
 

 

 

 

 

 

 

 

 

  

 

  

 

 

 

 

 

 

 

 

 

 

 

 

 

736 739 742 745 
m/z 

115 116 114 
 m/z 

690 693 696 
m/z 

115 116 114 
 m/z 

586 589 592 595 
m/z 

S2  

C0  S2  
C0  

656 659 662 665 668 
m/z 

424 426 422 
m/z 

115 116 114 
m/z 

Sequence 

R(S2:C0) 

DPENFPFVVLGNK  

1.08  

DEFLIQASPR 

1.03  

Sequence 

R(116:114) 

DPENFPFVVLGNK 

1.04  

Sequence 

R(S2:C0) 

AGEASAESTGAADGAAPEEGEAK 

1.42  

SDAAPAASDSKPSSAEPAPSSK 

1.64  

Sequence 

R(116:114) 

APAPAAPAAAEPQAEAPAAAASSEQSVAVKE 

 
1.40  

m/z 
685 687 689 691 693 

C0  

S2  

S2  C0  C0  S2  

S2  

C0  

S2  

C0  

Sequence 

R(S2:C0) 

LQIWDTAGQER  

1.16  

SCLLHQFTEK  

1.25  

Sequence 

R(116:114) 

TGENVEDAFLEA

AK 1.11  

115 116 114 
 m/z 

Sequence 

R(S2:C0) 

788 791 794 797 
m/z 

FADSLGVPFLETSAK 

0.78  

Sequence 

R(116:114) 

MGPGAASGGERPNLK 

0.85  

SILAC-1 SILAC-2 iTRAQ-1 

Metabolic Labeling Chemical Labeling Supple. Fig 1 


