS12528857 0.12 

RS1051931 (A379V) 0.62 
RS2216465 0.91 
RS4498351 0.44 

RS1805018 (I198T) 0.07 
RS6899519 0.85 
RS1362931 0.80 

RS1805017 (R92H) 0.47 
RS6929105 0.63 

RS12195701 0.22 
RS3799863 0.36 
RS3799862 0.29 

RS12528807 0.82 
RS9381475 0.17 
RS1421378 0.75 
RS1421379 0.16 
RS9349373 0.86 
RS1862008 0.34 

 


