Position Marker Human Chromosome Marker Position Position Marker Dog Chromosome Marker Position
T rana. T TR L L contig_ 102092 .00 .00 contig 102092 L C 5 TN g, N
21EE 1G04, 10 FCATSS FHOGFEI6 6,55 6,85 FAOBIEI6 contia_ 105706 4235TET. 00
224830110, 010 contia 102635 FCAL0GD 33,04 35 04 FCAL060 35911647 S22601F. 00
24522472, 00 FHNGIEFE FCATSS 36410 36410 FCATSS FoAT21 G19563F. 00
25404466, 10 FCATSZ contia_10Z635 F9.69 39.6%9 contia_L0Z635 contia_105053 BREISAN. 00
2E40SEEZ, 010 FCALDSS FCATS2 46,5 46,535 FCATS2 contia_104715 THEASIE. 00
FBEZEZ20. 00 comtia_ 105189 FCA1053 45,30 4530 FCA1053 contia_104545 EEEF4ER. 00
STEIIIETH. 00 FCALG1 contia_103189 S0, 04 S0 04 contia_103153 contia_BSFEED BETESTL. 00
27EA5216, 10 FCALOGN FCAL0G1 53.56 53.56 FCAL061 contia_104150 105675 0&. 00
2EEE4SER, 10 FCAZ 14 FCAZL4 57,07 57,07 FCAZ14 FCATS4 11126221, 00
2EEE4T24. 010 FCATSS FCATSS 55,90 55910 FCATSS contia 105733 12384 029, 00
FAZFA020, 00 UBL3 contia_103733 60.59 6059 contia_103733 UBL3 13153574, 00
F0116986. 10 contig_105733 FCATS# 63,99 63.99 FCA7S# FCATSS 13368 056, 010
F1533236. 10 FCATS® UBL3 74,31 7431 UBL3 FCAZ14 13368123, 00
S206 0524, 10 comtia_ 104150 contia_104150 91.67 91.67 contia_104150 FCALDG1 14 7H1FEG. 01
FEO4EET 0, 00 combia BEFEE0 contia_BSIEEN 97.97 97.497 contia_B53EE0 contia_ 105159 15458417, 00
F4021104. 00 contia_104545 contia_104545 110,73 110,75 contia_104545 FCALISS 1655399, 00
SHERE3ES, 10 comtia_ 104715 corhia_104715 113,67 113,67 contia_104715 FCATSZ 1E55H9T . 01
SEATEN2E . 00 contia_ 1050535 contia_ 105053 119,60 118,50 contia_L0S053 contia_102635 15522 144. 01
F7026405, 00 FoAT21 FCAT21 125.54 125.54 FCA721 FCATSS 18150454, 00
SE17A7E 0. 00 35811647 FEA11647 134 .43 154,45 FEA11647 FCALOGD 19557200, 00
SA4FTITE. 010 comtia_ 105706 39040525 140,45 140,48 3040525 contia_102092 21142764, 00
F02EEF12. 00 F04 0525 coktia 105706 143,49 143,49 contia 105706 39 G356 21635242, 00
40457225, 00 comtia 105735 contia_107514 149,65 148,65 contia_107514
42E1GE6 0, 10 FA010595 contia_107366 155,65 155,568 contia_L07366
4355 1696, 10 FCALGS FCA106Z 161,70 161,70 FCA106Z
44015184, 00 FCAL7E contia_B54653 167,75 167.75 contia_BE4653
45453045, 00 comtia 106625 LRCHL 170,76 170.76 LRCHL
46223180, 00 LRCH1 contia_1 06625 173,91 17391 contia 106625
47459584, 00 comtig BE4ESH FCALTE 150,22 180,22 FCAL7E
FEEETS1Z. 00 FCALGZ FCA106S 195,58 193,58 FCA 1063
43929524, 00 comtia_107366 38010595 200,07 200,07 39010395
51034016, 00 comtia_107514 contia_105785 205,51 203,51 contia 105785
52135505, 00 comtia_B0EELE cortia_B0GE2D 20654 206,54 contia_BIGE2D
52504 085, 10 FRNNSEFE 39005835 208,90 208,80 F0 05855
SIE4ZE00, 00 Fi41 F141 213.25 213,25 Fi41
5424 0096, 00 FEAA5IE2 FEEASIIZ 216461 Z16.61 35895522
SESE5 176, 1) FB0FH1Z0 F0ER1Z0 219,96 218,96 FB0EDLZ0
G565 04, 10 FCAZED FCA 1064 2221 223,21 FCA 1064
GG 05564, 10 FCA1 064 FCRZEN 233432 253,52 FCRZEN
BZ16F5 04, 10 contia_109385 contia_109355 254,351 254,51 contia 109385
BAR4BEEE, 1D FCALDES Fi2 267 .46 267,46 Fi2
B4GAZ 056, 10 Faz FCA106S 27365 273 .65 FCA106S
BETN S92, 010 FCA4EE FCA49E 282,70 282,70 FCR49E
BENAELE, 10 contia_110339 contia_110339 255.55 288,58 contia_110339
FAGE 0405, 00 comtia BESTAS contia_BESTAE 29743 297,43 contia_BESTAE
7315556, 10 FCAL GG FCAL06T 318,55 318,55 FCAL06T
7IIGET44, 00 KLF12 FCA106G 321.25 321,25 FCA1066
7316762 00 FCATST KLF 12 324,16 324, 16 KLF 12
TAEATEE, 10 FCALDET FCATST 32T 06 F27. 06 FCATST
TETE4200, 00 contig_SEISST contia_SEISST 338,32 358,52 contia_SEISST
TEATTS 04, 00 FERLS FEHL3 752 347,82 FEHL3
FTEETE LG, 10 EDNRE EDNRE 355,15 353,15 EDNRE
S10B551Z, 00 FERI44TE FEI4TE 361,21 361,21 FEH044TE
BIGHT 00, 10 comtia_ 115052 contia_113052 375.01 375. 01 contia_113052
BEREE1Z0. 00 FCAZ2E FCAZ2E 330,90 390,90 FCAZ2E
BES 14504, 00 FCATSE FCATSE 383,40 FAT.40 FCATSE
STTOOTED, 00 comtig BEETIS contia_BEETIS 395,95 395,95 contia_BEETIS
SEEASEEE. 10 comtia_ 115800 cowtia_113E00 385,50 FEE.50 contia_113E00
ANEIEE52, 10 comtia BSES4T contia_BSEE4T 400,96 400,96 contia BSEE4T
A1BEIS2 0. 00 FCATED FCATEL 422,14 422,14 FCATEL
A5 094965, 10 FCATEL FCATED 440,45 440,45 FCATED
HEGARA2E, 10 comtia_ 115035 contia_115035 442,91 442,81 contia_115035
ATEEF424. 00 comtia_115405 contia_1154 03 445,357 445,57 contia_115403
A926 1125, 00 FCALGE FCA106E 457,91 457,91 FCA106E
1004 0E76E. 1 FCANZ4 FCAOZ4 472,58 472,58 FCROZ4
1017E1E00. 1 FEAALFES FEI945E5 457,73 457,73 FEHI4E5 3004555
103333576, 1 FCATEZ FCATE2 505,55 505,55 FCATER FCATEZ
105447000, 0 FCALIGS FCA1063 525,16 523, 16 FCA1063 FOA10ES
1066 13965, 1 comtia_ 117380 contia_117380 537.24 537.24 contia_1173&0
107111952, 1 comtia_ 117426 comhia_117426 546,26 546,28 contia_117426
L0GET 7RG 1 FHOFETTT FHOGETTT 551,03 551, 03 FHOFETTT
110684216, 0 FCAZ1E FCAZLE 547,46 547,46 FCAZ1G
111560696, 1 comtia_ 115194 contia_115194 538,68 599,69 contia_115194
112625144, 1 Fin F10 618,17 618,17 Fi0
112989520, 1 LAHP1 LAKPL 621.43 621,45 LARF1
113766556, 1 FA015515 FH015513 635, 09 633, 09 30155313 G ISEFEL 1)
114045 corkia BEF10F contia_S53107 643,95 G443, 95 contia_S83107 contia BE3107 G4 36EE5E . 00
el T R contia_G636T BT . T 6TT.TH contig BA50TEx P 8T Te T un AT, i
coktia 36356 638, 16 658, 16 contia 56356 FLJZ0531 16,702 156, (1
FLJZAE31 719,03 719,05 FLIZAESL i3 bl AT
contia_36304 745,99 745,99 contia_3R304EE contia_33385 FANSEF. 00
FA0608E1 TE2.48 THZ. 48 F0609F1 . . S
contig 33385 TEE .95 TEE .93 contig 33385 ts e : I
GHEZL 1 7E3.57 TE3.57 GHEZL1
contia_SEZITS F00.76 F00.76 contia_SEZ07S . i 3 ]
F011799 F10.68 F10.68 F9011799 t )
contia 541405 #15.37 F18.57 contia 541405
FHOZ5 064 F23.54 F23.54 FHOZ5 064
FAOGL01T F26. 05 F26. 05 FHOG1017 " i
FCALOTN #3400 E54. 00 FCALOTN £
contia G375 14 #8625 #8625 contia 537514 |
contia 337745 a0z.25 a02.23 contia_ 537785
contia 723437 0725 07,25 contia 723437
3015632 934,65 954,65 F015632 0 ; 5
FCAMEN 247,352 47,52 FCAOEN
FCA1054 954,51 954,51 FCA1054
FCATZS 62,58 962,39 FCAT2S i 7
FB060502 951, 05 951, 05 F060502 £ ; 2
cortia 539925 100226 100226 contia 539925
LS 1009.57 1009.57 LS 7
L+ 101444 1014.44 L+
UBEZE 1027.17 1027.17 UBEZE 4
FCAL07Z 102969 102969 FCAL072
FCRAL07S 103220 103220 FCAL073 :
contia 340726 105347 105547 contia_F40726 ¥ 5
FCATES 103475 103475 FCATES CROEE 4
FCA OGS 1051.52 1051.52 FCANGS i “opkid G415
contia_ 341501 1065, 43 1065, 43 contia_ 341501 2 T XTI S L] BT S|
contia 341925 1089.21 108921 contia_G41925 & FCALO74 FAGEE 165 10
GNPDAL 110351 110381 GNPDAL ) GHPDRAL FOTEETIE. 00
FCAL074 1112.51 1112.51 FCAL074 2 FCALITS 40170624 . 00
FCAL07S 112444 112444 FCAL07S 2 ITTTRE 40692524, 00
FHOTTTEE 1127.52 1127.52 FAOTTTES & 3052291 41554630, 00
39082291 1136.92 1136.92 F9082291 = contia 724807 42852352, 00
contia_T20164 1147.56 1147 .56 contia_T20164 2 FLATES 4307 0954 . 010
FA0 066D 115519 1155.1%9 FA00EESN 2 SHIRE2 43346372, 00
LOCF45651 1163 .65 1163 .65 LOCF45651 & contia 724932 44535 105 00
GPEPL 1169.17 1169.17 GPEF1 ) PPAFZA 45611512, 00
FCATES 117182 1171.82 FCATES 2 FLATES $EI026E0. 00
PPAPZA 117445 1174.45 PPAPZ2A 2 GPERT 47182780, 00
contia 724932 1175.51 1175.51 contia 724932 & LOCF45651 47351404, 00
comtia_T24807 1182.53 1182.53 contia_T24807 = FDN0BEF0 48056344, 00
FCATEE 1186 .56 118656 FCATER 2 comtia 720164 4B4 36332, 00
SHIRF2 1180.55 1190.55 SHIRF2 2 ERCCE E036E4TE. 00
contia 720442 118592 118592 contia TI0442 & conbia 720442 Ex11a745. 00
ERCCE 1206.72 120672 ERCCE ) HTR1A S2ETE 056, 010
HTR1A 1217.710 1217.710 HTR1A 2 FOAREY S a0 4 0. 00
FCR 0G4 1235 .69 1235 .69 FCA0G4 2 FCALITE EEE10352. 00
FCALO7E 1241.57 1241.57 FCALO7E & FCATET ERITIENG. 10
FCATET 124622 124622 FCRTET ) SHH1 S7431445. 00
SHN1 125086 125086 SHN1 2 EST44 58 125996 . 11
EST44 126000 126000 EST44 3 HEHE G0 A5G . 010
HEXE: 1268.73 1265.73 HEXE: i3 Contio_anann T ndanE.
contia 330463 128012 1280.12 contia 330463 3 FCATT 3611350, 00
FCALO7T 1284.15 128415 FCAL07T 3 CAHES $0ETAST. 010
ARSE 128615 128815 ARSE 3 contig_S3R00E ESEEAR. 1)
FCAGHE 129337 128337 FCAGEE 3 contia 535747 G15583%. 00
FCATES 132007 132007 FCATES 3 FCALI7E FOS3169. 00
HAPLN1 154054 154054 HAPLN1 3 EFNAS T155E91. 00
FCANTL 1351.87 15351.87 FCROTL 3 contig 534925 10280248, 00
contia 332143 135992 135992 contia 332143 3 39063238 10566342, 00
contia_ 331893 136311 156511 contia_331593 3 FANGIZI4 11073955, 01
WCAN 1581.69 1581.6%9 VAN 3 FCATED 11980 14E. 00
HRZF 1 139535 1595 .35 HRZF 1 3 contig 5345210 12731151 00
EST46 140401 140401 EST46 3 contia 534341 13FHEEET. 01
LIX1 14106 .55 14106 .55 LIX1 3 contia_722502 146EZEAT.L 01
cortia 722502 140969 140969 contia_T22502 3 LIx1 15464021, 010
contia 534541 141544 141544 contia 534541 3 EST46 15 063954, 00
contia_ 334520 1424.29 1424.29 contia 334520 3 WR2F 1 16588566, 01
FCATEE 143565 143565 FCATES 3 FoRI7L Z2TEH14E. 00
F0GF224 1446 . 55 1446 . 55 F0E3204 3 contia 532143 Z4ATEAGE. 00
contia 534925 1454 .42 1454 .42 contia 534925 3 contis 531893 IEEG2494. 00
FRO6F235 1462.55 1462.55 FHO632FE 3 HAFLH1 IEEHIEFE. 00
EFNAS 1465, 16 1465, 16 EFNAS 3 WERN 27011416, 00
FCAL07D 1467 .75 146775 FCAL079 3 FCATES 2TEE3ITE. 00
contia_B35TET 145196 1451.96 contia_G3STET & FCABED ZOETIATE. 00
contia 536005 145469 1454.69 contia 536005 3 ARSE F07E2TR0. 00
CAHK4 1457 .41 145741 CAHK 3 FCALITT FOE0A00. 00
FCATTO 149266 148266 FCATFO & contig 530489 FETOEEZ0.00
contia_G364T0 148512 148512 contia_G364T0 y i *
contia_B365T4 150571 1505.71 contia_B3E574
FAOFE1TH 1506 .. 45 1506 .45 FA0IE1TH
DEN1 150925 150925 DEN1
FEFR4 151200 1512, 00 FGFR4
FCR772 1514.76 1514.76 FCR772
FA095196 1520.1%9 1520.1%9 FA095196
FCAL050 1544.15 1544.15 FCAL050
FCATT1 1556 016 1555 016 FCATFL
F062 059 156059 1560.59 FA062059
FCAL0G1 1582.55 1582.55 FCAL0G1
FBOTHEFD 158280 158250 FBOTFD
FA012550 1587. 76 158776 FHO12550
FCA146 161543 161543 FCA146
FAO0GAS 0 1621.24 1621.24 FAO0GAS 0
IL1ZE 1632.22 1632.22 IL1ZE
contia 725490 1643410 1645410 contia_T25440
contia_G44653 1645 .83 1645 .83 contia_B44653
FA0G2195 165145 165145 3052195
FEIGEE 16 1662 .46 1662 .46 35955816
contia_G26TIT 1669 .49 1669 .49 contia_G2ETIT
contia_719706 167651 167651 contia 719706
SPRRC 1680410 1680410 SPRRC
cortia_S4352T 1681.75 1681.75 contia_S43527
CEF 1R 1683. 110 1683, 10 CEF 1R
ADREZ 1695 .63 1695 .63 ADREZ
FCR17S 170146 170146 FCA17S
FAO05E24 170715 170715 FA005E24
HSPES 170995 170993 HSPES
FCAODE 1712.67 1712.67 FCANDE
contia 325855 1715410 1715410 contia_325855
FAOTEEET 171503 171503 FAOIEEET
FCAT24 172060 172060 FCAT24
SEFPL 1725 .66 1725 .66 SEPP1
35955291 1754.21 1754.21 35855291
WH_ 006251 175702 175702 WH_i 06251
ILTR 1749, 65 1749, 65 IL7R
contia 719056 1762.75 1762.75 contia_T19056
WH_194255 1765.55 1765.55 WH_1%4255
FCRETS 1765 .42 1765 .42 FCRETS
FCATTS 176990 176990 FCATTS
FH011576 1771537 1771.37 F9011576
WH_i 06715 1774.29 1774.29 WH_i 06715
FCA1Z8 150050 150050 FCA1Z8
FCAZST 150346 160546 FCA3ST
FHOZE265 151625 151625 FHO25265
conkia_32IE10 182103 182103 contia_B2IEL0
contia 32238 1825.75 1825.75 contia_322385
conhia_G22245 1532, 05 1532, 05 contia_G22245
contia 718431 1533 .65 1533 .65 contia 715431
FCATT# 183522 183522 FCAT74
FA019915 1544.71 1544.71 3019915
FCATZS 1656, 14 1653, 14 FCATES
BASF1 1575 .45 1675 .45 BASP1
FAO45025 1554.35 1554.35 FH045025
contia_320549 1887 .22 1887 .22 contia_320359
corhia_G20400 1599, 35 1699, 35 conhia_G20400 - = g > =
FHOE5 095 180229 180229 FH0E5 005 3 - = =
HARCHE 1905, 05 1905 . 05 HARCHE = -
FAOFEHIT 1913.72 1913.72 FAOI4LT
contia_T17815 191947 191947 contia_T17815 - = g = g
contia 519737 1922535 1922335 contia_B19737 3 g E =
FCH?TS 1692519 162519 FCR77S g .
HEUNZ 195107 195107 HEUNZ
contia_S5ITL0 193570 193570 contia SE3IL0 - = g : g
FCATTE 194035 194055 FCATTE 3 -

036405 194960
974010 1985

194960 IH03E405
e 1955.52 FEAT4010




Position rMarker Human Chromosome Marker Position A2 Position Marker Dog Chromosome rarker Position
AT T P X W T ] contig_ 13565 .00 : 000 contig_ 153565 T X e BB BT Wl P T
1056366, 00 GFR4 19 GRH4 2.55 2.55 GRR4 FA0FI4LN FEAAITT.L 00
2060995, 00 AP3D1 19 AP3D1 T.75 T.75 AP3D1 3E9955A0 4222108, 00
40TE47. 00 WFIC 1% NFIC 15.62 15.62 NFIC FrAaiiod 4455244, 00
4E45025. 00 FCALOES 1% RANEPS 2356 2356 RANEPS conbia_ 275054 EOSE342, 00
SETE1S4. 00 RANEFS 19 FCA L1053 25.54 25.54 FCALNGS FCAL10Z 5490517, 00
BI25355. 00 contia_l54554 19 contia_154554 39,09 39.09 contia_154554 conkia_274010 5557959, 00
FEQEI4E. 00 FANETTO2 1% FCAL0a4 46,93 46,93 FCAL0Gd GEATIE4E EIE2210, 00
S4T05T0.00 FA0EEL00 1% FA0E5100 E4.00 E4.00 FA0E5100 FCATE N E4E4625, 00
SEZETIEL00 FCALOGE 19 FANETTOZ 57.52 57.52 FANGTTIZ conkia_254 056 ETE10E6, 00
FLOZEES. 00 FLALNSE 19 FA0B00G0 65.77 6577 FANG0060 041903 TEASAI 0. 00
A7E4904. 00 FCATTT 1% FCAL08S F0.15 T0.15 FCALDES 9035156 FEASIES, 00
BEEEI2E.L 00 FCALOES 1% coentia 185187 T1.53 T1.53 contia_ 185187 FCAL100 S074954, 00
107A1E45. 00 060050 19 FCA L0566 T4.25 T4.25 FCALNGE conkia_274153 EIS52E4. 00
1151604500 contia_ 135157 19 HANZE1 T6.55 T6.55 HANZE1 RHQ SEITZT0.00
1265661500 HANZE1 1% FCAT?T T9.46 7946 FCATZT FPARG G1ESEE7. 00
1264016200 Cl8orf5E 1% C180mf5E £6.15 H6.15 C18okfEE A NE4IEE BTOEAER, 00
13663259, 00 contia_135463 19 contia 135453 92.54 254 contia_ 135453 LOCSSEs1 115311627 . 00
1577319400 FLATTS 19 FCRTTS 99.53 4953 FCATTS FANEESS1 12617455 . 00
1775567 0. 00 IHELS 1% INCLE 104,98 104,95 INCLS FLAGET 12755115, 00
19 1EEE5E. 00 FCALOET 1% FCALOET 107.70 107.70 FCALOET FCALDaw 137TS00ET . 00
1835 0344 00 K IRANES2 14 KIRROS9Z 110.41 110,41 K IAANGS2 ITFR1 15745759, 00
: | ; contia 259570 115.77 115.77 contia_2S9570 conkia_252086 17591292, 00
FCAOS2 119,76 118,76 FCANS2 FAT?E 15830572, 00
CCRS 125.74 123,74 CCRS FCALNAE 19ETE4EE . 00
FCAT2E 127.73 127.73 FLCATZE FA052102 20472006, 00
HYLS 151.71 131.71 HYL3 conkia_T01375 20520522, 00
contia_2E0052 137.07 137. 07 contia 260052 conkia_ 2649249 21514790, 00
APEH 142 .44 142,44 APEH conkia_JE4EED ZEEEEESE. 00
FCRSSL 145,07 145, 07 FCASS1 conkia_lE4457 ZETO4106. 00
COLTAL 147.64 147,64 COL7AL FLALIGT 24156045, 00
FCAOSE 150,28 150,28 FCANSE FA LG ZEETITEG. 00
TACF1 155,33 155,33 IQCF 1 Z9014174 ZERAEIEE. 00
FCAL0&S 165.71 165.71 FCALOGS FLAZ 04 ITEZEEE0. 00
FRECD 170.91 170,91 PRECD conkia_ 700562 2E151105. 00
TLR% 152,249 182,249 TLRS conkia_TOOTES 2EAT1840, 00
FCASSS 195 .67 193,67 FCAZES conkia_TE5051 2aE51110. 00
SPCEL 197.72 197.72 CPCEl FCALME SOASE4RE . 00
TET 201,76 201,76 TKT GE995375 9716, 00
FCAL0E3 207.13 207,13 FCALOES FrALrad 1111026, 00
contia 261865 226,53 226,53 contia_26 18585 ZANZETED EE24EE00. 00
LT LT 227,79 227,749 FEABSHDT FCALMaE SERAETEL. 00
FCAL0910 229,05 229, 05 FCALDaD 3E995999 4145944, 00
FIA02ETEE 234,51 234,31 FANZETED conkia_ 261585 SE1S14G0, 00
FCAL0ES 286,55 236, B8 FCAL0aS FALan EEATTTO0. 00
FCA10ad 242,00 242,00 FCAL0a4 FAZEE SETTANGE. 00
35995375 255.25 255,25 FEASITS FLALNES GTAG4EE. 00
FCAL08S 262,89 262,99 FCALDAS THT SAESEI20. 00
FCAS 04 279,50 278,50 FCAS 04 FRECD EATI92E6. 00
FCAL08E 301,85 301,95 FCALOEE CPCol AO0ET 124, 00
39014174 315.27 315,27 39014174 FLALDES 40249524, 00
centia_TO0TAE 332,60 332,60 contia_TOOTES TLRA OSIE2AG, 00
contia_2EI0S1 352,50 352,50 contia_2E3051 I9CF 1 4 UEEETEN. 00
contia_TO0SE2 382,61 362,61 contia_TO0SEZ FLAOSE 41324H52, 00
FCAL097 354425 384,25 FCALNAT FLASE1 41976312, 00
contia_26445T 304,55 394, 38 contia_ 264457 APEH IESTIGE, 00
contia_2E4E53 407,14 407,19 contia_2E4E53 coLFAl 43549145, 00
contia 264923 422,87 422,97 contig_2E4923 conbia_lE00E2 4435TES0. 00
FCAT? 451.75 451,75 FCATZS HYLS 44944154, 00
Fa0E2102 467,70 467.70 3052102 FCATZE 45123316, 00
contia_T01375 472,65 472,68 contia_T01375 CERE AESS2E36. 00
FCA108S 450,00 480,00 FCALOGS FAOS2 4EEUTE40. 00
FA0FE156 4a7.21 497,21 FANFELIE conkia_259570 4E25 0516, 00
contia 252096 S05.66 505, 66 contia 252096 KIAANEaZ 4EEEEATE, 00
30055851 543,56 543,36 FA0SE851 FCALNET 4EATLEE2. 00
ITFR1 EE9. 00 E6E. 010 ITPR1 INELS 4EOTIETL.L 00
FHIT GG 586,19 586, 19 FEATUE4E FCATTE 49556640, 00
39041903 605 .54 505, 54 3041905 contia_la54a3 S1711665, 00
FCAGST 612,65 612,65 FCAGET Cl8or45E E2447108. 00
FCAL083 618,40 618,40 FCALOEE HANZE 1 EZ44E402, 00
LOCESE51 635 .65 63565 LOCSSE51 conkia_l35187 SZATI4E0, 00
FAIB4IEE 662,51 662,31 FANBAIEE 0G0 06D 53411912, 00
PPARG 671.210 671,20 PPARG FrAL0ES E4131572. 00
contia_274153 To0.62 Ti0.62 contia 274133 FCATTT E423ET24. 00
RHO 708,52 Tia.52 RHO FLALISE S4ES05E0, 00
contia_254 056 T35.62 TH3.62 contia_254 056 FANETTOZ EES424ESE, 00
FCAL100 7EE.01 TEE. 01 FCAL100 SA0E5100 EG041616. 00
contia_273934 TTEL00 TTE. 00 contia 273954 FAL0Ed EG146E40, 00
contia_z74010 785.21 TE5.21 contia_274010 conkia_l3455¢ SET2E400, 00
FCRTSN 794,67 T94. 67 FCATSN RANERS ST123552. 00
FCA1102 01,65 S01.65 FCAL102 FCALDES ETE49425, 00
38039410 515,59 &13.39 3039410 HFIC EERA1354. 00
FHIIS590 F25.23 H25.23 FHAIS5A0 AP0 GO0TZE6, 00
FCA1101 537 .66 E37.66 FCAL101 GFE4 BUTS1E52. 00
| H133 contia 703935 855,82 855,82 contia_T05955 contia 183565 61044972, 00
: cr i contia_73TE75 585.59 555,59 contia 737575 i e T L
5 5 cantia_FaITE5E 595 .44 F95. 44 contia_TI7E56 -
ZHIZZ 915.55 15,58 ZHIZZ - I c 3560555
7 FR0TA547 329,64 A28, 64 3A07R54TEE — E: TAIB L 5 PRI L
39161075 335,57 335,57 39161075 o= 1& oo ATEATER. 0
$174 ooG 959,75 359, 75 oDG -— 15 FCATSL G117098, 00
FCATS1 395,15 95, 15 FCATS1 - 18 FCALL0G TS 09302, 00
z FCAL103 1014.51 1014.51 FCAL103 — 15 GANSAGT HOZET 04, 0
030 : E: 3 0EAHGT 1026 .55 102635 FANEIUET - 18 conbia 735262 B2OFZLE. 0
ILE contia_TEE262 1031, 03 1031, 03 contia_TAE2E2 — 18 FCATSS2 B L2E4EL 00
FCATSZ 1035.67 1035.67 FCATSZ - 18 INHER 11257764, 00
INHER 104263 104263 INHER — 18 036411 12110759, 00
L 3036411 1044 85 1044 .85 3036411 = & FrAllid 13159156, 00
FCA1104 1052, 02 1052, 02 FCAL104 — 18 TCRE 14457624 . 00
TCRG L0639, 06 L0643, 06 TCRG - 18 contig_ 354994 15100034, 00
3 contia 354904 1073.81 1073.81 contia_Z5daad e 15 EAT4TTE 1EEETEEZ. 00
ET4TTE 1075.55 1075.55 EUT4TTE - ES ZA0ZE2LT 1EEEAEE4. 00
3R036217 1096, 06 1096, 06 3A03E21T — 18 contia_T40086 17140, 00
: 75 contia_T40096 110536 110536 contia_74 0096 - 18 FCATES 15616330, 00
125 11 FCATSS 1113.25 1113.25 FCATES — 18 conbia 393508 20201048, 00
; contia_SA3503 1115.13 1115.13 contia_SA5E05 = & conkia 38006 ZO452056 . 00
a1 contia_SEO06E 1120.54 1120.54 contia_SEO0EE — 18 A051924 OS5 16056, 00
39051924 1127.95 1127.95 39051924 - 18 contig 359542 24024144, 00
contia 359842 1152.58 1152.558 contia_SE0E42 e 15 conkia 390153 25404304, 00
contia 30155 1155.549 1155.54 contia 390155 - ES conkia_ 390354 2EE1IGE. 00
¥ contia_SO0354 1160.249 1160.29 contia_S90354 — 15 FLATEY ITEE440E. 00
FCATS 1165.10 1165.110 FCATSH 13 FLALLID LR LT P
FCA124 1172.54 TCRG 1172.54 FCAL24 g 14 FCATZT GE2GIEG. 00
AECEL 1174 .86 1174 .96 AECE1 - 14 conbia 390030 E4EGEAT. 00
D05 contia 79257 1177.410 1177.410 contia_TIR2aT 14 FATES TEAS4E 0. 00
It contia_391755 1179.53 1179.83 contia 391755 14 FLATAN SA56342. 00
2 FIA03EE21 1182.249 } 1182.249 F03EE21 14 conbia 395217 AATITER. 00
- CALCR 1189.57 : 1185.57 CALCR: 14 FLATET 10573351, 00
47 = contia_SU2673 1194 .65 f 1194 .65 contia_S92673 14 COOC 136 LOE01439 . 00
7 FLABSE 1204.67 1204 .67 FLCABSE 14 LEF 11073413, 00
) contia 379345 1212.20 1212.20 contia 370345 14 FLATES 12730594 . 00
a I EOEED0E 1225, 54 = 1225, 54 EAESD 05 14 conbia 397211 14576645, 00
; o contig 370823 123545 3 1235 .45 contia_STOERE 14 FCAL124 15ETE169. 00
; i contia_3&0027 1245.72 = 1245.72 contia 350027 14 ABCEL 16595445, 00
11 contia_3E0351 1256 .46 = 1256 .46 contia 350351 14 conkia_TIR2ET 17320068, 00
3H0T45EE 1261.65 : o 1261.65 EAT45ED 14 A036E21 15209036 . 00
26 FCAZ40 1264 .25 1264 .25 FCAZ40 14 conkia 391785 1957TET2. 00
476 i 59 0 contia_351395 1277.94 : 1277.94 contia 351393 14 CALCR ZLETO4E0, 00
a1 ] ] contia_351754 125045 1250.45 contia 351754 1% contig 392673 ZFESOTI6.L 00
186 : ILE 1285, 08 i 1283, 08 ILE 14 FLAGEE 2ESSLET6. 00
1 y 38 FCAGB21 1295, 07 ] 1295, 07 FCABZ1 14 contia 370345 ZET4EZ1E.00
] £ TR=1EP1 1305, 06 : 1305, 06 TRX1EP1 14 GEASEA0E ZTOI4T4Z.00
] contia 352915 1315.59 ; 1315.59 contia 352915 1% conkia 379525 FEIBETTZ. 00
[ contia_SE2ETT 1315, 04 i 1315. 04 contia_S82677 14 conbia_ 380027 2444265, 00
4 Fe. 100234 13258.57 : 1325.57 Fo. 100234 14 conbia 380351 SE12840. 00
i 257 FCAL107 1333.93 : L333.93 FCAL107 14 GHAT4SED S41STTHE. 00
: ] FCAL0S 1345, 15 i 1345.15 FCALOS 1% FLAZ4 0 SHA5EZAZ. 00
0 FCA1106 1347.89 i 1347.89 FCAL10G 14 conbia_ 381385 SEEELO0E. 00
FCAL105 1356 .43 : 1356 .43 FCAL105 14 conbia 381784 ETHE4 064 00
& FCAL105 1354.51 : 135451 FCAL105 14 ILE FIEEZ1Z.00
7 19 A FCATSS 1395 . 04 - 1395 . 04 FCATSS 1% conkia 352677 4IES5256 . 0
5 ) FCATSE 1401.586 ] 1401.86 FCATEE 14 conbia_ 382915 A2ED6E4E . 00
contia_SETE1S 140567 140567 contia_SETE1E 14 FCAGZL 43419276, 00
i contia_FITIE0 1410.56 : 1410.56 contia_FITEs0 14 TRX1EF1 S 0S4E, 00
y contia_Sad4¢1 1416.05 1416.05 contia_Saddd1 1% FCAL10T 44206724, 00
5 37 contia_S04624 142681 : 1426.91 contia_SO4624 14 Foolin2sd 4EEG4EEE ., 00
3¢ 3 contia_Sa4780 1435, 16 1435, 16 contia_Sa4Ta0 14 FCALL0E 4EERI2E6. 00
15 g i 39010173 1445 .54 3 1445 .54 FA0L017S 14 FLALDS 4G1E57 00, 00
] 7 39065172 1461.24 E 1461.24¢ 3065172 1% FCALLOS G4 TERG . 00
FCA1109 147624 1 147624 FCAL109 14 FLATEE AETEEAGS, 00
z i FCA1115 1497.86 : 1487 .86 FCAL115 14 conkia BETE1E ATANONDE L 00
3 } contia_Fa9030 1509.21 1509.21 cantia 99050 14 conkia_7ITES0 4EITAZO0, 00
FCRT2T 1514.53 : 1514.53 FCATZT 1% FLATES 4EESE4E0. 00
2 FCATED 1530.55 1530.55 FCATED 14 conbia_ 384441 49233416, 00
FCATAD 1535.75 | 1535.75 FCATAN 14 FCALL0E ERIES16E. 00
Z 5 FCATST 1546, 16 3 1546, 16 FCATST 14 010173 SLIT7EO0, 00
: F contia 395217 1556.74¢ 1556.74¢ contia_ 395217 1% conkia_394624 SZ0EF0TE. 00
28 A CCOC1SG 1565, 05 : 1565, 05 CCOC 136 14 combia_3947410 E3E49 024, 00
LEF FCATES 1567 .64 1567.64 FCATES 14 IANEILTE E4741345., 00
CEOC LEF 1570.23 1570.23 LEF 14 FCAL109 EE 021480, 00
contia 397211 1592.93 ; 1592.93 contia_3a7z11 1% conkia 395702 STIE5ETZ. 00
2 ! contia_SEEI5G 1595 .56 : 1595 .56 contia SEEIEG —— 14 SEAETANG EEAGE1GN. 00
2 FCASSZ2 1606 .42 1606 .42 FCASS2 e e e i e 14 FrAaliln GOSZEATE. 00
conbia 772832 1614 .59 ] 1614 .59 contig_T72E32 e —— 14 conkig 772832 G2O10612, 00
contia 395702 1632 .64 ; 1632 .6 contia 395702 e e a1 1% FLASHE GH1E5264. 00
IEOETA0L 1647.76 3 1647.76 EAGTA 04 ——— T e 14 conkia SEEIEE GEEAIIRE. 00
1 FCA1110 1660.24 1660.24 FCAL110
FCA1111 1676.75 | 1676.75 FCAL111
EATOELS 1679.75 i 1679.75 FEATOELS
45116 FCATAS 1651.22 i 1681.22 FCATAS
47158 FCAT44 168265 ! 168265 FCAT44
: [ contia_SEOTR2 1684.12 | 1684.12 contia_SEOTIZ
4 CHRHZ 1655.55 i 1685.55 CHRHZ
FCA1112 1630.00 : 1630.00 FCAL112
1A contia 35563 1694 .45 1604 .45 contia_SABEA3
I HERN1 1703, 16 : 1703, 16 MERN1
i TRE 1705.72 3 1705.72 TRE®
1 FCAZ2T 171659 171659 FCAZ2T
32 FCA1113 1724 . 06 E 1724 . 06 FCAL11%
i FCA732 1759.51 ! 2 1759.51 FCA7S2
contia 742034 174522 _JCEB 1745.22 contia_T42054
contia_T42236 1756.139 ] : 1756.139 contia_T42236
y contia_4 01575 1764 .56 1764 .56 contia 401575
1 £ contia_401753 1767.15 E 1767.15 contia 401753
v FEATS FCATA1 1769,95 : 176995 FCATA1
i ENZ 1772.72 E 1772.72 ENz
3 . contia_4 02384 1775.65 3 1775.65 contia 402354
} 30006508 1785.15 ; 1785.15 FANEE 05




Position rMarker Human Chromosome ] iti
arker Position iti iti
TIEaqm. o0 D 6 35S 002 Eosition Marker Dugsi-hmemasame i Position
AHE 051,00 contig_BB1453 b.00 .00 FERES 002
1965565, 00 contia_231575 ;‘g:;s EE';'[,? TaB7 TCFLS g: ;;;;;:hﬂs i ;m' EE
2949043, 00 contia 2531759 . 20,50 SANEG 24 FLATHE :
452TEEF. 00 FRHP AURKR Fey 35.57 AURKA i 7154563, 00
EA40106 . 00 it FoA10Z 40,56 e SR 24 conbig_ 234757 TETANS2, 00
414155, 00 FLATAG FCA1119 43.16 45,16 FCRi119 24 39015_825 SE185TL. 00
BTRAATT .10 b FCA111 45,72 R il 24 cortia_234d0d AETATL, 00
FOL0634, 00 FLAS 14 FLELLLE Ly £8.79 FCA1117 o LRIz 11435957 010
8356101, 00 contig 232755 Tl e Baian 62.28 53110936 Bt contig 233760 12521485, 01
A4 0TENN, 00 FLCE4 cont :!.9_5224 09 F5.07 7507 conbia B22403 24 Fcnl%zi 1291595700
10806122, 01 contia 033304 T il G2.37 contia GA3EIT 5 e sty
Lsg7me7 0 Zgzﬂzizﬁﬁ?eu LERLs atian s fens o sontia ZEITSS 16727250 01
14154062, 00 FCAOED YHHHE et 34,410 “HHRE g: FLAS 14 17E2 0564, 00
16173515 11 conkia 334408 S s sl comt L9382 24 Fenris S
1708262000 33015525 . 104,60 FCAGES .
15179700, 00 contia_2347aT FCAL120 115. 04 115, 04 FCR1120 31 EEﬁE g e
13 006TES . 00 e contia 237532 128,25 128,28 conbia_237E32 i : 19844372 00
2080054 00 35885411 contia 237236 135.55 135.85 contia 237256 4 contis 231759 21233304, 00
2214252800 conkig 235507 ELCAP 135,30 155,50 ELCAP a4 it g Zriptoedl
ZIEANTIZL 00 contig_ZISTES SR 140.75 140.75 SR % contia BA1453 Z2ET0EED. 00
ZH4EATdE 00 FCA1135 FCALLLG 152,96 152,95 FCALLLG iy CENKZEA 23354075 00
T4949055. 01 E contig_BA314& 157.11 157.11 contig_BA314E i contia 236060 IHTIIETL 00
EZEEOE0. 00 FAN29254 PLDS 161.26 161.26 PLOS . FA02TTLS 245349, 010
25515996, 00 FCAL1ZS \ RHC 165.41 165.41 AHEY 24 Eﬁﬂim el e
2B307454. 00 contia 236060 e o FNZTTLD 175,55 178,55 3027719 24 FLOS it
30209256, 010 33027719 e CENKZA 184,65 194,65 CENKZA 4 £ BRI P
31705424, 010 FCALL1G —'ﬂ_m..-:_ ; conkig 236 R0 202,41 202,40 contia 236060 24 = o Nl
F234 1996, 00 AHCY #}«%}'—-‘-‘:ﬁ, contig_B31453 215,55 215,65 contig_BA1453 24 2 2EATNOEE. 00
GEASEZ00L 00 FLDS # -:1%# contia 231575 231452 251432 contia_ 231575 ; 2H0ETE4L 00
ekl contia BE3145 / T contiz 231753 241,53 241,63 conbia 2531753 24 contia_237236 29GEETAZ. 01
SE445454 . 00 e S PRHP 26718 267,15 PRHP 24 contia_23TEER L |
FESEIG40. 00 ELCAP CHEE 28605 236, 05 CHGE 31 Eggééﬁu e e
GE2G4E96. 00 conkig_IET23E FCATAE 0. 14 G058 14 FCATSE 24 +i b
FTTHEE2. 00 conkig 237530 FCA7AT 335.79 335,79 FCATAT 4 laE 4250544, 00
4UFZEO04. 00 FoAL1Z0 FCAS14 I40.45 340,48 FCAS14 P AHHAR FEI01240.00
4055064 0. 00 FCAGES contia_232755 342.77 342.77 conbia 232755 4 Egg;gg il
F1EZETTEL 00 contia_2EE202 s F‘LCEH_- 5465 35465 PLCE4 24 tig_BO363T B iy g
AIRGA 6. 00 i contig_ 233504 3644 00 364,00 contia_ 233504 contig_| 37107456, 00
43141254, 00 FLATad FCA1121 37580 375.80 FEA11zl =t contia_BEidig JETITHE 000
435710000 UBE2C contig 235760 52,63 FE2.E5 contia 233760 g: gggﬂ?gﬁ bl
45056145 00 contia_BASEST FCFI'JE_“J FEZ.20 FA2.20 FCROGD 24 FCA1115 :EEMH.M
4T IBEENE. 00 conbia_B22404 contia_234409 404,02 404, 02 contig_234408 24 FCAL i
43156064, 00 3901 09%6 015525 410,95 410,96 33015525 P fi2 41918552, 00
485TAGE. 01 FCAL117 cont iz 234757 413,22 413.22 contig 27T o RRHLLLE 42433056 1
SO720000. 00 FLAL11& FCATaE 41542 415,42 FCATaS 53 AURKR H4E6E63TEL 00
SLOGENEE. 10 FrAL02 35995411 424,59 424,39 35995411 o il HEEITT40. 00
51661472, 00 FCAL11S contia 235507 433,29 433,29 contig_2IS50T . TeRLs 49715520, 10
54377E52. 00 AURKRA conbia 2ITAR 435.44 455, 44 contig 2AETES kL S 5-'_]-?-'5'-2:-24?23.'- r
SEH19156. 00 SANG FCA1135 446,65 445,65 FCA1155 . resu i
BIA433E2.00 TCFLS FCR1123 465,00 465, 00 FCAL125
B2 DG 00 SEA95 002 FH029254 476 .54 476, 5 3A028254 -
TR i FA1las 430,67 e i
: contia_ga0740 52695 i s . 1
contia_207115 533.59 gég:gg EE:EE:?E?TIE A coktig_Bnl gl e n Tt b
' 3A036425 544,74 E45, T4 R03E4D5 in FETOLETZ. 00
! 39047725 554,13 554,13 39047725 x0 533.154?:. i)
- contig 206470 565.46 k : F0521&55. 00
FR16053T 551,69 o109 S ) 1o cont i3_206470 #1720300. 00
contis BE3SEG 555,57 e e 10 39160537 4320904, 00
383012307 610,39 10,39 38012307 o Sl #380055. 00
FCA4aE 62016 620,16 FCAaE 11 3012507 45 iz0a24 00
3EIA5409 625.77 62577 3EDOE4 09 Lo FUA49S 46053356, 00
comtia_205304 B27 .37 B27.5T contig_Z0S304 10 Eaa5409 F6A0IEGE. 00
355745 63059 630,89 FH055745 10 cont iz 205304 45107472, 00
N ZFP3ELE 634,410 634,40 ZFP3EL2 4 el 48257480.00
contig_L9THES 647,14 647,14 conbia 197863 1o ZFP3EL2 4BETHZEZ. 00
FNIERIN 654 .76 654.Th FFOFFEIN 10 39 0FHE3 0 S7E57EG. 10
v contig_195185 662,12 GEZ. 12 contia_ 195165 10 conbia_ 137863 E1T0E30E. 00
el Sk LHCER 653 . 45 GED. 45 LHCGR 10 cohtig_ 193185 EouE444 0. 0
: . FCATY 675.73 675,73 FCATaY 10 LHEGR E3EET104. 00
FCAZ0E 651,97 65197 FCAZ0E 10 FeATaa SET4 184G, 00
: contig_ 199055 B94. 410 E54. 40 conkig_ 199055 = Folieghs , ShTLew
FCRAGNN 70960 TOE.60 FCAZ00 10 contia_1B60ES E75G2T16, 00
contia_BE1510 714,33 714,35 contia BE1810 10 FeRsin SHEONNFEE, 10
RN 71673 T16. 75 RTH® 10 contig BE1EL0 SEINEEHZ, 10
: FCASSE 725 06 FIE. G FCAS3E (I 10 RTH4 N 59030732, 01
; i FCR1124 Fa 54 ey EeAvi . - e e o 10 conkia 199770 ENSE4E05. 00
contia 189770 74153 T41.5% contia 199770 ¢ ——— — X FLRS3e B1SFSEEE. 00
CCT4 754,51 754,51 oTd hit in l‘:CHll.ﬂ GIE43 154 . 00
HOH1 TET. 02 TET. 02 HOH1 10 CETH BSZ0ETZ. 00
: FCA1125 750,05 TE0.0E FCA1125 10 FCAL125 BES03720. 00
UERZ 7066 TANLGE UGP2 A HOH1 GE472O64 . 0
FHIEISIS 795 . &6 THS. B 30 0EIEIS i R
59012619 515,36 515.36 59012613 1 Lk
GHOL1 &25.12 E25. 12 GHCLL 10 FLA1126 i
PCEPL B35, 03 B33, 03 PCERL Lo 39012619 F2FTEZE. 00
FCA1127 #3514 B35 14 FCA1127 i EHEL L TLEE10EN. 00
FUAL126 543,25 543,25 FCAL126 o e s oA
: 35970499 #51.1% #51.1% 35970499 L0 FCAL127 FO4EIIIEL 00
: : HK2 250, 03 S50, 05 HK2 17 Sontia_TI0T e
contig_ 2035294 64 .55 G655 contig_ 203294 f-? 39161074 409955, 00
cont iz 202539 BTZ. 44 S R Rl 17 contis 191154 BE44459. 00
FrREN &59 .93 E59. 95 FCAGI 17 FER334 E175317. 00
FCAL61 204 .51 204,51 FOA1E1 17 3591657 EH17551. 00
contia_BE3094 915,45 915,45 contia_BE3094 17 cant-ig 191431 5245354, 10
) . contia_ 203607 319,55 318,55 cont iz 203607 ir vHHAR AL FIATE. 00
38019912 A25 .64 A5 64 33018812 17 ooct 10546252, 00
contig_ 203507 26,25 26,25 contig 203507 17 FCRli2a 11050620, 00
contig_2n4551 4. T2 e Rk ey 5 17 comtia_BFE4TL 11853645, 00
! 35855808 955, 9 s o ; 17 coitia 191956 12694233, 00
: " . 45599 FEBEEA 09 oy d et
. = conbia_2 04860 454956 959,56 contia 204860 ?Q* T 17 FANE4R 136326700
COER IE5 . 09 G5, 09 CDEA B A Y 17 FrAisd 14247579, b0
FCAL125 BE, 42 56, 42 FCAL128 N i ki 14695794, 01
- ; IGKE ABT. TS LT TS IGKE o, 17 contig 679642 1BEE 1661, 00
: . IL1A 35053 950,55 ILiA \\\i\\t 17 :;_;53;5 f.’fii"f:;nun
= contia_GEdd 14 H5E .45 : %, o 17 FAN2ENEE 16561545,
4 SLC20AL 995 .53 e b > 'x\:‘_\\ 17 35994323 1524194 0. 01
canbia 207562 589,31 555,21 canbia 207562 ety b EERLLI 1B534152. 01
contig_BT3000 1004,71 1004.74 contia 573000 i 17 RPOE 1ZE5E520. 00
contia_205271 101032 101032 contia_205271 o TR 17 cont i3_193352 195773 0. 1
contig_ 572585 1013,10 101310 contia_G728E5 17 contia 193671 1SR1THE. 00
contia_ 198983 1021.72 121,72 contia_LAEAES 17 conbig 134015 ZEE16 0+, 00
contig_G30084 1024 52 1024.52 contia_BE0aad 17 3901EEE 0 2490997400
comtig_196515 102732 102732 contis_ 196515 17 PPP1CE 2EE04292. 00
HORNZ 1030, 06 1030, 06 HORNZ il cohtiz 194901 ZREFEFE. 00
contia_S04075 1035 .66 1035 .66 contia_S04075 iz FERZ I ZTPANTN4. 00
contia_i96201 1041.57 104157 contia_ 195201 17 ¥DH IE003455L00
3025326 1053.25 1053.25 3025520 17 contia_B815E3 ZEATET. 00
contig_195659 1065,27 1085,27 contia_195659 17 contia 195659 0474516, 00
FLA493 1077, 00 L1077, 00 FCR43 b Rt JL421350, 01
contia_BENSES 108574 108574 contia_GENSES 17 38125326 ID0F4EI0, 00
FORAGNZ 1084.78 104,78 FCA&0Z 17 cont ia_196201 32861562, 00
#DH 1103.76 1103.76 #DH il cohit iz 504075 GETOSE04. 00
contia_194901 1119.63 1119.63 contig 194401 R AORNZ 2 I4OZ0AL16. 00
: FPP1CE 1125.749 1125.74 PEFICE o ke i L
. F01S6ED 1131.95 1131.95 39015660 17 cont i3 6301954 A5435852. 00
contis_194015 1137 .66 1137 .66 contia_194018 17 cont ig_196953 FEEEEDHE. 00
contis_193671 1143.26 114326 contia_ 193671 17 contis SP8E5 37528368 10
o contig 193352 1146.05 1146.05 conbia_ 193352 2] cohtia_ 'E:'"'h GE10G 055,00
B APOE 1151.76 1151.76 AFOE 17 contia 573000 FEIF2120. 00
FCR1130 1153.18 1153, 18 FCR1130 17 contis 207562 FHIZE 06 00
IEON4T2I 154,60 1154.60 IEB4I2E 17 SLCZ0AL TS, 00
) FH025 055 1154.20 1154.20 3025055 17 IL1A 40052572, 00
H WH_033253 1163.79 1163.74 WH_033253 17 cont iz 64414 4054016, 00
contig_67H0E2 1171.93 117193 conbis_b7E6E2 17 Igk: 40750265, 00
R4 11&0.07 1i&0.07 HYCH 17 FCRLl2s 1145752, 00
FCA1E1 1205.95 1205.95 FCA1E1 17 EDEA 41460976 00
FAMG4A 1208.73 1208.73 FAHG4A 17 cont.ia_204560 43156952, 00
contig_191966 1214 .56 1214.56 contia_191986 17 35986908 44015576, 00
d contig_ 679471 1220.66 1220.66 contia_B78471 7 contia 04531 45155335, 00
A FCA112G 122690 122690 FCA1129 17 39018912 4ETOZEZ4 L 00
aoc 1 1239.52 1239.52 aoc 1 17 contia 203807 45022256, 00
YHHAG 1242 .65 1242 .68 “YHHAR }? coktia 2 :f::.-[:.- 4EE47A4E. 00
i contig_191481 1245.83 124553 contia_1914a1 17 contis 633194 43711080 00
3516575 124,99 124899 35916375 17 contig_205294 50526572, 00
FOASE 1252.14 1252.14 FOAGE 17 Hiz E15536T2. 00
contis_191134 1265 .43 1265 ,43 contia_191134 17 ST 1499 S1553265. 10
39161074 1272.00 1272.00 39161074 ;i :_'EE-i-'j'l qg-;:'::c--l?u.uu
1 1 ¥ LCH1E] S290217zZ.00
contia_190577 1278.58 1278.58 contia_ 190377 17 contia 202539 E3541016. 00



Position Marker Human Chromosome Marker Position
EaRon.n Contid. . aunan 3 contia_742649 .00
FOEETE. 00 contia_4 02749 & contia_ 402749 12. 15
1195945, 00 contia_ 402512 & contig 402512 16,56
249215500 contia_d4 035024 & contig 405024 21.5%9
S129078.00 039612 E] FA039612 23,85
3515456, 00 FCA1151 & FCA1131 F3.41
ST 02455, 00 contia_ 742554 & contig_F42dud F5.0F
B27E479. 00 HCFH1 & FCAN14 S0. 05
BTIEES5. 00 contia_% 03675 ] contig_ 403675 52,36
S1635357. 00 contia 405717 & HCFH1 24.71
S225052.00 FEAEEI90 & contig_F1EYTS 57 D
S49347 0. 00 FCAO14 & contig 3164491 59,39
SEEN916. 00 FCA1134 E] contig_ 316543 B1.72
AYA5266,. 00 FCRS10 & contia 516657 B .55
10751545 00 FA0I6 152 & FCASOS T3.7¢
11412539900 FCRS12 & FCAS 04 G1.15
11569992, 00 contia_4 044 06 ] FCAL1132 95,17
12623765.00 contia 570955 & 35911554 102.56
12556556, 00 FCAS2Z & FCAS 0GR 116.65
14206465, 00 FCA1135 & COKMZA IR 125,351
16555994 . 00 Fak E] CLC25A4 129,95
173550654, 00 SANSTAnE & Fi1i 156.55%
15123564 00 HATZ & FCASOS 145.50
19546556, 00 FCASSE & contig 318572 156.90
1985763000 LPL ] FCAST? 159, 0@
21545 154. 00 contia_4 05575 & contia_F17550 161.25
22325414, 00 FE994E 06 & FANGFTANS 165 .46
24509976, 00 contia_4 065635 & Fi&s 165.65
2514211400 FCASOT7 E] FCAL1133 176 96
255553905, 00 SANE2ETE & contig ST 0955 195.67
2ETSEESEL 0D contia_T4E595 & FCAS22 197 .55
2TEEE0E,. 00 FCAS11 & contig_ 403717 204 .44
27E18405.. 00 cLU & SEAEEA90 206,64
2TE4ETEZ. 00 FCASOG & FCAlis4 217 .69
28706564, 00 conkia_ 407556 & contig_ 407759 225.73
SO040206, 00 THEHEE & THEHEE 250,92
114369200 contia_4 07759 & FCAS19 247 .15
1530761500 FCAO2S & contig_T43595 255 .56
2537 Ed2. 00 FCAS19 & FANE25T7E 256. 04
5414975500 contia_4 05556 & FCASOT 270.51
S5 16396, 00 5974514 & contig_d0ESES 2ETL2N0
SEESESS0. 00 FCASED & FEAA45 06 F05.55
ST¥9S9GT2.00 ADRES & contig 405575 F5d.55
SEEE9152.00 FGFR1 & LFL S02.65
FO2ETITEL 0D contia_4 09520 & NATZ2 F65.54
231835200 FOLE & FCASSS FE0.95
4252745600 conkig 4 097892 & contig_ 409792 FET¥.10
POLE §595.21
contig_d083520 408,51
FGFR1 456,55
ADRES 440,94
FCASS9 445,50
5974514 456,61
FCAN2S 465,29
contig_ 405556 67,75
cLu 469, G
FCAS 0 476,75
FCAsil 45555
contig_ 4073556 S05.65
FCAS10 S10.21
FAN3E152 51752
contig_4044 06 E19.67
FCAS12 S24.45
FEAE5A45 539,39
FCA254 551.10
contig 315951 BE2.EN
FCATON 571.55
contig 315547 SES LG
FCASSO 599,95
FEAREA28 B07F . 16
contig_ 514625 609,55
contig_J1441% 519, 05
contig_G140749 B26. 15
FCAS1S B41.35
FCAS14 Bd5.49
conkig_F13329 BSS. 07
FCAS 16 679,12
SEARTAS0 BE1.50
FCAL1137 B&E.. 59
contig_ 12520 B91.41
FCAL1156 BAGE, 27
FiGG T05.29
contia_ 511475 Tig.27
NR3SC2 T19.59
0TuD4 T29.21
FCAS1S T36.24
FCAS17Y Ta4l.05
FCAL13E To5. 20
contig_G10194 TeT A5
IL1S 7026
FCAS19 Ti2.61
FCASE4 TTd .9
CLGH TE2.12
contig 3089331 TEE.A0
FA0E5123 Tad. 26
FCAli40 T99.21
contig_S05297 G12.17
FCAS20 G17. 06
contig_ 306950 G265
contig 551596 §29.59
ILz G56.91
FCAS21 G477 .40
FCA12E G55.44
FCAS22 GEN.TS
FCAL1141 e
contig _S0ES1S -1 T
FCA212 G71.85
LARP? G74.65
EiGF G55 .94
FCA1142 GE5.55
FCANT4 H9E .55
SIDE-35 06 914,57
FCAL1144 919,490
contig_F12935 AR5 . S6
FCAli45 %6, T
FCAG12 945,44
contig_G02544 A0, 55
contig_S02279 HES . 05
conkig B4 1455 AEE.E0
contig _S01776 AEE .. TS
contig_S01565 BT B
contig 301504 o LoE -
PEDZ2 ATa,. %
AFF1 A52.55
FCAl146 996,94
contig _S4ET2T7 1021.41
conkig_T11656 1052.52
FCAS2S 141.21
FANES10S 1047.13
G3EP2 105925
ILE 1065, 16
ALE 10735.92
CENZ 1079.41
FCANET 109420
FA0954 03 1103.15
FCA2ST 1105.95
contiq Q5T 02 1120,77
contig 535211 1125.55%
KIT 1129.24
Chorf25 1147.45
contig_ 294723 1150356
contig_SEEGLS 1155.25
FA0NE 0629 1156.13
contig_ 2944449 1154.01
FCA149 1164.59
FCAS2E 1175.95
conkig 293757 1154.26
contig_ 295547 118&.00
contig 293270 1211.53
contig_ 293170 1215.67
FCAS2T 1219.81
contig 292565 12354.40
contig 290375 1245 .44
9029009 1255.52
conkig_ 709194 1262 .42
FCATS0 1269.41
contig_ 291624 1276.40
contig_ 291946 127903
conkig 709522 1257.31
FCAS2E 12495.77
Fa00e210 1509.350
contig_ 289557 1522.55
contig_FISES1 1537.33
contig 289007 15342.76
contig 2891035 1545.57
Fca25119 1555.95
contig_F0Sd54 1556.51
FCAS2E 1366 .56
FCAS29 15376.53
SEA956610 1556.50
FCASSN 1559, 09
contig 287195 159460
FCASS1 15499.99
FLJIZ0425 1402.70
contig_FO7A59 14 05,36
FCATS1 1407 .96
FCASS2 1440.25
conkig_FASE07 14449, 02
contig_TFOTSES 1451.749
FCAl1i47 1457 .53
HYLS 1466.19

Position Marker Dog Chromosome Marker Position
.00 contia_ 742644 == BRIt Ao TEaAng I,
12,15 contia_s02749 25 FCASS N 5261610, 00
16,56 combia 402812 25 contia 315547 ZBSG2 096, 00
21.59 contia_s05024 25 FCATON ITER40. 00
2585 F039612 25 FCAZS4 23175856, 00
33041 FCAL151 25 FEAEEI45 25491356, 00
35,05 contia_742E3t 25 contia 515851 2ETHS056, 00
510,05 FCAN 14 25 contia_# 4406 28197494 . 00
£2.36 contia 403675 25 FCAZ1Z 2AIGETS 0. 00
S4.71 HCPH1 25 FA0FE1E2 FO04EEIF. 00
57,06 contia 716775 25 FCAZ10 F1129845, 00
59,39 contia_G16491 25 contia_# 17356 FITHEEIZ. 00
61.72 contia_G1RS4E 25 FCAZ 03 FREGEOSE. 00
65 .55 contia 316637 25 cLu FRATSOZZ. 00
7.7 FCAS 05 25 FCAZ11 FHOEF4Z0. 00
51,15 FCAG 04 25 contia_ 74595 FITIRE16. 00
85,17 FCA1152 25 FRNE2576E 4542620, 00
102.56 35911554 25 FCASOT 35205956, 00
116,68 FCAS 06 25 contig_4IB565 FE041ETZ. 00
123,31 COKNZA TP 25 FEAD4 306 FTEEF12H. 00
129,93 SLEZSA4 25 contia_4 1587 FETFHETE. 00
136.55 Fi1 25 LFL 40075100, 00
145,50 FCAS 03 25 conbia 7HEE4S 40429456, 010
156910 contia_G18572 i S e mos 2y
159, 09 FCAS7? combis i
161,25 comtia 717550 b3 Frrees AT LT T
163,46 39037955 16 contia 408792 IEEEIEAZ. 00
165,63 F&s5 15 POLE 2BIFIEFL. 0D
176,96 FCAL133 15 contig_d 0320 ZE04E540. 00
195,567 contia 570983 15 FGFR1 F001776. 00
197,53 FCAS22 16 ADRES F039D092. 00
20444 contia 03717 15 FCAZSE F1515722. 00
206,64 359559910 15 3974314 FR4A5220. 00
217,59 FCAL154 15 FCANZS FET UGS 04, 00
228,73 contia 07759 16 contia 4 0G35E FE40216, 00
230,92 THEHE& 15 FCAS19 FHEETS00. 00
247,15 FCAS 19 15 contia_ 4017758 FE1TEEI6. 0D
253.56 comtia T893 16 THEHSE FTLGREEG . 00
256. 04 FA0EITTE 16 FCA1134 FETEEEG . 00
270.351 FCRSOTF 16 FCAOL4 FEEATATE. 00
28720 comtia 06565 16 SEFSEAA0 FO4GES0. 00
a03.55 58894508 16 cortia 405717 3107444 00
3. 55 comtia F0557E 16 conbig B70953 3177544, 00
ggg-gi Lf‘|1- L 16 FLAS22 FATASE 04 00
. MATZ 15 FCA1133 405F2E04. 00
50,93 FCASSS 16 F&5 43270040, 00
3E7.10 comtia 309792 16 IA0ITASE 4373121200
F93.21 FOLE 16 conkia 717550 44445332, 00
4019.51 comtia 09320 16 contia 318572 45312552, 00
436.53 FGFR1 16 FGAETT 45463572, 00
::;- 3: ?g:ggg 16 FCASOS $EG25956 . 00
. 15 Fil 47431124 .00
456.61 8974514 16 SLC2ERY 45415046, 00
46329 FCARO2E 16 FLASIG 48155636, 00
467,75 cott ig_$05356 15 COKHZAIR 4BERN4EE. 00
469,95 CLu 15 FoA1152 50614945, 00
47673 FERZ 03 15 58911554 50975536, 00
455,58 FCRE11 16 FCAZ04 S2OFLES0. 00
T05. 63 contbia_$07356 15 contig G1RE4E SEE4TITE. 00
S10.21 FERG L0 15 contia 316637 ER4EEREN. 00
217,32 Fa03E152 16 FCABOS 54260445, 00
S19.67 contia_d04d 06 16 contia 316491 54450596, 00
T2t 45 FEAg 12 15 contig_T1RTTS ERG2E5AZ. 00
39,5 FHIGFILT 15 cantia_d05024 SFE22032. 00
251.10 FERA254 15 FANGA61E E&3E5RE 0. 00
TE2.E0 contia 315951 16 FOA1131 SAG4L 040, 00
T71.65 FEATO0 15 contig 74254 BO4TAES . 00
TEG. 45 conkia F19547 15 HEPH1 G145356 0, 00
99,95 FERSSN 15 contia 405675 G 1528554, 00
B07. 16 FEAE5A25 ™ FERILoD L1 Loeis e 1
gzg- 502 *=°“: %g—gizifg 15 FLAS1E 4E2AEEE4. 00
. contia_ 15 FCAZ1T HBAGT 44, 00
626, 18 contia 514079 o it HEf R
ks R 15 W 484 05T 00
g;g-:g Egzi:: 13329 15 contia 311478 SLOS0052. 00
& B 15 FEHAETAR0 52124764, 00
674, 12 FCAG 16 15 FCA1137 S42TIEZE. 00
a2l SEaeTas 15 FLAE1E S4643012. 00
k.3 RERLLST 15 FGG SSEETTIZ. 00
691,41 contia 312520 15 FCA1136 SETS 1565, 00
696, 27 FCAL156 15 contig 31820 STES4016, 00
ZE.29 FEG.% 15 contia_515329 S9431652. 00
s contis. 11478 15 FCAE14 GUGTIZEZ. 00
Ti9.89 NR3C2 15 FCRS1S GO311804, 00
729,21 07U 15 contig 314079 63112556, 00
£ frhsds 15 contia_sl4415 G479 024, 00
;;;22 EES?E& 15 contia_ 514525 B5342964 00
TET. 63 contia 510194
770,26 IL15
77261 FCAZ 19
TT4. 56 FCASEH
TE2.12 CLEN
TE6. 91 contia_B09331
74,26 FA03E1ZS
79,21 FCAL140
G12.17 contia 506297
&17. 06 FCAZ20
G206, 95 contia_S06950
529,39 contia 551596
G651 ILz ) :
F4T. 41 FCA321 ) Leibiin -
BEE. 44 FCA12E 7 S TTezaT
G2 FCASZS 4FT2147 .00
F60.75 FCAG22 i ikt el
BB 43 FCAL141 i = o
s 32 conkia_7 11656 7 532,
SET .6 contia_S05513 e contis 545727 T
&71.85 FCAZ1Z o i i
ET4.63 LARFT iy e
GE5. 94 EGF e ik
555,55 FCAL142 3 L
F96.,55 FCATS 3z contid 301304
32 cohtia 301565
914,37 £ I06-5 05 et b
19,90 FCA1144 S (R s
A2E . 36 comtia 712835 1 e G R
A5G, 79 FCA1145 ] TR e
A4 4 FCAG1Z a2 bt ;}%:._.:_..4.““
A6 01, 35 comtia_G02544 52 i e
G305 comtia 302279 X4l SRS it
AGE. 50 contia 541453 3z SELLE S
66, T3 contig_ 301776 B e g gk
6T, BS contia_G01565 52 Skl ke T
A6E .55 contia_G01304 3z FCATS 30442652, 00
479,53 PEDZ ] it o ﬁ,‘;:l‘, A
S Elalf ot e
A2 .53 AFF1 fore] LARPT SE3EZ124 . 00
A9, 54 FCAL146 55 A i
1021.41 contia S45727 4 i A
1052.52 contia 711656 3z contid 305518 IEFLFI00, 00
1041.21 FERB2S 5 iy e s L
104713 FI055105 ¥ e FaMEaG L 00
1054, 25 G3EP2 32 FCA1ZE 41452592, 010
1065, 16 L& TTE o contizsnanel TITrniz. 00
e s 13 contia 293547 42EFEHEE. 00
107841 Cohz 13 contia 293757 44005465, 00
N ) 3 Fontss $6845261, 01
1105, 15 FA0954 03 CAL43 5260,
13 contia 204445 4TIE4TTR. 00
:1;5,,:33 Eﬁﬁﬁzﬁsm 13 FANGIG2E 4TT4AEI6. 00
1125.55 comtia 535211 12 Hen sa-anhei b
1109, 24 K:!:T }2 coapkig 294725 :335.-EEE-UU
114743 Coorfaans 13 KIT SON7e752, 00
150,36 conbia 204725 13 contia 535211 SA4 00600, 00
1155, 25 cont i SEEB1S 13 contig_ 295702 S35T4A20. 00
13 FCAZST SE416112. 00
1122: ﬁ EEEE E:Egg“w 13 FAN95403 BE5 01065, 00
116453 FoAL4a 13 FCANET EA545524. 00
1175.95 FCAS2E 13 CEHZ BRITENEZ. 00
115426 combiag 293757 153 I;:—g Eg;gsﬂ;;; . gg
119,00 contia_293547 L 5t .
1211.53 comtia_293270
1215.67 contia 2931710
1219.81 FCAZ27
1234.40 contia 292565
124544 contia_29 0375
1255.32 FA0ZE009
1262 .42 contia 708194
1269.41 FCA7SM
1276.40 comtia 291624
1279, 05 contia 291946
1287.31 contia 709522
1295.77 FCAG2E
130930 FA00EZ10
152285 contia_2EUSET
153735 contia_T0EES1
134276 contia_289007
134537 contia_289103
1355.95 Fo.25119
15358.51 contia_70EdEd
1366 .56 FCAS2E
1376.53 FCAZ2E
158650 FEAISEED
1589, 09 FCAZSN
1594 .60 contia_28719%
1599.99 FCAES1
140270 FLIZ 0425
1405, 36 contia 707859
1407 .96 FCATSL
1440.25 FCASS2
1449, 02 comtia 795307
1451.79 contia 707536
1457.53 FCAL147
1466, 19 LS



Position Marker Human Chromosome Marker Position B2 Position Marker Dog Chromosome rMarker Position
ekl e TTEE 3 TRINZE i 46,110 Ty TRINZE 147 b A T
2504571 00 FLA114d 3 GRRS 4,42 = 4,42 GRRS FrAlldd SHNGEIT. 00
FABESAS . 00 PREF4E & FA06I261 LA 660 FANGIZEL PREF4E 7314554, 00
STI0029. 00 zantig_ 350179 3 BTH1AL .27 .27 BTH1AL cantig 550179 FA05911. 00
EAEE4T L. 0 FLAEST 8 FrAsHs 2,95 9.95 FrAsss FLAGHT ANGESEEL 00
B2 11525, 00 F13A1 3 contig_355008 11.62 11.62 contia_553808 F13A1 Q305450 00
BTIEZEE. 00 FOALL4G & contia 353653 13.24 13,28 contia 353653 FOAL14G AFHTEAR L 00
GUZSRAE, 00 FLASHE 3 FCAZTS 17.6% 17.68 FCAZTS FASHE 11020516, 00
addndad, o0 contiz_ 551064 8 FrAss 19,57 19,57 FrAss contig_ 551064 12651765 00
12400601, 06 EON1 3 FRL 22,05 22,05 PRL EDN1 14EE01ES . 00
14E3E2EE . 00 contia_727552 & FLAGIS F1.20 F1.20 FLAGIS contia_727552 17 M46E+E . 00
18205716, 00 FCAZ NS 3 FCAZNS 42,73 42,73 FCAZNS FCAZNS 19927354 . 00
1B0TEERE . 00 FLAGHE 8 conkia_727552 51.72 51.72 contia 727552 FLAZHE ZOGATS 0. 00
ZEEAEEE4 . 00 FRL 3 EDN1 G710 6,70 EDN1 FRL 236A1160.00
ZEETTEOE. 00 FCAZTS & contia_351064 72.1% 11410 72.1% contia 351064 FCAZTS 23919162, 00
ZIETTEOG. 00 FrAST 3 FCAZ3E 91,28 ; a1.2% FLAB3E FrAST 24 047676 00
24277104, 00 contig_ 553659 g Frallds 105,50 105,50 Frallds contig_ 553639 IERTEER. 00
25470 00 contig_ 553909 3 FLAZST 119,45 119,45 FLASST contig_ 553909 26156154, 00
26045432, 00 FLAGHS & contia_350178 131,13 131,13 contia 350178 FOAGHS ZEEG52. 00
ZERIRES 0, 00 ETH1AL 3 F13A1 140,54 140,34 F13A1 ETH1A1 2TF0EN2E. 00
ZEEIEES . 00 30065261 8 PREF4E 164, i 160, 18 PREF4E F3 065261 ZH41ESR0,. 00
ZHEEO1TEE. 00 GRS 3 FrAll4a 195,77 195,77 FrAll4a BRXS ZEETETSZ. 00
ZAATHSE0, 00 FLABZ & DUSFEG 233,86 233, 36 DUSFEG TR INZG ZA4063TZ. 00
F00195FE . 00 FLAT 3 Fh___ TRINZ% 269,14 269,19 TRINZ%

F0260210, 0 TRINZE & h——— UAREZ 271.97 271,97 UARSZ

ALEa20- 00 TRIHZS & #—_— FLRAEZ 286,57 285,57 FLRAEZ

FNAGAAE0, 00 UARSZ & FLAI 292,05 292,105 FLAI

F1BS2ETO. 00 THF 3 HF 300,22 F00,22 HF

F174EES4. 00 CENKZE 8 CENKZE 305,45 FI5. 46 CENKZE

F2057ELZ. 00 4R 3 4 307,95 e F07. 95 4

FIICEHEG . 00 CEorF1n & CEGrFL 320,85 . 320,85 CEerFL

F2470482. 00 BTHLZ & BTHLZ 335,96 | 336, 96 BTHLZ

FIE16372. 00 ORA 6 DRA 341,35 ;- : 341,35 ORA

FREEES2E. 00 FLA-D0E 3 DR 355,42 35342 DR

FFLH0TTZ. 00 OFA - = RPE13 363,19 363,19 RPE13

FFFAZ4EH . 00 RPE 13 & HLH 30,15 ] < 330,15 HLHN

33570425, 11 HLH & TEP11 404,55 410H15 404,55 TEP11

FELGEEEE . 00 TCR11 3 COKN 1R 421,35 421,35 COKN 1R

FETSEIE. 00 COKNA & PINL 440,351 440,31 PINL

FTRHRSEN. 00 FINL & FHAFEH5E 447,25 447,75 FHAFE45E

FEF17E04. 00 FFATEAGH 6 conkia_355957 454,14 454,13 cont ia_3S5E57

FARIEEIZ. 00 contig_SS5957 3 FLA1150 475.70 475,70 FLA1150

41123780, 00 FCALLSD & FAS3 454,79 434,79 FAS3

41124204, 00 FLAGH & PRPHZ 506,54 506,54 PRPHZ

42797472, 00 FREHZ 6 COesL 525.43 525,43 oS0

445520, 00 COCEL 3 contia_TIE0E5 536, 55 536, 55 conkia_T2E0E5

45476904, 00 contia_729083 & contia 357473 555,71 555,71 contia 357473

46AT0000, 00 cont i 357473 & FAO0G193 S62. 45 S62. 46 FAO0G195

47054336, 00 33006193 6 contia_357775 573.9% 573,99 contia_357775

HEEERESZ. 00 contig_SS5TTTS 3 contia 358045 5&7. & 557,94 contia_35E045

43943516, 00 cont i3 358043 & contia_3SE5EE 601,96 601,96 contia 355368

51425 144 . 00 contid_3SE3EE & contia_35E576 6116, 36 606, 36 conti3_35E576

E2409760., 00 contig_ 358576 6 conkia 359057 613,05 613, 05 contia 358087

SEE2E45E. 00 contig_5580&7 3 FH03E010 624,74 624,78 FH03E010

SG3ZO2EH. 00 FA03E0L0 & contia_501654 629,34 629,34 contia_B01654

STRES2EE. 00 contig_G01654 & contia_S64 056 636, 019 636, 19 conti3_S64 056

EE40565E. 00 contig 564056 6 contia 359550 642,51 642,51 contia 358580

G204 1525, 00 contig_ 558550 3 contia_35ETES 49,50 649,50 contia_3SETES

BISZEE20. 00 contig_ 359763 & F2010221 656, 15 656, 13 FA0L0ZZL

BEZEFETZ. 00 FA010221 & contia_360275 660,55 G611, 55 contia_360275

BEEZ33E4. 00 contig_ 360275 6 contia 360408 BET .27 667,27 contia_F6 0408

BFETEZEN. 00 contig_SE0409 3 contia_36 0655 853,45 653, 46 conkia_F6 0655

GETHTSE, 00 cont i 360635 & contia_36 0923 G55 .42 635, 42 contia 360923

TOZASS 04, 00 contig 360923 & FLA-D0B 635, 07 695, 17 FLA-O0B

T1OGR4EE, 00 CoLaA1 g COLaA1 710,22 710,22 COLaA1

7177774400 contig_ 561153 5 contia_561155 724,36 724,36 contia_i61155

THEET 0544, 00 contig_561352 3 contia_56 1582 725,95 725,95 contia_E6i582

THIE1 144, 00 EEF1A1 6 EEF1A1 73555 733.53 EEF1A1

TEES 1424, 00 =ant i3 361836 6 cont i3_36 1636 TIT. 96 737,95 cont ia_56 1656

TEEG1EEE, 00 contig_ 552274 5 contia 36274 T44.76 5 % 744,76 conkia 62274

H07 Lhd 0L 00 FAg4 0 3 FiAz4 0 TET. 35 & B TET. 33 FAz 0

FAASASZ, 00 FOAL151 & CYESRY 79072 7A0.72 CYESRY

EFTE050. 00 ME1 3 e e e contis_S01503 &00.51 E00.51 cont iz 801503

S47Z0408, 01 VBSR4 B __‘_——_ﬁ FCAL1E1 16,65 516,563 FCA1151

HGESE 016, 00 contig 801503 3 HE1 519,06 F19. 06 HE1

ATEG16TZ. 00 CGA 6 FrAGH #3191 31,91 FrAGH

FE0173%4 . 00 FrAEH1 6 CGA 549,75 1 549,78 CGA

FHA 10296, 00 CHR 5 ChR 856,35 356,55 ChR

FHEIEEEE. 00 30012476 3 012476 59,15 559,15 012476

ALSFEEOE, 010 F0TSSE & FNTESE &71.57 &71.57 FNTSEE

A22HEIZE. 00 FASHE g FrAZHE 79, 06 &79. 06 FLAZHE

a4161524. 00 FLAE4T 5 FrAz47 559,14 59,14 FrAz47

BHREIEIZ . 00 FLATS2 3 FLATH2 591,52 591,52 FLATHE

AGEH1FESE . 00 FoAL152 6 FoAL152 919,79 919,79 FoAL152

AFNTEETE. 00 zontia_T31683 6 : contia_T31683 927, 16 A27. 16 contia_T31683

BAEEEE20. 00 POUFZ 5 : PULF 2 939,54 239,54 PULIF 2

DaEG 14EE . 00 FOATHS 3 : FLATHS 452,15 1 i 452, 05 FLATHS

100995992, 0 contia_T31875 & : contia_T31675 969,57 63,57 contia_T31675

10245 1564, 0 contia SEEE14 g : contia_BREE14 971,55 a71.35 contia_B0EE14

104465120, 0 conbia 567049 5 : contia 367048 976,52 476,52 conkia 67048

LOS44EEED, 0 contia_ 367245 3 : contia 367245 951,19 @51, 18 contia 67245

LOGEE 1472, 0 FABE D 6 : FLAGE D 9554 AT, 43 FLAGE D

LOTEEEATE, O cant i4. 367662 6 : contia 367652 959,47 A59, 47 contia 367652

109734416 0 CO164 5 : o164 995 .46 A5, 46 o164

11136 1696, 0 contia 565084 3 : cont ia_S65 054 1000, 10 tonn,1n contia_S6S0E4

1126 0956E, 0 contia SBE5E4 & : contia_BRE5EY 100242 100242 contia_BRESEE

114754656, 0 contia 568075 g : contia_36E07S 1012, 18 1012, 18 contia_B6E0TS

116266576, 0 conkia_ 369256 6 : contia 369256 101456 1014.56 contia_369256

115205264, 0 33064331 3 : FH064351 1018.41 1018.41 FH064351

120704352, 0 conbia 570143 G : contia_3T0143 1032.11 1032.11 contia 370143 N
1ZZ17R4E10, 0 contia 370412 ] : contia 370412 1038.52 103952 contia 370412 | : E
124012564, 0 FOASHE 6 : FLAZ4S 104457 104437 FrAZ4S ]
125550 096, 0 33049095 3 : 30043 095 105157 1051.57 39043 095 5

1ZEE5TE40. 0 FEAL3S G : FCAL3S 105653 : 105683 FCALSS :

1ZE0T 0104, 0 contia 547379 ] : FCAL153 1061,78 : y 1061.78 FCAL153 i
1F0073645, 0 FOALISS 6 : contia 547378 1065, 75 i 3 106575 contia 547378 f ]
1H20 1269, 0 conbig 372234 3 : contia 372254 1077, 08 Bl o L077. 08 conbis SPI234%E !

133177400, 0 RPS1Z G : RPS1Z 1082.2% 1082.24 RPS1Z

L3TEEITT. 0 cont i 573326 ] : contia_373526 104 &0 104,80 contia_373326 i
139333728 0 conbia 373604 6 : contia 373604 1101.22 : 1101.22 conkia 373604 ; ]
14 0zEEE 0 33035465 3 : contia 375184 1114.58a 1114.58 contia 575194 5

141285792, 0 conbia 573971 G ____# contia_TIH527 1117.20 1117.20 contia_TI4527 :

142595550, 0 FCAL1S4 oS __._—=_ﬁ'i contig_ 3575471 1119.51 1119.581 contig _57¥3A71 1]
143417424 0 e 6 A— —-—“ 3035466 112240 112240 3055466 i
Jite R e £ i - 5 h FCAL154 135,95 - 1135.95 FCAL1S4 !

147744504, 0 conbia 575194 G ‘ FCAL15S 114995 : 114995 FAL15S :

149334304, 0 TR 036207 ] ‘ FOFEZ T 116858 116958 FOFEZ 0T i
1S GEETEN. 0 R 6 contia_734767 177,100 117700 conkia_TI4767 2,000
15217 076 0 ESk1 3 ESR1 115676 156,76 ESR1 5 45

154111568, 0 conbia GTE436 G contia_3TE43E 119144 1191.44 contia_3TE43E :

156 Db, 0 T8 063554 ] FDNGIETH 119611 1196, 11 FDNGIE5H : i
155054544, 0 contia 557117 6 contia 557117 1195.45 119545 contia 557117 ]
160119520, 0 Ter1 3 TR 1203.25 120%5.25 TR

163904445, 0 kI G kI 1210.75 1210.75 kI :

164 0BSF20, 0 FrAS42 ] FrAGe2 1213.21 1213.21 FrAGH2 i
16EN12605, 0 contis 735445 6 contia_735445 122085 1220.85 conkia_T35445 f ]
16GEEGHHES, 0 35957953 3 FHAGTHED 122350 122550 FEAETHER i

16TEA0672, 0 conbia 575249 G contia_3TE24a 1225, 15 122515 contia 378248 ;

16A4TITED, O contia_ 375398 ] contia_37E595 1232 .96 123296 contia_37E398 i
170340736 0 contia SE5164 6 contia SEE164 123552 1235.32 contia G65 164% - i



Position Marker Human Chromosome Marker Position
g B=n Tt T T E I T L] i contia_BESE3F .00
2275255000 conkia_BEITTS 15 DHA-JA4 14.14
25553534000 contia_ 1354060 15 IL1& 25. 05
24183336, 00 SA0TEERR 15 contig 143553 F9.49
2EEIAST2.00 contia_S09645 15 contia_ 1435555 4552
2TLEEEE5. 00 conkia_S0967S 15 ETED1 B0, T2
27275920, 00 FCAZ44E 15 FES T0. 05
29034 050, 00 SEIAET 00 15 FA012261 79.51
29450154 .00 FCRAL11SS 15 CIEL G9. 05
SN0ES025. 00 conkia_BEI0ST 15 FCAL11%E 95.09
SOT01545. 00 contia_154940 15 HHFEF 110, 0@
1547004, 00 SA012549 15 FCAL1157 140,12
SZEISTTE..00 ACTC1 15 FCAS4S 145 .45
FERSETZ0.00 conkia_ 135577 15 FCAS49 156.75
ST5E9540. 00 FCAZ91 15 contig_1440235 165.95
GTEEOETE. 0 THES1 15 contig_144937 167.11
ZAFi0Es2. 00 RHOW 15 FSARS 0SS 165,24
FAEIES24. 00 THROG 15 contig_145707 170,45
4052935200 contiq_136995 15 FA052140 179.77
42994725, 00 SA0N5S43 15 IGF1R 196,75
44497456, 00 955553 15 FI5AG55T2 205.52
4707075400 EIAANZSE 15 HEFZA 205,00
43291740, 00 CYF19A1 15 39015125 214,67
EN02B3E0. 00 conkia_138602 15 FCAS49 221,35
51997664 .00 contia_ 135999 15 contig_S096TS 225.50
SE0S35T2.00 conkia_139125 15 FEAAST 00 227 .95 i
SS0ES31Z.00 contia_1594449 15 FCAL115E 232.40 1
BREO2305. 00 FCRASED 15 contig_BEI0ST 239,15
SA759465 . 00 FCRz201 15 contig _BE2TTS 245.190
B0406 165, 00 conkia_BE4559 15 contig 133590 250,35
B1121940. 00 TPH1 15 FANTSEEE 250, 0E
B1ZEE250. 00 APHI1E 15 contig_ 134060 284 .45
64056252, a0 FCAL1EQ i5 contig_S08645 01,05
Ed5146 04,00 SA0FE501 15 contig 142505 I32.52
BFRE2232.00 RFLF1 15 contig_143026 Sh0.54
BEEZ2ITE. 0 FCAGED 15 TEPANG by ot
TOEET S5 a0 SH029576 i5 cYPiAl FE1.56
FEEN19a2.00 CYP1AL 15 FA0295376 F92.92
TEAZ064 0, 00 contia_142505 15 FCAGBED F99,.55
FR12ET12.00 TEPAN: 15 RPLP1 405,54
TEISETIZ. 00 contia_143 026 i5 FA0TE501 425,97
FEIN3456 .00 conkig _BESESE 15 FCAL11G610 345,42
ThI4A555. 00 ONWAJAS 15 TPH1 469,55
TAZEE 000, 00 IL1E 15 APH1E 475.51
S0019744 .00 conkia_143555 i5 contig_GE4539 452,90
S1477504. 00 ETED1 15 FCAz201 45750
2491040, 00 contia_143555 15 FCASSN 494, 00
SE25EETE. 00 SA012261 15 contig_139443 S00.7T
SEA39645. 0 conkia_144 023 i5 contig_ 139125 E15.407
G455 296, 00 FCRAS49 15 contig 135999 S22.05
SR221224.00 FCAS4S 15 contig 138602 529,15
SE44ETES. 00 FCA11EY 15 CYP19A1 B35.56
SE129552. 00 AWFEF i5 KIAAGZEE B3E.25
SET20532.00 FCRA1156 15 F5AG5553 S45.42
SE574592. 00 CIE1 15 FAN0554S 555 15
SA23EATE, 00 FEZ 15 contig 136993 EeS.21
g1 000, a0 conkia_1449357 i5 TVROS ETE.2T
91165351600 5985 055 15 RHOU 579.491
BETETEILL 00 conkia_145707 15 THES1 562.21
Y4E211TE, 00 SH0S2140 15 FCAZ91 BEE .59
AT01024 0. 00 IGF1R i5 conkig_13EE77 B&9.21
AYTE2965. 00 955372 15 ACTC] S95.55
BTN IE. 00 HEFZA 15 contig_134940 597 .45
100002505, 0 SA015125 15 39012549 B01.01
contig_G17427 B0, 72
APEX1 B12.55
TRAA B15.19
DAD1 B17.55 k
HYHE B22.47
HRL B24.79
APEPH1 B29,.45
OxALL B34, (&
CHAL B37.ES N
contia_119442 641,19 ;
contig_B5E52T B435.51
contig_1194971 B4, 05
contig BEIBTE BE0.55
contia BSSTIT B5T.59
contig_12 0966 Bed. 61
contig_121367 BBE, 59
FCAL11e2 B7S.59
FoxAl Ba0.59
contig_121575 BAT A0
contig_ 122045 TH2.55
FCASS1 T12.54
contig_B14295 Ti¥. 049
contig_122545 T2, 5k
FANAS5ES Tid.21
contig BEURI2 T4E .60
FA00S350 Ta5. 94
FCAZS0 To53. 75
FCASS2 Tel.15
FCAL1163 A ot
contig _S3EES]1 TE5.55
3011560 TA0.42
ESR2 Ta5. 02
HAx TA9, 62
conkig_127157 G0E.59
contig 126754 G05.54
HFPS G10.57
ATPEULD H11.491
contig 541542 G13.44
FA0E0260 G15.72
Fios GE2.T0
FCASSE Gd44.59
TEHR G59.77
FCALl165S GEE..59
FCANSS GE5.97
FA01054E Sa0. 65
contig_13 0676 SA5. 02
Fai6i002 G756
ITPE1 a02.69
contig 542423 anF.41
contig _BE22TE ald. 60
FLJ22555 16,96
HARS 921.72
EIFS AR5 .95

)

16HM

Position Marker Dog Chromosome Marker Position
0,00 contia BESEIE 5 P X T T 5 BT T
14.14 DNAJA4 3 FANTEEEE 7140150, 00
28,03 IL16 5 contig 134060 7457200
38,449 contia_143558 3 contia BE277H 358716552, 00
48,82 contia_143655 3 contia_ 133890 39275352, 00
G0.72 ETEDL 3 contig_BE3NST FAEADTIE. 00
70,05 FE= 5 FCAL1SE 40465552, 00
7a.51 3A012261 3 FE995T00 40500930, 00
H8.05 CIEL 3 contig_B09675 41225056, 00
A3.59 FCAL156 3 FLAZ4S 164G 00, 00
110,09 ANFER 5 3a015125 42280204, 00
140,12 FCAL157 3 HEF2H 43572216, 00
145,45 FLAS4E 3 38986372 44166652, 00
156,75 FLASHS 3 IGF 1R 44705572, 00
165,95 contia_ 144023 3 3a052140 47056360, 00
167,11 centia_ 144837 3 contig_ 145707 47EI2640, 00
165,24 965055 3 358968055 S0141332. 00
170,45 contia_ 145707 3 contig_144937 51405150, 00
179,77 3052140 3 contig_ 144023 52040350, 00
196,73 IGF 1R 3 FLAS4S E2EE4 100, 00
205,62 38985572 3 FCAL1S7 54214905, 00
205, 00 HEF ZA 3 FLASHS 54244296, 00
214,67 3015125 3 ANFEP 55625524, 00
221.33 FLAZ49 3 FEA115E 55997362, 00
223,50 contig 09675 5 CIEL SGO455E5, 00
22795 FHAAST 00 5 FES SEZU5664, 00
252.490 FCA115E 3 3012261 7014652, 00
259,15 contig BBI05T 3 ETED1 STGEE204 . 00
245,910 contig BE2TII 3 conkia_143555 SE549256 . 00
250,35 contia 133590 5 contia_143555 S5EE5A316. 00
250, 06 F07E5EE 3 IL1E SA336616, 00
254.45 contig 134060 3 contia_BEEE3S 61103338, 00
S01.03 contig S09643 3 DHAJA 61254512, 00
332,52 contig_142805 ;

360,54 contia_143026

367,63 TEPANS

351.56 cYP AL

382,92 FAN2IITE

399,55 FLABE

405,54 RPLF1

425,97 FA075E01

445,42 FCAL160

469,53 TPH1

475,51 APH1E

482,90 contia_GE4E39

487,50 FAzo1

484, 00 FCASSH

500,77 contia_139449

515, 07 contia_139125

522, 05 contig_135999

529,15 contia_138602

533,86 CYPL9A1

536,23 KIARDZEE

E45,42 38985663

553, 15 FANN5ES

568,21 contig_ 136993

575.27 TR

579,91 RHOWY

552,21 THES1

586,59 FCAZS1

550,21 contia_135577

593,65 ACTEL

547,45 contia_134940

601,01 FA012549

605,72 contia 617427

612,85 APER1%% | . Frm T
615,19 TRA@ (-

617.55 DAD1

622,47 HHE i
624,79 HRL

629,45 APEFN1

634, 06 OXALL

637,63 CHAL

641,19 contia_119442

643,51 contia_B5E525 .

647, 05 contig_119971 : -

GE0.55 contig_GSEETE

657,59 contia_B5875T

BBt 61 contia_12 0966

GEG. 59 contia_121367 :

675,59 FCA1162 ¥
Ga0. 5 FosAl

G790 contia_121575

702,58 contia_122045 5

712,54 FCASS1 e

717,09 contia_GB14205 ;
724,36 contia_122545 ;
734,21 FANASIEE A

T4G. 6D contia_GE9652

745,94 FAN05350 :
75373 FCAZE0

761,13 FCASSZ

773,68 FCAL163

783,55 contia_S3GES1

TaN. 42 FAN11560

Ta5. 02 ESRzZ t

TA9,62 HAx

H0G.59 contia_127157 ;

G05.54 contig_126754 i

F10.37 HPPS F

511,91 ATPELLD

515,44 contia 541342

515.72 FANEOZED

F32.70 Fos 3
E44,59 FCASSE 5
859,77 TEHR

BB, 69 FCAL165

H55.97 FCANGS
EA0,65 FA010545 ]
Ha5, 02 contia_ 130676 4 n
597,66 161002

02,69 ITPK1

07,41 contig 542423 i
a4, 60 contia_BB227H n
16,96 FLJ22EES :
921,72 HARS S
928,95 EIFS F 5



Position rMarker Human Chromosome rMarker Position Position Marker Dog Chromosome Marker Position
TEraar.nn T R EW AR Tn contig_BE3EA0 0.0 .0 contia_BA3EA0 o) T R 5 S S AP T
ZTHOGER. 00 contia_SES9E 10 contia_SEE9E 4.44 4,44 contia_BEE9E s CREM 4754121, 00
01391, 00 contia_$E350 in contia_3BA50 BG4 BG4 contia_36950 2 ITGEL BFI1421. 00
G426, 00 FA014TRT in FA014TET 1554 13.54 39014767 2 FASE D BAS4 05, 00
SEdd4 a5, 00 Fo.2Ed54 in Fo.2Ed34 17.74 17.79 Fo. 26454 z contia_ 41516 LOOEEE09. 00
EOB3E11, 00 ILZRA 10 ILZRA 189,99 ; 19.9%9 ILZRA s FASSS 117 03EE2. 00
GEEASIE. 00 contia 37579 in contia_37574 31.47 1 31.47 contia_37574 2 EHI1 13709105, 00
THESEEIT.L 00 contia 37636 in contia_ 37636 3725 3723 contia_37636 2 conbia_4 0555 14511569, 00
SLEELTE. 00 GATAS in GATAS 42,09 | 4209 GATAS z contia_BI4E05 IETI4E52. 00
GESITIE. 00 IEULTIDE 10 EUETIOE 48,77 49.77 SERETHOE s FCASE L 154 13032, 00
10351514, 00 contia_FE8227 in contia_S5227 56.55 56.55 contia_35227 2 conbia_ 42055 19362016, 00
11397654, 00 3012450 in 38012430 61.10 G1.10 39012450 2 conbia_41548 2044292500
L3I0F7FL. 00 Cllorfdd in Cllorfda 7266 T2.66 Clloridd z CACHES ZAETIETE. 00
15130520, 00 HHTZ 10 NHTZ TH.55 TH.53 NHTZ s FCAL1GE Z2421TEE. 00
1731125400 \IH in VIH 95,35 A5 4 35 VIH 2 UIN ZZE0EZE0.00
17434252, 00 FCR1166 1o FCA1166 110.52 110.52 FCAL1GE 2 HHTZ 24443260, 00
18469612, 00 CRCHEZ 1o CRACHEZ 12263 12265 CACHEZ z Clbor$49 2612611400
20370976, 00 contig B34E03 io comtig_BS4E05 127.17 127.17 comtig BE4E03 2 FA012430 ITEEZATE . 00
2LEI295E. 00 contig #0555 in contig_40555 141.29 141,24 comtig_40555 z contig 38227 ZEEELTE. 00
22656515, 00 EHI1 1o FCASSY 160,41 160,41 FCASSS 2 SBEIETADE 28610492, 00
24914 138. 00 FCRSSY 10 EHI1 169,65 169,65 EHIi z GATAS 0812516, 00
26340300, 00 contig 41516 io contig_41545 191.54 191.54 comtia 41545 2 contia 37636 31595974 00
2EEAGITL. 00 contig #1545 in contig_4+1516 195.21 195,21 contia_41516 2 contig 37579 31985545, 00
S0389150. 00 conbig 42055 1o comtig_ 42055 220,13 220.13 comtig 42055 2 ILZRA 327ATEA0.00
F1597612. 00 FCASE1 1o FCASEL 23257 23357 FLASGEL z Fo.26434 FS0153964. 00
IF03Y2TE. 00 FCASE0 io ITEEL 231.65 231.65 ITEEL 2 ZA014767 4055156, 00
FEZIAFILL00 IT&EL in FCAGED 23620 236,20 FCASEND z contig_3BASn 3434TE4E . 00
FFIH0I04 . 00 CRER in CREM JEE. A3 2EE. 9% CREM 2 contia_GREHE FEIEEFO0. 00
FEAZ01TL. 00 contig 43026 1 contia 43026 2EE.30 EE. 30 contia_d3026 3 contia BIEEAI0 FTOGTEED. 00
. comtig_BAG03S 2E3.99 283,99 combig_BAG03E i Cont19, nanny
contia 559915 291.57 291,57 contia_S59915 59
9060215 299, 06 2949, 06 9060215 H
FEAT4TEN 301.47 301,47 IBAT4TEN
contia_TAS10 331,51 331,31 contia_TAS10
contia_§0395 340,55 340,55 contia_S0395
FCA3SE 352,77 352,77 FLASSE
NTF3 350,65 359,65 NTF3
UHF 361.87 361,87 UHF
THFRSF 1A 65,74 65 T4 THFRSF 1A
co9 375.25 375,28 coa
GAPDH 374,40 374,40 GAPDH
TRPI1 375.51 375,51 TRIL
cod 2451 352451 it
contia_S05629 401.47 401,47 contia_S05629
contia 81238 415,47 415,47 contia_S1238
o - CEDA 436,16 436, 16 CEOA
= COKN1E 447,66 447,66 COKN1E
’ contia_S2056 452,05 452, 05 cont ia_§2 056
4 : 38010218 454,25 454,25 39010218
: contia 82548 456,45 456,45 contia_S2548
Ml contia_B47623 450,61 450,61 contia_B47623
ke IAFF 494,53 494,53 IAFF
el contia_ga721 E24 .62 E24,62 contia_8a721
" contia_B45035 E36. 04 S36. 04 contia_B45035
£ i tiHem PTHLH 535,23 535,23 PTHLH [
- FCASES S42.65 542,65 FLASES
a3 contia_B45385 E40. 64 S48, 64 contia_B45385 3
SE i . contia 85770 EEG.B2 EEE. 62 contia_S85TT0
ot i ot contia_SE4249 555,82 555,52 contia_S6429
) s 39035115 S61.02 561, 02 39035115 C
! i % contia_SET92 570,14 570,14 contia_SET92
; e s FCAL167T 545, 14 595, 14 FCAL1GT
c Pl FORBSS G203 G231 FCAGSS co g
rer % coLzAl 632425 B32.25 coLzAl
) ! : : FCAL16E 630,25 639,28 FCAL1GE
b P " B ; TEGT 54,54 B4, 54 TEGT
: ¥ i SLC11AZ BE5.35 BEE. 35 SLC11AZ 595
= contia_S5433 659,55 559,85 contia_S5433
i FCADLG 66,35 G635 FLADLG
2 . 38911755 BEG.ET EEE.ET 38011755
: - HORCE BEE. 52 G652 HOHCE
~ ) contia_g§55549 675,94 575,94 contia_S5559 ;
sl ? . i = COGE3 6E%. 05 GE3. 05 COG3 U (6 7% 3 L ]
5 " : ’ RPL41 BE5.25 B&E. 25 RPL41 101 RPL41 S41ETI0. 00
T i NACA B&T.51 E&7.51 NACA 10 NACA EZIOAE. 00
. | — . e FCA116% 692, 03 B2, 03 FCAL164 i FEA1169 FS03T474 00
: p - s FCASET Tol.30 Fo1.30 FLASET 10 FLASET F2EIEEE. 00
. FCASEG Ti0.649 Ti0.649 FAZGd i1 FLASES HESE1E4. 00
i £ . " FCASES T17.67 T17.67 FCASES 10 FAZEE 102B24EE . 00
4 i - = IFNG TI9.42 T29.42 IFNG i FEASHS 1253770444 00
A s - E FCANS1 T41.46 T41.46 FLANS1 10 FEAUE] 12851359, 00
- i - FCA1170 T45.77 T45.77 FCAL170 101 FEAL170 1B07EEE. 00
, ol | P - ¥ FCASES T4, 05 T4, IS FCASGE 10 IFHG 15501866 00
i i | - T - FCA D44 755,73 755,73 FLCA D44 i HOHZ L3AZ0595 . 00
. | . 2 / > FCA1171 TT0.TT FT0.77 FCAL171 10 FLA44 15200317 . 00
- ; i - 3 ; contia 81519 775.57 TTE.ET contia 31519 i1 FLASGE 15961550, 00
n 5 g = FCASEE TEN.36 TE0. 36 FCASGE 10 contia 91519 17 ISE146. 00
; ~ '_ AT HOHZ 70,20 0. 20 HDHZ i FER1171 15175416, 00
s Pt g contia_92193 511.17 511.17 contia_ 92193 10 comtia 251526 18G4 EEEE, 00
- i : 39095556 515,52 515,52 39095556 101 0504370, 00
- 2 - - FANSEIET 515,74 S15.74 0EEIET 10 222191000
i - : A contia_93304 515.2¢ S15.24 contia_93304 i 2511657200
a ) — E contia_B3572 522,95 522,95 contia_ 93572 10 L 0
” i E £ =t 3014201 525,57 525,37 39014201 i1 24504 058 . 00
=1 1 = - = - i contia 93557 532,59 532,89 contia_ U357 10 contia_ 250311 ZESTAZ00. 00
) i = ¥ FCA1172 40,16 S40. 16 FCAL172 i HDUFAE ZE547EI6. 00
; % 3 g FCRBSZ S4d¢,92 ) G4, 92 FLABSZ 10 FLAGE D T52212.00
; ! KITLE 240,63 : 249, 65 KITLG 10 FCASTN 2ANZESTR. 00
i J - 2 . FCAZ10 261,85 S61.85 FCAZL0 10 Fo. 40342 ZAFATOE. 00
! i > - 7 contia_95727 572.16 572, 16 contia_ 95727 i T=T FOSEA9EE. 00
1 i E - ; X contia_95574 ET4.62 J E74.62 contia_95574 10 FEASZN 31626350, 00
FaEDL 2 FCA1173 579.54 ; 579,54 FCAL173 10 FCA2E2 21800500
; ; < g ~ contia_B51585 87,05 ; SE7. 05 contia_B5 1585 10 TIHFS IETES 16400
i T - ¢ FLASED 559,55 : 559,55 FLASES i 307474 F4EE5352. 00
= - - - F FCA1ST F97.55 : 597,35 FLALET 10 FGALLTS 35117512, 00
- z A contia_BES01 307,54 : 07,84 contia BES01 10 SA022574 FEEE (2G4 00
: - : o FCA1174 330,13 : B30, 13 FCAL174 10 GEAGEERE FEATAT12. 00
] - : contia_B51511 52,110 352,10 contia_B51511 10 SEATIEEN SFIZEE16. 00
- 5 contig_A7329 64 . 96 A6d . 96 contig_ Q7329 15 coptlg 2 1Y 217 Ek1%94, 00
EATIEE0 972,47 372,47 SERTIEIN 15 SANGSERE 22447816 00
IEURSEDE 374,91 a74,91 IEBLESDE 15 SANSEIET ZEETEITZ. 00
FANZ2ITH 7735 7735 3022574 15 conkia 93504 ZE4S00F0. 00
FCA117S FE2.2T 2,27 FCAL1TS 15 contia 93572 ZFETIE40. 00
3R0TE474 357,158 357, 18 39079474 15 sani4z01 ZENFAEIE. 00
4 TIHPS G539 BEE, 30 TIHPS 15 contia B3E5T 2AZTAZ00. 00
FCRZS2 59,59 359,59 FLAZ32 15 FCR1172 FOEE5IEE. 00
FCRS20 392,00 392, 00 FLASZO 15 FLABSE 317TRTSZ. 00
1 TET 94,41 G094, 41 TET 15 KITLG F2EIRETE. 00
1] Fe.40342 396, 59 96, 59 Fo.d0342 15 FEAZLN 3421271200
2 1 FLASTY 399,36 3949, 36 FLASTO 15 FCR1173 01515200
& 3 1 1 FCR4ED 1001.74 1001.74 FLA4ED 15 contia 95574 SEEZIZ0E. 00
1 NDUFAE 1004.13 1004,13 NDUFAE 15 conbis 7 STEIRET2. 00
1853381 : 4 contia_2E0311 100651 1006.51 contia 250511 15 FA1E7 SEAAVE0. 00
7 ) 1 FCADES 101123 101123 FLADES 15 FECRSES 395114858, 00
5 : 1 FCATSE 1025.54 10235.54 FLATSE 15 contia B51595 40114104, 00
FCAL05E 102,58 102,58 FCAL0SE 15 FCA1174 407ET 04600
contia 479585 1035.22 1035.22 contia_479555 15 contia B6E01 4212058000
474 FA004016 1035,52 103552 3004016 15 conbia 85151 $33F412. 00
contia 251525 1040.17 1040.17 contia_251525 15 contia 97329 446 T4E5E. 00




Position Marker Human Chromosome Marker Position
A T T TR T T contia_n .00
17116EE.. 00 GHE1 a GHE1 S.29
242972400 conkia_BO7E3E0 il contig_B07S30 10,95
FEEOG 02, 00 FCASTS 1 FCASTS 15.67
SRE090Z. 00 conkia_70l 1 contig_FOl 19,10
BEZTETO. 00 SA045 06T a FA045067 27 .69
FrI0EEZ. 00 FCA117Y 1 FCAL1177 SE.27
S54595T .00 ENO1 1 ENO1 S0 96
1005475300 UEE4E 1 UEE4E B2.7¢
1141006500 FCA11749 a FCAL11749 BE. TS
1154011100 HFPFA il HFPA T0. T
15379265200 ZA03652E 1 FA0Ne525 T3. 75
14 0345356, 00 FCAL117E 1 contig 2155 S0.ET
1469529900 contia_2155 a FCAL17E §3.91
16EET25.. 00 Fc. 25129 1 Feco 25129 95, 09
15555244. 00 conkia_2750 1 contig_2750 101.70
20544666, 10 conkia_ 3234 1 contig_ 3234 115.4%9
2500505500 FCRSTY a FCRSTT 122.47
2449331200 contia 3861 il conbig 3861 151,66
2651707200 cos2 1 cos2 154.75
26714764, 00 FCAST4 1 FCAST4 15750
2T07156E. 00 FCASTE a FCRSTE 140,79
2781477200 FiGR 1 FCAL11E1 145,77
2532066000 FCA11S1 1 FiGR 145. 17
2543547500 SA0E0 164 1 Fane0ied 152,596
S1147552.00 SA0E0590 a FA0e 0590 171.24
1890836, 00 CoOL1eAl il coLieAl 174. 14
SE015425. 00 “YARE 1 YARS 1535. 12
S102372.00 LOC127540 1 LOG127540 159.25
So425E04. 00 GJA4 a 5.JA4 195.52
SEETEEEY . 00 contia_B243574 1 contig_B243574 185,71
SE20TETE. 00 051978 i FAnE1978 205,15
S9155620.00 contig 5975 1 contig _S975E 211.65
F0310564. 00 CAF1 al CAP1 214.64
126645200 FCRAETS il FCASTA 224,12
FEOT22E2.00 conkia_BT7T70 i conkig _BTT0 259,59
A5 005352.00 KIF2C 1 KIF2C 255.54
5552 144. 00 TESKZ al TESKZ 261.59
47261544, 00 contia_T43E 1 contig_T43E 270,85
FEEIT 00000 HH_018073 i HH_nia0?3 27385
S035eS12.00 9056492 1 9036492 S05.29
S1505255. 00 HH_014572 al NH_0143572 H514.55
B4 132464, 00 oIni il contig _SYEE 24,19
BEEOTA524. 00 conkia 8735 i DIoi F27.29
S6419096. 00 9025547 1 FA025547 3539.91
STSMESE. 00 conkia 9225 al conkig_9225 S42.55
43601200 contiq 9553 1 contig 9553 F51.83
BOANE 0SS 00 FCASTS i FCASTE FET.TR
B2228516.00 S5952 165 1 5952165 F635.61
431150500 conkia_10592 al contig_10592 G757
BRESAN4E. 00 LEFR il LEPR FE5.12
BEEI1AZ20. 00 FCAL1ES i FCAliss F91.49
BS54 17250.00 S90567aT 1 9056797 401,035
BAZ9925 0. 00 SANGEEA1 al 9055561 404, 14
TOEAET2. 00 HWH_0047ES 1 NH_nn47es 407 26
T1288252.00 PTGERS i PTGERS 413.71
FE01240.00 San1isdq 1 39011549 426,65
FETEL016. 00 FTGFR al PTGFR 444,91
S1EEEEZ2. 00 contia_B2ETTT il contig _B2ETTT 450,31
SEETA104. 00 contia_14103 i contig_14103 455,71
S40ESES0. 00 90554035 1 FA0554 035 455,59
SR5153565. 00 SE9eR 149 al 5986149 4EE .90
9199144, 00 conkia _B271TE 1 contig _B2T717E 475,22
Q018749600 FCA?ET? 1 FCATST 450,37
G ESESEN. 0D AECDS 1 AECDS 455, 14
Qe512925. 00 FCATSS al FCATSE 494,79
HEAS0EE0. 00 FCRZE49 1 FCAZE9 S01.44
QFI0ES1E.. 00 FCAL118E i FCALl1ES B03.92
951539544, 00 conkia_ 16673 1 contig_lBBTS S09.00
HEE2IHE0.00 SANS2 16T al FANE2163 214,07
HAS05 045, 00 FCA1156 1 FCAllSE 524,54
101475136, 0 EDG1 1 EDG1 BE31.80
102569304, 0 conki1a_17479 1 contig_17479 24705
104255096, 0 conkia_B27927 al contig_17596 SoE.T0
1063517424, 0 contia_17596 1 contig_B27927 SEE .45
107752580, 0 FCA11E7 i FCA11&7 BE1.45
109036304, 0 FCRASE1 1 FCASS1 SE6.20
109947240, 0 GMATZ al GMATZ2 S95.54
111544255, 0 ADORAS 1 ADORAS BO7 .54
1131424580, 0 contia_ 18962 1 contig_15962 B25.42
115045616, 0 HRRAS 1 HRAS BET .55
115630554, 0 HiGF al NiGF B45.65
117095624, 0 ch2 1 chz Bo9.6T
119851336, 0 HEOZEL i HEDSEL E7S .40
1435608725, 0 conkia_ 20150 1 FCA290 B&d .65
144123540, 0 conkia_20253 al GJAS Bi5E .S
1457105120 FCRZ90 1 contig_ 20150 BAS.T0
145546704, 0 GJAS 1 contig_ 20253 704,57
1454554352.0 ANPS2ZE 1 ANF3S2E Ti15.52
145516469, 0 HACL1 al HCL1 T25.10
149256272, 0 FARGSA 1 FAAGSA T25.25
1501795344 . 0 conkia_20919 1 conkig_ 20919 734,19
151145240, 0 conkia 21010 1 contig_21010 Ta5. 70
contig_ 210905 TTS et
FCASSS TAS.20
PROC G306
conkig_ 210169 G449 .46
39045129 GY6.55
FCATS9 GE5. T
contig 209702 -1-C 39
conkig 208137 ANS 60
FCASS4 A05. 00
contig_GBS4720 921.55
contig 2085695 31, 05
FCAS4S adn.50
contig 205055 42,50
FCAL1GE 952. 11
FCA11&9 1030,.55
FCAT40 1057.20
FCASSS 1051.50
contig_ 207569 1091.95
FCALlian 111505
CHGRY4 1152, 02
FCA1191 11549.57
conkig_ 212579 1167 .64
FCA293 1175.19
conkig_ 213024 118530
FCA279 1199.41
contig_ 2135447 1202.14
contig_ 213903 1210.7%
conbig_ 214295 1213.54
C2orf25 1227.99
contig_ 214556 1259.10
contig 215125 1247 .39
FCALTS 125288
FCASSE 1267.69
contkig_ 216271 1275.40
contig_21EEET 1252.19
conkig_BE7139 1285.21
FCA11492 1294.235
contig_ 217476 1502.67
FCASTS 1507 .95
LOG253782 1515.29
GADO1 15321.58
FCASST 1524.52
CHRHAL 1555.11
PRERA 15342, 09
39091956 1547.96
contig_ 221055 1359.52
FA015925 1562.65
INPP1 15371.11
FCAS44 15379.40
FCASSS 155500
contig 222756 1567 .76
HEPD1 1402.91
EZH1 14 14.495
cO2s 1450,.43
CTLAR4 1456, 26
FCASE9 1454 .52
FCA245 14635.50
FEATNSES 1469,13
contig_B90Z16 1475.12
FE952 04 1451, 058
FCA11495 14490.13
DHMPEF 1501.9%
PARS 1526.59
FCAG43 1535.37
FCASE4 1547.56
FEA99163 1555.56
FCARGES 1559.59
TRIP1Z2 1562.24
HiCL 1565, 05
FCAS90 1567.92
FCRS91 1570.76
FCAL1196 157560
FEaE5a14 1576 .44
FCA11497 1555.29
9051999 1605.49
contig 230916 1617.90
AGHT 162586
contig_ 231174 1626.70

Position Marker Dog Chromosome Marker Position
0,00 comtia_n T FeRiins Tr i ad. 00
G.29 GNE1 5 LEFR 4TEA 0096, 00
10,98 contia_BOTSI0 5 contia_10592 43115544 .00
13.67 FCASTS 5 35952 165 S1064172. 00
18,10 comtia_701 5 FCASTS 52212736, 00
27 .69 FH045067 5 contig 8565 S35ATOTE. 00
36.27 FCA1177 5 contia 8225 5525454, 00
S0.96 ENO1 5 FANZ5F4T SR264464 . 00
62,74 UBE4E 5 contia 5738 ETIIE260. 00
6. 75 FCA1179 5 0Ini SE0G3TE0. 00
70,76 NFPFA 5 contia_i 5A141236. 00
74,75 FA0I652E 5 GHE1 SATES 036, 00
B0.67 contia_2155 5 contia_BOTE30 GOSTLEZE. 00
E5.91 FCAL17E 5 FCAGTS G1E16040, 00
95,09 Fo.251249 5 contia_701 GREETEIR. 00
101.70 contia_2750 5 A4S 067 G346 0552. 00
113.49 contia_B254 5 FCAL1TT 64394024, 00
122.47 FCAGTT 5 ENO1 BE2AATSE. 00
151,66 contia 5861 B BEISEE20. 01
134,73 cosz : .
157,580 FCASTH
140,79 FCAGTE
143,77 FCA1181 7 1]
145,17 FGR 2 T
152.56 FO06 0164 0
171.24 FH060580
174. 14 COL1EA1 7 1]
183, 12 YRS 2 1
159,23 LOC127540 1]
185,52 GJA4
198,71 contia_B24aTd 7 i
205, 18 39051975 2 T
211.65 contia 5973 1]
214,64 CAP1
224,12 FCAZTE 2 i
259,59 contia G770 2 1
255,54 KIF2G 1]
261,59 TESK2 2 FCAL179
270,83 contia_T435 15 cantig_brLrl 5
273,58 WH_i 18073 15 FCASTE 4345915, 00
305,29 FA036492 15 CAP1 S512546, 10
314,53 NH_014372 15 contia 597 GESZE4, 00
324,19 contia 5738 15 FA051975 TE14575. 010
327.29 oIoi 15 contia B24374 FHIIT2I. 00
339,91 FAOZEF47 15 GIR 10177006, 00
342,58 comtia 8225 15 LOG12 7540 10926792, 00
351,53 contia 8583 15 NH_014372 12964454, 00
357.72 FCASTS 15 FANGE4E2 13870925, 00
F63.61 35852165 15 NH_i13073 15463516, 00
FTE. T4 comtia_10582 15 contia_7435 1E548525, 00
385, 12 LEFR 15 TESK2 17ETEESE. 00
391,49 FCAL1G3 15 KIFZC 15563450, 010
401,03 FHOEETAT 3 [ [0 g 2ch g R
404, 14 FA03E5361 6 FCAGE 1 4B 0G4EED, 00
407,26 NH_il 04755 & FCA11&T 47195616, 00
413.71 FTEERS [ contia_ 17596 43416350, 00
426,65 3011549 G contig_BITAZT 4AEGETAG. 00
44,81 PTEFR G contia_ 17479 51072036, 00
450,51 contia BIETTT & EDE1 S184E556. 00
455,71 comtia_14103 [ FCAL146 E3E42636 . 00
455,39 FA0FEH 05 G FANEZ1ES S43TA5TE. 00
466,91 FEH6E149 6 contia_1BETH S4E49E32. 00
475,22 contia B27175 & FCA11E5 BEE2452E. 00
430,57 FCA7S? [ FCAZED EEEE54E0. 00
453, 14 ABCOS G FCATSE SEOBLEE 0. 00
494,79 FCATSE G RECDS STTASTE, 00
501,44 FCAZEE & FCATST G17F5TE. 00
£03.92 FCA1185 [ contia B2TITS GRS 1H152. 00
S04, 00 contia 16673 G FEA6E 148 BES 10524, 00
£14. 07 F9052163 G FR0FE403 GTOFE40, 00
524,54 FCAL 166 & contia_14103 BTITEEE N, 00
£31.5810 EDiE1 [ contia BIETTT GA145E04. 00
S47. 05 contia_17472 G PTEFR 71519440, 00
556,710 comtia_17596 G FR011548 TEOST432. 00
56, 45 contia_B2TEIT & PTEERS TEEAT104. 00
£51.45 FCA1187 [ HH_004765 TES4 0400, 00
586,21 FCASE1 G FA0FEIE1 TASZEAEE. 00
595,54 GNAT2 6 3303677 SOLTHE04. 00
G07.54 ADORAS ' {51 ; BIvE
B2E.42 contia_18962
63738 HRAS 7
G, 65 NGF i
B59.67 oz
673,41 HED3ZE1
G54 .65 FCAZEN
656,54 GJIAE
695,71 contia_20180 i
704,57 contia_20253
713.82 ANP32E
723,10 HCL1
725,25 FRMGSA
734,19 contia_20919 3_1
745,710 contia_z1010 DR Aa7E176 0
TTE.46 comtia_210805 ] T E CW UL TNEaar L0, 00
TG 21 FCAGES 149 FUAGES 24115402, 00
E310.96 PROC 19 FROC 261905365 00
G449, 46 contia_21016%9 i@ contia_ 210169 2FEAEEAT. 00
E76.58 39045129 149 FAN45129 2EEEA256. 00
G35, 75 FCATSE 19 FCATSY 20TH0T4. 00
&94.67 contia 208702 19 contia_ 208702 ZHEE 0552, 00
F03.60 contia_209137 T 19 FoA113S 1299294 00
205, 00 FCAGE+ ———— 149 contig 209137 FERERGAEE. 00
921,58 comtia_BE4TI0 =— 19 FrAGEY F341T2TL. 00
a3 1. 08 contia_2 05645 — 19 contia BEFTZ0 F44 11676 00
240,510 FCAT4S = i@ conbia_20HE9E FS24EEN0. 00
42,810 contia_205035 = 149 FCAZ43 FEAM04E 0. 00
a52. 11 FCA116E = 19 contia 206035 ATE2FEE0. 00
1030.55 FCA1159 pre—— 19 contia_20TEGS FEIE5296. 00
1057210 FCAT40 = = 19 FCAZES FEEE4TI4. 00
105150 FCASES —————. 149 FCA1153 FHETEE40. 00
1091.95 contia 207569 — 19 FTAT4N 40529524, 00
1113. 05 FCAL180 — 19 CHCR 41595504, 00
113202 CHOR == i@ FCALian 4322979200
1159.87 FCAL181 S 149 FCAZE3 44520765, 00
1167 .64 contia 212879 = 19 FCA1191 45167192, 00
1175. 19 FCAZES = 19 contia 212879 46041796 00
115530 contia_213024 19 contia_ 213024 47811704 00
1199.41 FCAZTE 149 contig_ 213447 4BEGSEE 0. 00
1202 14 combia 215447 =— 19 FCAZTY S10G2424. 00
1210.75 contia 215905 19 contia 215905 E1547420. 00
1219.54 contia_214293 i@ conbia_214295 S3334504. 00
1227.99 CZord2s 149 CZorf25 54176372, 00
1239, 10 contia_214536 14 contia 214836 557 166G, 11
1247.59 cortia 215128 e, Y= LB/ SR 711 74P T
125255 FCAL7S 36 FCA1TS FEEEAES.
1267 .69 FCASEE 36 FCAGEE BETSRAT. 00
1275410 comtia_216271 36 contia 216271 FRHEHET . 00
1282. 19 contia_21R56T 36 contia_2 1GB5GT DB 1BT2E, 010
1285.21 contia_BE7139 T6 contia BET139 10894475, 00
1294.23 FCAL182 36 FCA1192 12021958, 00
130267 comtia_217476 36 contia 217476 136 07047, 00
1507 .95 FCASTS 36 FCASTS 15374771, 00
151529 LOC2E5752 36 LOCZS37E2 1EEZ2 066, 01
1321.55 GAD1 36 GAOT 1E5RAZHE. 00
152432 FCASST 36 FCAZET 19735476, 00
1533, 11 CHRNAL 36 CHRAA L 21751566, 00
154209 PRERA T6 FRERRA IE0GEEE4. 00
1347 .96 39091936 36 FA091956 2E2ETIGE. 00
1359.582 comtia_221055 36 contia 221058 2ATALHDE, 00
1362 .65 FH015825 36 FAN15925 F1241270. 00
1571.11 INPPL
1379.40 FCAS44
15385, 00 FCASSE
1567 .75 contia 222786
1402.91 HEPDL
1414.95 BZH1
143045 CD2E
1436 26 CTLA%

1454.52 FCAZSE

1463310 FCAZ4S

1469, 13 35870555

1475, 12 contia_BA0216

145105 35895204

149013 FCAL195

1501.95 DNPEP

152659 PRRS

153537 FCAG4E

1547 .36 FCAZE+ =

1553, 36 35999163 =

155939 FCRGEH Ll G A

1562, 24 TRIP1Z B T IR

1565, 05 WL 3

1567 .92 FCASEN = : 153 |

1570.76 FoAEE1 -

1575610 FCAL186 B

1576 44 35955914 3

155529 FCAL187 = :

160G .49 F9051999 -

1617490 contia 230916 B i
162386 AGHT 3 G000
1626710 contia_231174 B - 231174 HIGSTE D




Position Marker Human Chromosome Marker Position
fopaci-rnna 13 5 PRHTZ .00
16453551900 contig_S45472 FCASES 2a 55
1716459200 FCAL1199 FCAS92 21.11
1515835000 FCALZ200 SANE3E1E 31.85
15422722.00 FCRASES contia_ 2946405 37.29
1932114400 FCAS9S conkiq_B95E49 42,98
2000505200 contig_ 242452 SA00T2EE 45,65
21292644 .00 FCAS94 FCAS9: E1.32
21292652, 00 HCAR2 FCA11495 55,96
2250955500 FCAS9E SO BT .35
24059424 .00 contig_243114 C2lor+54 G765
2E1TE2E4 .00 AFF FCAGSS 97,29
27542540, 00 contig_BA5042 contia_Ba50d2 101.55
29547745 00 FCAGSE AFPF 105,71
F2E9TE42. 00 C2ilorf5a contia_243114 117.94
FEET1425.00 SOM FCAS94 151.97
F5095152. 00 FCAL1195 FCAS9E 146, 05
FPTREAGZ. 00 FCAS9S HZARZ 145,54
F9z04540, 00 FA00T22E FCA1z00 165, 0&
40174012, 010 contig_B95E49 FCAS9E 175.11
42216465, 00 contia_ 246405 FCAS4S 1749.67
447 T2T50,. 00 FANRGE1T conkiqa_242452 156.94
45445596, 00 FCRSE2 FCA114949 200,51
464 0321200 FCASES conkia_ 5485472 210,23
46909155, 00 PRHT2 HRIF1 222.05
% contiq _S965T0 224,29
contiq 2652649 225,56
FCAS97 251,53
FCR1201 255.65
conkia_2B5TEN 285, 76
FCAS9S 2B5.57
FCAS99 27598
GEE1 292,54
FCRE0D S05.25
FCA901 S15.22
F164 SE0.48
SA052 059 45,12
FCASTE S52.91
conkia_S95029 Sh2.59
FCAN4S o1 LR
FCAD04 00,25
FCROTT 407 .45
conkia_702519 414,55
cohtiq_2E935EE 419, 26
SA0TATES 421,54
S907TT2d 355,52
SA012575 452. 59
SA0E0158 4549, 96
conkia_ 595255 464,70
FCA9OS 69, 56
SLCE5AS 351.29
OROZ S04,12
GAP43 B05.83
FCR1202 521.52
conkia_27¥2514 554,20
COEn EEZ.EE
FCALZ203 BE0.62
contia 272506 57¥7.49
COSE 556 .45
FCA453 L L el
FCAD0E B07.22
TFRL: 639,77
Sa0117149 B45,. 55
contig_T039355 BE0, 52
contia_ 286146 F07.09
39015451 TaE.T2
cohtia 235565 0. 09
contig_S599604 S30.22
SA0294749 S32.46
25T S56. 54
DiGKG S45. 75
FLJ111495 Sed.61
contia 707246 SEE.S1
FCRA1204 S75.56
FCZALZ20% S75.79
FCAG0ES S95. 01
FCA303 597 .65
contia_TOEES0 a0a.57
contia_YO0ES2S 914,12
SLC2AZ 925.76
FCA424 939,87
FCR1207 951.65
EZHE g, 69
FCAG10 975.59
FCA911 BETLE0
IL1z2A 1022.10
FCA912 151,935
contig 278555 1055.52
FCALZ209 1044.71
FCR310 1065.49
FCA913 106750
cP 107010
contia_27726E 1054.47
contia 276927 1091.29
contia_2TVEESS 1095, 56
contia_T704745 Lio0. 435
RASAZ 1107.29
ACPLZ2 1iil.86 )
FCR914 1116.359
PCCE 1150.55
contia_ 2750535 115504
TF 1147.94
FCR91S 1155.44
S9047901 1162.94
011832 1170.43
FCAL117 1172.561
contia_ 274155 1174.01
contia_254551 1175.21
DAZL 1177.70
contia_B95 085 1ign.1a
contia_ 254405 1152.65
SA0107435 1190.17
contia_ 2553516 119267
FCA1214 1185.17
9045007 1197.67
contia_B95525 1200, 15
RARE 1205. 14
contia_ 795411 1204.98
FCAN4S 1214.59
contia_S43455 1222.47 i
contig_IEEGTE 1230, 16 i
TGFER2 1235, 15 ¥
FCA1210 1240. 135
FCA1211 1247.79
SEIATAIE 1250.29
contia_ 2585973 12E5.52
contig 255950 1256.52
FCA916 1255.12
FCAL1213 12635.25
SA091213 126567
contia_ 2554535 126545
SA0LTE6E 1z71.10
S5911456 1275.75
SA0T956ET 127636
contia 255065 1251.64
GLE1 1254.21
AEHDS 1256.75
SE99057 1259, 26
FCR1212 1296 .95
GORASF1 150204

Position Marker Dog Chromosome Marker Position
.00 FRHTZ Fied 5ol 5 T
2.58 FLASES FCA0L E4TE004, 00
21.11 FLRAGE2 FCASON TAETEESL 00
G188 FHOEEE1E GEE1 G747147.00
57249 contig_ 246405 FCASDS A1FE0E1. 00
42,95 contig_LESE4d FLASDE 203671, 00
45 65 FR00TIEE FoA1zod BEF0G4d. 00
51,52 FLAGHS contia_ZEETED 11554355, (i
) FCA1195 FCAGET 13115162, 00
57,35 SON contia_ 265269 1563579, 00
37.66 C2lorfSe contia 596570 14027504, 000
G2 FLAGSE NRIF1 14BEHEE2, 00
101,58 contig_BAS042 contig_S4E472 15034544, 00
105.71 AFF FCAL1%94 16603945, (0
11794 contig_l43114 FCA1Z00 17500116, 00
151,97 FLAgad FLAGEE 17491682, 00
146, 08 FCAGHE FCAS43 18245972, 10
145,54 WCAHZ contia_ 242452 18554976, 00
1635 06 FCA1200 HCARZ 19825210, 00
175.11 FLAGHS FCAGDE 21501456, 00
179,67 FCAS43S FCAGDY 21474190, 00
186,54 contig_l42452 contia_ 243114 22464426, 00
.G FCA1194 ARF ZAFBATOZ. 00
210,25 contig_G4E472 contia_BES 042 IEETE14E. 00
222,05 NRIP1 FCABSE 2TTANZEE. 00
224,29 contig_SEGITH C21loré59 0313854, 00
328,66 contig_ 26526 SON 1215842, 00
251,53 FLAGHT FCA1195 2301152, 00
255,65 FoR1201 FCAGDS FARIEEHE. 00
263,76 contig_RESTEN FO007I2E SENSS160. 00
268467 FLAGSE contig_B9564% SBEBTIEE. 00
27505 FLASES contia 46405 FERES40E. 00
282,54 GEEL FROE3E 1T 40617750, 00
H05.25 FCAANN FCAGE2 41113952, 00
315.22 FCAA01 FCASES 41535172, 00
EE .45 Fie4 PRHTZ AZZOEE N0, 00
Gd5.12 FH05205%9 X R AT
552,91 FCASTE
362649 contig_ 586029
5.5 FLANHE
400,25 FRand
407,45 FCAOTT
414,55 contig_70251%

418,26 contig_lEG3EE

421,54 FR0PATES

455,52 IAOTTTIGN

452,54 9012575

CL T FH0E015E

464,70 contig_SEEI5E

468,36 FCAA0S

451.24 SLCISAS

Bt 12 DROS

E05.535 GAP4S

E21.52 FCR1202

ESda 20 contig_272314 ; i

EE5.6G COE0 i

EG0.E2 FoR1205

E77.4% contig_ 2206

E56 .45 COaE6 ;

EHE .52 FLA4ES

G07.22 FCAA0G

E38.7T TFRE

G454 55 9011719

BE0.52 contig_ 705953 ] i

FO7. 049 contig_ 286146 U/RRS2d 0, on

F45.72 3A01545 18 {7548 185, 00

FE0L 09 contig_ 285565 0. 00

SE0.22 contig_ 599604 contia_TO07246

HE2 .46 026479 DGKE

H36.54 oET 2E07 1494, 00

845,75 DEKE 239808244 00

b6 1 FLJ11185 P44 TTTEE. 01

HEELE1 contig 707246 EFREE 04, 0

E75.56 FCA1204 TA1FHSET. 00

375,79 FCAL205 FCAS11 J2GEOTE4. 00

H5. 01 FLAG0E FCASL Fa021514. 00

H87.65 FCAS0S BCHE SEAZNE0E. 00

BOE.5T contig_TOBESN FoAiZ07 FET1E21Z. 00

14,12 contig_70GE23 JEFTALLE L 00

925,76 SLCZAZ FEITHOSEZ. 00

GEELET FlRd24 0177128, 00

B51.65 FCR1207 41924805, 00

EE L6 BCHE 44335050, 00

975,549 FCRa10 FLAS S 445226 15, 01

HET LA FoRa11 i e

1022, 10 ILiZA EEA2E41. 00

1031,93 FCA91Z ET4307E. 00

1058, 52 contig_I78865 E344E5T. 00

1044,71 FCA1209 HAGI040, 00

1065, 44 FCAZ10 A1TEI2A. 00

106780 FLAD1S 10482551, 00

1070, 10 P Fanl1sss L1230053, 00

1054 .47 contig_ 277266 contiga_ 258453 L1513480, 00

1091, 249 contig_2TE92T GORASP1

1095, 56 contig_ 27066 FCA1Z12

110043 contig_ 704745 FCAS1E

1107249 RASAZ FAN012 1% :

1111.86 ACPLZ FoA1213 303502

1116, 349 FCRA14 contig_ISEA50 1FEIEA0L. 0

115065 PLCE contia_ 258973 [HAE99E, 0

11358, 04 contig_ 275053 SERAEDAG LB2OE2 05, 00

1147.94 TF FoAiz1d {e G 0nED, il

1155, 44 FCAA1E TGFERZ 16931054, 00

116294 047901 FCALZ10 17026724, 00

117043 FE011852 contia ZEEATE {TEEE16. 00

117281 FCR117 contia 543458 {AGEAFEA0, (i

1174, 01 contig_ 274153 FCAN4S

1175.21 contia_ 2545561 coptia_Ta5411

1177.70 DAZL RARE 2142

1iE0, 149 contig_GEE 095 contig GASERE IEIETAGE. N0

1152, 65 contig_ 254403 z 3045007 2E110532 200

1190, 17 010743 2 FCA1Z14 FEA1E062, (0

119267 contig_2EE316 25 contia J55516 JEENTAED. 00

11495, 17 FoRiz14 5 Fa01074% ZENTETEE. 00

119767 FA045007 bl contig_TE4EE1 27E4EA52 .00

120015 contig B93525 5 FCA117 PEASE1E0, 00

1205, 14 RARE

1208, 9% contig_TA5411 5 OAZL TRIEZATI, 00

1214, 89 FCAN4S bl contig BES0E 29 3200
; 122247 contig 543455 5 contia_ 254403 0252764, 0

1230, 16 contig_IEEGTE 25 contia_ 274155 SOGATNEE . 00

1235, 15 TEFERZ 3 Fan47901

12410, 13 FCA1210 bl FCAS1E

124774 FoA1z11 25 TF

1250, 249 FEBAEDHE 25 contia_3

1255.62 contig_IEE9TS 5 PCCE FEEIITE. 00

1256, &2 contig_25E950 bl FCAS14 JE4I5E0E. 00

1258, 12 FCAG16 5 ACPLE 40252140, 00

1265, 25 FoR1215 25 RASAZ 404EEEE . 00

1265, &7 FE08121% o5 contia_ 704745 4URRGES D, 0

1265, 45 contig_ 255453 b 42218508 00

127110 FAN1TEEE 25 43135876, 00

1275, 75 6911486 5 4aE0G4ES. 10

1276, 36 FH0PIEET

1251, 64 contig_ 255065 FCASLE JETITESE. 00

1254,21 GLEL P 47064405, 10

1266, 75 AEHOS FCASLN 45156200, 00

1259, 26 FEGAGNST FLAiZng EAZEEE16. 00

1296, 95 FoR1212 contia 2TEEEE S1MFA320. 00

1502, 04 GORASPL FCAS1Z S4ZEIE1E. 00




Position Marker Human Chromosome Marker Position
b5 5 T i 77 11 FoA1Z1S 0.00
A99651. 00 APZAZ 11 HHFS 14.57
2EE RS0, 00 KCHe1 11 HHFPT 26,35
Sisdad2. 00 conkig ETEEE2 i1 contig_F3850 F35.25
Se1E565. 00 FANFE4EE 11 FCRA1217 47 .94
4457192, 00 FCR1226 11 FCA1Z21G 55.17
B203272.010 HEE 11 contig_B45002 L b
SaEE4E ., 00 FCAS4T i1 contia_74647 G5. 02
B108765. 00 FCA1227 11 FCR920 105,15
BF45E11. 00 9161041 11 ACAT1 110,05
415453, 00 14292 11 FCA1220 115.45
GYE4126 . 00 FoAl22E i1 FCAL121E 126,65
FE 14699, 00 contig B4 0561 11 FCA1219 153565
104ES552. 00 FANE2E90 11 IL1S 140,94
Lidd1s4 0,00 FCASSE 11 DROZ2 155,20
15470527 .00 PTH i1 FCA1221 165,25
14939112.00 FLAL230 11 contig_TE126 179.60
15650574 00 FCRASE 11 EUD1S 209,22
LG 04Ea5E. 00 contig_Ed 0597 11 K IAA 0393 221.12
1&224032.00 SAAL i1 FCA19S 225.20
1S37ans2.0n LOHA 11 HZAFX 255.27
19269204, 00 F44a 11 HLL 2537 .44
19901716, 00 Fani0zin 11 Fea 23690 244,37
20444592, 00 contig B 16TE i1 THY'1 251,30
21951645, 00 contig_E1919 11 SPALT 254,12
25967496, 00 FCARSE 11 FCA144 295, 05
2ERENLS2. 00 FCASES 11 PATE 07,24
2EEEAZNE .00 FCAasT i1 FLIZ21103 F05.55
2551037600 FLCAT41 11 FCRA1224 F09.45
29962T12.00 contig _B3295 11 contig_FEE62 F25.29
F021taiz.0n0 FEHE 11 FCAR927T F59.65
F095aTIR,. 00 contig E41752 11 contig_ 79265 6754
S23E5896.00 HT1 11 contig_Fa700 402,54
F2G 05996, 00 FCAS40 11 contig 495796 433,70
445417600 CAT 11 PR 457 . 76
3459751200 FCAS42 11 contig_B44796 474,77
5641236000 FLALSN 11 contig_73404 S05.90
SEETLSGE . 00 RAGZ 11 conkia_ 73323 215,02
FeS1T2TE .00 FCAL1252 11 contia_F3142 522,50
FE226000,.00 FCA239 11 FCA92E 5E31.56
F939a032.00 contig BS05E 11 contig_ 72761 S40.60
4774527200 FANG24ET 11 FCA929 559, 65
54990592, 00 5999420 11 contia_72414 597,74
BEEEXE1R. 0D conbig B 0ES 11 FCA9S1 &0, 09
BOTTF92.00 PGAS 11 contia_SE0551 B20.52
BloleET2. 00 FCA943 11 TR B3d. 43
BL1055692.00 LOG3anz20s 11 FCA122%5 bS5 .44
B2IGE206 .00 ROML 11 FCASS2 BES, 18
B2 15272.00 contig BTTEE 11 contia_SE1055 691,94
BEE2I20, 00 FCA944 11 contig_SE1035 B9, 15
BS54 055R0,. 00 CTEH 11 FCANTE BA5. 75
BEEG2196. 00 SF3E2 11 FCANET T, 84
BEZESS0. 00 contig H45214 11 contig_B43525 Tiz.49%5
BE432320,00 IGHHEPZ 11 FCA1226 T22 .65
TOL27252..00 contig_B59249 11 FCAS4T T29.56
FL455592. 00 contig BA005 11 HEE 739,59
TEET2992.00 FLCAOGY 11 FA03546S Tad .45
Tr2anaFz. 00 contig _SEH1055 11 contig_BA005 T4E .54
TEI1a296.,.00 contig_SE1035 11 FCA1227 T71.59
FTETE4E0,. 00 FCANTE 11 FA014292 7883
TANENATE 00 contig B43523 1i Fal6indi TEl.21
E1915954 .. 00 FCRA9S2 11 FCRA1225 Ta1. 04
5515744 .00 FCAL1225 11 FA0E2590 GOS.70
GEEEG032.00 contig SE0551 11 PTH 511.85
SESE4 N2 00 ™R 1i FCAL1250 G20.00
1546416, 00 FCA3S1 11 contig_B4 0597 G25. 14
25255604 . 00 contia_T72414 11 contig_B40561 GE0.54
A4 TEEESG 00 contig_F2TE1 11 SAA1 H35.02
ARITEE0E. 00 FCAG29 1i LOHA Gd0.45
ASENTTIZ.00 FCA92E 11 Fd449 G435 02
AE4556F2. 00 contia_T3142 11 FCA9SE L
AFENE216. 00 somtig FEERE 11 FCAASS GE5.52
AGEEFA44 .00 contig_FE404 1i Fa010310 G6d. 13
tonilz27od.0 contig _EB44 795 11 contig_Bl6TE GEE.TT
Lo04143512.0 PR 11 contig_G19149 G74. 66
L00E2a7E4. 0 somtig d95THE 11 FCABSE G54, 96
Loli&s2as.0 contig_TiSE0 1i FCAGS9 Sa0.01
101303528520 HHFT 11 FCRA9ST GA7.60
102211744.0 ARFS 11 FCAT41 599,495
10E251252.0 FCAL1215 11 contig_B3298 A2, 35
0340353200 FLA1217 1i FZHE and, 71
10E945EE 0.0 FCA1216 11 HT1 ana. 50
1047594450 contig_E45002 11 conkig_B41752 11,55
LnE21BE28. 0 contig_T4647 11 FCA34 0 16,78
10720853200 FCAG20 1i CAT azd, 26
1075 145532.0 ACAT1 11 FCALSN 945.51
1059105240 FCAL1220 11 FCA942 46, 14
LimdaEnEn. 0 FCAL1219 11 RAG2 45,51
LiloGaa2o.n FCalz1s 1i FCAL1232 51,48
111519556, 0 IL1S 11 FCRA2359 54, 16 i
111775024.0 FCA1221 11 contig_BS 036 AET.50 -
1127555268.0 DROZ 11 FA0E2455 A50,.65
114 0534960 contig TE1ZE 11 8994420 W55, 14
116 125592.0 ELUOLS 11 contig_BT 069 A55.60
116222504, 0 K IARDS99 11 Loc3anzns A95, 77
11755604 0.0 FCA19S 11 FCA945 A5, 25
11781241620 HLL 11 FCA944 100,01
1147004520 H2AF= 11 IGHHEP2 10135.85
113731144 .0 Foa 25890 11 contig_G43214 1015.93
1sTaEni6. 0 THY'1 11 SF3E2 1026.67
122E6E544 .1 FCAld4 11 CTEH 1029,13
124069405, 0 ZPALT 11 contig_BE929 1059.45
1251214000 PATE 11 ROA1 1047, 07
1256575040 FLIZ1103 11 contig_BYT2E 10449,56
12758748040 FCA1224 11 PGAS 1056, 76
125555965..0 contig _TFEEG2 11 contia _ST755E52 1059.95
123277424.0 FCAS27 11 KMl 1064 .55
15314151560 contig TA265 11 AFPZAZ 1077 .40
13384503200 contig _TA700 11 HRAZ 1059, 66

Position Marker Dog Chromosome rMarker Position
0. 00 FCA1Z1S = P S e T e T
14.57 HHF3 3 contia _TA2ES S9ETHL5. 00
26,55 HHFPT -1 FCR92T TA1ETF10. 00
35.23 contig 73550 5 contig_TEEE2 S640515. 00
37 .94 FCR1217 ) FCR1224 9440874, 00
55.17 FCA1z216 3 FLJ21103 1125521%. 00
T0.12 contia_E45002 -1 FATE 11658320, 00
S5.02 contig_ 74647 5 SPALY 12720740, 00
103.13 FCRaz0 ) FCA144 14200855 00
11005 ACAT1 3 THY'1 175 13352. 00
115.48 FCA1220 -1 Fz. 25690 17557006, 00
126,55 FCA1215 5 HZAF 1777255600
133.583 FCR1219 ) HLL 1522072000
14 0.9 IL15 3 FCA19G 15541012, 00
155.20 DRO2 -1 KIAAROE99 197365 04. 00
165.25 FCARiz221 5 EUD1Z 19517656, 00
179.60 contig _TE126 ) contig 76126 21609956, 00
209,22 BUD13 3 DRO2 22741166, 00
221.12 K IAA 0999 -1 FCR1221 2ETETES0. 00
225.20 FCA193 5 IL1S 23995495, 00
235.27 HZAFX ) FCR121& 244 1BE25. 00
23T a4 HLL 3 FCA12149 294919454, 00
244,37 Fo.23690 -1 FCR1220 26212004, 00
251.30 THY1 5 ACATL 2PFTTL2E.00
284,12 SPA1Y ) FCRG20 2FBITOSZ. 00
295 05 FCA144 3 contia 74647 25472144, 00
F07.24 FATE -1 contia_B45002 2HETE224. 00
F05.35 FLJZ21103 5 FCR1Z21G 0454516, 00
S09.45 FCR1224 ) FCR1217 099453200
S23.2% contig_V7EBE2 5 FCALZ1S F1101772. 00
F39.65 FCR927 5 HHPS F2006212.00
367.54 contig 79265 5 HHPY F2199725.00
402454 conbig_7A700 5 combia TIEE0 32732754 00
434.70 contig 495796 | ohh Lg_4a0) SFiTun Sy
457.760 FGR

474,77 contia_E44796

S05.90 contia_T3404

S15.02 contig VLG

S22.510 contig 73142

531.56 FCA92E

S40.60 contig _T27E1

S54.63 FCR929

S97.74 contig 72414

09, 049 FCA931

B20.52 contig _SE0531

B3dad3 TR

BSG.dd FCA1225

BB 1S FCA932

691,94 contig _SE1035

B84, 15 contig _SE103%

BAG. TS FCRO7E

T05.54 FCROGZ

T12.95 contig_B43323

T22aB3 FCA1226

T29.860 FCAR347

TE9.59 HEE

T4 .43 9035465

THE .Gt contig_BA00G

7ri.59 FCA1227

TIGLES Fa014292

Tol.21 9161041

Ta1.04 FCR122&

G0Ga70 FA052390

511.85 PFTH

S20.00 FCA1230

G28.14 contig_B40397

G305 contia_B40561

SE5. 02 SAAL

G4 0.45 LOHA

S43. 02 F4a

GOG.6T FCA93G

S55.82 FCA93S

G644 13 Fa010310

GEE.TT contig BLETE

G74.B6 contig_ 61919

S8d.96 FCARESS

Fa0.01 FCAR939

S97.610 FCRA37

§99.95 FCA741

A02. 33 contig B329E

a04.71 FEHE

909,50 HT1

A11.88 contia_B41752

A16.75 FCAS940

q24.26 CAT

43,51 FCR150

A6 14 FCA942

A45.51 RAG2

a51.45 FCA1232

954,16 FCR239

FETL50 contig_BS036

A5 0.65 FA05 2465

955. 14 5994420

5560 contig BT 06D

FA5. 7T LOC3a02 0

AEG L 2T FCR943

1006. 01 FCA944

1013.585 IGHHEP2

1015.93 contig_B43214

1026.67 SFIEZ

1029.13 CTEW

1039.43 contig_BE9Z29

1047. 07 ROH1

10449.56 cont ig BT72E

1056. 76 PGAS

1059.95 contig _S7S352

1064.55 KCHE 1

1077 .40 AFZAZ

1059.66 HRAS




Position Marker Human Chromosome Marker Position
EE PR P T T ER contia_ 44924 AT
2617220200 contia_ 497360 contig_BI6 165 35.95
4411671200 FCA12:37Y contig_44500 S LT
44 19622000 CHCL1z cantia_ 44239 B0.55
4560410400 conkia 539974 FCA1233 74.58
FEFTESES. 00 contia_BO0S012 35911654 G1.35
75400, 00 conkia_S13055 contig_49970 H2.20
FE009720.00 REFS contia BOSEES 97 .5k
3544258500 conkia 543170 SA052555% 101.54
4904171200 contia_ 434135 CHRHS 106,352
959705 0. 00 FCAL0Y FCANa1 115.26
SN4ET 145,00 CHAT FCA925 119.635
E1RZ17E2. 00 conkia_SA0000 ZP4 123,99
S2520652.00 35911654 35966117 157.74
SE029304,. 00 FCA12:33 LGALSE 159.92
5455472000 contia_442359 FCA2E2 151.40
BE042752.00 conkia_44500 FCAG26 160,59
SF0Se032. 00 contia_B3E 165 FA069545 1649.749
5924017600 conkia_44924 contia_S3526 179,05
59945392500 FCAG4E contig_G32545 199.72
EQ943928. 00 FCAQ4E FCA1254 25510
B0151540.00 FCR47T FCA1235 255 .45
B07249454,. 00 SA0Ie202 FCA462 295 . 04
B42453512.00 EGRZ contig 33463 295,29
BE452444 .00 FCAZES FCAG45 F25.91
BE42T245. 00 FCADG 1 FCAA46 F325.15
BA352216. 00 SA012557 FCA477 FETL 0T
FOIZ0ZE0.00 contia_ #6595 3036202 F51.44
FIZ2EZ00. 00 FCAD47 EGR2 Se2 .54
F2049205.00 FCA94S FCA2ES F69.61
F2adES00n. 00 90519355 FCADS1 374,15
FTE04AETZL 00 contia_B04E359 59012557 F91.56
TH2EETEZL 00 FCASS2 contig_ 46595 F96 .17
FTEI42120.00 PLAL FCA947 405,59
TEA2T925.00 LCL FCA34E 411.04
TRESSE5E. 00 conkia_ 47556 39051935 415 .46
FIEEASES. 00 FCASS1 contig_G0465E 415,90
TEEAZIEE.. 00 FCA1236 FCAGS2 415 .34
SO7I5TE0.00 SEH9RTEEE PLAU 425,27
S22T2E00.00 FCAGS0 UcL 455.67
S4131720.00 cobtia_ 45590 FCA9S51 436,22
SEEG2464 . 00 FCAG449 contia_ 47556 455 .79
S5an0456. 00 GHITH FCAL1236 454,71
S5 0457600 OPH4 55967955 450, 09
BOSTEI2E. 00 cobkia_ 49970 FCAGS N 455 .55
4202296, 00 SEASE264 contig_ 45590 455 .22
asinngds. 00 FCRASSS FCA343 495.51
554264500 conkia_S10155 GHITH 496, 15
AEAETOS0. 00 cobkia 51150 OPH4 435,50
Y5172, 00 FCASET contia GNS012 Enn.e2
52455600 LOCiS929]1 contia_ 515055 S02.44
101146616, 0 GOT1 REP3 504,26
1022587600 SA019545 contia 545170 06,35
102260524, 0 FCAGET contia_43413 514,91
105040205, 0 FCR12355 FCAL107 S20.04
104552272.10 CYP17AL CHAT 527. 75
1055515658, 0 FCASSE contig SA0000 B35 . 06
105571508, 0 Loc1ia%a2 contig SEI9T4 B35 .35
106049965, 0 9055051 FCA123T 546,19
105516555, 0 FCA9SS [ I e} 551.25
10asE7648. 0 FCA12:39 contig_ 497560 BEE.TS
111505544, 0 FLAZEE FCAGSS BE1.37
112409944, 0 9017594 35956264 SE5 .55
112525176. 0 ADRAZA contia_S101335 SE9, 0%
114572952, 0 FCRGES cantig S1150 57425
115793580, 0 ADRE1 FCASST BE5. 13
116611005, 0 contia _S4556 Loc 159291 S57.79
115555976, 0 FCA1Z240 EOT1 291.57
1155949016, 0 FCRA954 33019545 595 .56
121001704, 0 conkia_B39471 FCAGST Eaa, 14
122517920.0 F41 cYP17A1 B07 .42
1249053550, 0 EUES Lociia592 B25.47
126075564, 0 OAT FCA1235 B34, 01
126663312, 0 ZRAME 1 FCAGSE 647 .99
127951596, 0 FCR1242 3055051 BS9.50
125145240, 0 SA01257e FCA49SS BEd . FE
129654725, 0 FCA1245 FCA1239 BEG .90
132650543, 0 SHO0RST2 FCAZEE BYS.01
15343539152.0 contia SE065 FA017394 BET.17
ADRAZA B59 .56
FCRGES B2 .54
ADRE1L Ba5,. 17
FCA124 0 TO0.52
contia_ 54556 TO5.55
FCR354 FO5.39
contig_B39471 F22.0E
Fd1 TaE0.19
BUES T4 .56
0AT To6 . 05
ZRANE 1 764 .ED
FCA1242 TI2. 15
F9012579 FT9.69
FCA1243 Fas.10
FANNEET2 797.94
contig S&06E §12.97

Position Marker Dog Chromosome Marker Position
.00 contia_t4924 = T ST .
55.95 contiga_B3E165 26 contia_B36 165 SEOF1ES0.00
B8 .55 contia 44500 26 comtia_$4500 ZEBEL4EN. 00
6055 contig 44238 26 contia_44239 GE159112.00
74.58 FCA12a% 26 FCAL2ES IR4ELEEE. 00
S1.08 5911654 28 SEaliesd 9903296 00
aE,. 20 contia 48970 26 contig 19970 41685545, 00
A7 .36 contig_BO3EES s ik
101,54 3R0S2E5E
106,52 CHRHS
115,26 FCADE1
119,63 FCA92S
123,949 ZP4
137.74 EUEE11T
139,92 LGALES
151.40 FCAZEZ
160,549 FCAB2E
163,749 3A0GE54E
179, 03 contia_F3528
199,72 contia_Ba2E45
253,10 FCA12a4
28345 FCA1255
293, 04 FCA462
295,29 contia_ 35463
325,91 FCAB4E
328,15 FCAB4E
335,07 FCR477
351,94 036202
362,84 EGRZ
368,61 FCAZES
374,15 FCADE1
391,36 39012557
396, 17 contia 46393
403,59 FCAD4T
411, 04 FCAB4E
413,46 39051955
415,90 contia_G04E33
415,54 FLABS2
423,27 FLAU
433,67 VoL
436,22 FCASS1
435,749 contia 47536
454,71 FCA125E
450, 09 FEAETISE
485,55 FCABS)

485,02 contia 45590

493,51 FCAB4E

496, 13 GHITH

495,50 OPN4

Ei0.62 contia_B0S012

E02.44 contia_S13055

5 04, 26 REF3

06,93 contia_S43170 - Em— ke
E14.91 contia 45413 ; :

520, 04 FCALOT

527,75 CHAT

533, 06 contia_SA0000 7 Lk

E38.55 contia_G5&3974 : e :
545, 19 FCAL257 RS ii
551,25 CHCLAZ " wed 1
EE3. T3 contia 497360 s 2
E61.37 FCABSS i
E63.85 EVEEIE4 g

569, 05 contia 510133

574,25 contia_S51150

£8E., 13 FCASST 5
E&7.74 Lo 15a291 "

591.57 GOTL '

595,36 39019545

£aa, 14 FCASST :

BOT.42 CWPATAL

B23.47 LOC 119592 0
B34, 01 FCA1255 ’

647,94 FCAYSE : ]
BED.30 FA0E5051 -
G6d, 76 FLAYSS ]
G650 FCA1Z59 5
673,01 FCAZEE

BET. 1T 3A017304 3

559 .56 ADRAZA iF

692,54 FCRBES

695, 17 ADRE1 :

To0.52 FCA124 10 £ -_ 4
75,55 contia_S4536 oF ; P
T05.39 FCA9S4 1 3 -
722,05 contia_B39471 i :

TE0. 19 Fa1 z

T4, 36 BUE :
T56. 05 ORT ]
74,60 ZRANEL B

772,15 FCA1242 z

7764 9012579 ;
T95. 10 FCA1Z4% ]
79794 39006872

512,97 contia_ES06E z £



Position Marker Human Chromosome Marker Position
Thrernnne. P S n T CHFR .00
105796052, 0 contia_ 95549 iz conkig_101740 22.54
103249744, 0 ATF2AZ 12 FEAE5E95 29,94
110712650, 0 ALOHZ2 2 contig_GBEZ049 b1
1105110720 HAPKAPES 12 FCA9S9 SE.29
111505200, 0 contia_BS2409 iz 9011701 T7.95
112114568, 0 Cl2ar 52 12 FA0E4a07 a4.79
1142530152, 10 contia_BE2564 iz contig_100750 a4, 16
115666545, 0 SA053 153 12 contig_l00551 95.71
117055504, 0 FEEF1 iz contkig_100521 105.19
1199155240 HHF 1A 12 ATP2A2 112.435
120695250, 0 contia_100521 2 HAPKAFPES 126,63
121256565, 0 conkia_ 100551 12 contig_BS24 09 1535.53
121292672.10 SA054907 iz ALDHZ2 142.55
122280508, 0 contia_100750 12 C12arf52 159.40
123650605, 0 Fa0iivol iz contig_GE2EE4 170,75
124506296, 0 FCA9SS 12 F9055153 177.52
126154250, 0 contia_BSE049 iz FEEFP1 1&51.97
125526E572.0 SEYS5E9E 12 HMF 1A 195,95
129675696, 0 conbkia_101740 2 contig_ 955449 207 .45
151927554, 0 CHFR 12 contig_BE35T 209,63
[ 9041755 221.00
FCR200 222,09
contig_S05235 225.18
GHAZ 229.55
IGLCE 254 .45
FCAS23 239,05
SLEEAL 2435 .66
FCRA2449 250,53
FCA1244 281,73
contig_SETE4S 266, 15
FA0294 26 265,58
FCA1245 270.61
FCA9E1 27744
006550 256 .45
FCA3EN 25563
FCA124& F00.01
contig_247964 F15.96
F9006741 599,72
SLC25A1 F6E .97
contig_247590 7.5
contig _SE52TE 30,15
contig_BA61335 4353777
= contia_172320 455,26
FCAD2E 490,72
5995493 Si1z.10
FCR9G54 541,52
contig_171485 545,35
- FCA9ES 5E5.57
FCR1245 Se2.54
LAAAL 5TB.ET
FCA9ES 59,29
= FCASE9 5497.52
& FCA132 B02.54
i contig_17 0404 B04,52
FCR9E2 B0E.T0
contia_170105 B05.55
contig_172442 B15.27
THE B15.47
contig_BYIE2S B22.13
NP1 BE5.55
FEATO0TES 5k =1
i contig_173492 B4 .45
- FCRETS BT5 .44
COHZ2 BA2. 54
contig_174167 TOE.76
025040 T17.66
contig 175451 T39.67
contig_GT4E30 746 .45
FCA12449 TEE.51
conkiga_17SY5T TeS. 02
Fanes491 Fra.01
contig_17EE30 TEG.29
FCA1250 TA7.52
9065649 G01.97
contig 177545 H11.02
FCRAG S G15.54
contig 177622 G20.05
FCA1251 G26.91
contig 177521 535.81
contig_GTEE26 G42.99
contig_BTS4ET G47.51
FANRS525 Go6.6T
contig_ 175944 70,15
FCR1252 1
FCA1255 G55.57
FCR1254 §95.15
063129 anl. a6
HC4R A20.65
4 FCR221 927.59
FCR12%% A32.22
ECL2 954,51
35974461 941,25
FCR277 a5 0. 56
contig_T99353 61,95
_ contig_132094 6T .56
FCA971 AFE.Te
4 = FCA1256 955,59
FCR12%27 10035.47
FCR1255 1oi0.61
FCRAZ 0 102255
Ci15arfSs 1054.19
FCA12%49 1Lo50.70
FANES 096 1055.26
FCRE2S 1059,.81
FCA12610 1n62.01
contig_ 133055 10e4,.21
FA0TS552 1071.20
MANZAZ 109l 02

D3

IGLS

Position Marker Dog Chromosome rMarker Position
R CHFR 321 BRSO
2.6 contig_101740 contia_101740 4575016, 00
29.94 5955695 35955695 2545245, 00
1] contig G6530449 contia 653049 GEZ2E25. 00
SE.29 FCA9S59 FCR9549 FPE1BS0. 00
Tia93 Fa011701 Janiivol G116E75. 00
S4.749 FA054907 contia 100750 AE2TT2EL 00
4. 16 contig_ 100750 39054907 10150276, 00
a5.71 contig_ 100551 contig_ 100531 1016131600
105.19 contig_ 100521 contia_100521 10507762 00
112.43 ATP2AZ ATF2A2 1116712500
126,63 HAPEAPKS ALOH2 12360055, 00
133.53 contig_BS2409 HAPKEAFPKS 1243531000
142,85 ALDHZ contia_BS2409 12970040, 00
159.40 Cl2arfs2 ClZ2or+52 13595117.00
170,75 contig G52564 contig 652564 15275530, 00
177.52 39053183 SA033183 16439556, 00
151.497 FEEF1 PEEF1 17551085, 00
195.495 HHWF 1R HHWF 1R 19544 195, 00
207.45 contig_ 955449 contig 95549 20283120, 00
209,635 contig 98337 contiq 95337 21073350, 00
221,00 FA0417ES contia_ 247964 223d4424 . 00
222.09 FCR2ON0 FCA1246 2EIEE4E. 00
225,15 contia_S05255 FCASE 0 24544700, 00
229,55 GNAZ SE00ESS0 24605612, 00
3% .45 IGLCE FCAS96 1 2EIES005. 00
239,05 FCAS23 FCA1245 2ETITESS. 00
245,66 SLGEA1 F9029426 25954724 . 010
250,33 FCAZ249 FCA1244 262567S6,. 00
261,73 FCA1Z244 contia_SETE4E ZEIE44E, 00
il 1 contig SETH45 FCAZ2449 2772572400
2B FE 029426 SLCEAL 27964074 . 00
270,61 FCA1245 IGLCE 295852216, 00
27744 FCA9E1 FCAS2E 0744725, 00
286 .45 FA006550 GHAZ J05467ES. 00
255.63 FCASGN contig_S0E235 Fl092s10.00
S00.01 FCA1246 FCRZO00 S1212816.00
F15.96 contig_ 247964 Fa0417ES FLETH2EZ. 00
359.72 FA006T41 contia B9 135 F1515554 . 00
FBE. 97 SLC25A1 F9006741 Fz2i41104.00
ST9.65 contig_ 247590 SLC25A1 FE071476. 00
F90. 15 contig SEEZTE contig_ 247590 FEIEIE4E . 00
437,77 contig G986 155 contia SEE2T FEA045610. 00
455,26 contig 1T2520%E

480,72 FCROZE

S12.10 FHA95493

S41.32 FCA964

545,35 contia_ 171455

555.37 FCA9ES

SE2. 54 FCAL1245

S7E.6T LAHA1

595,29 FCA9GS

S97.52 FCAZE9

602,54 FCAL32

604,52 contia_ 170404

G670 FCA9G2

B03.55 contig 170105

B13.27 contig 172442

B15.47 THE

B22. 13 contig BTIS25

635,53 HPC1

642,66 IEATOTII

BEd. 45 contia 173492

BY5. 44 FCRETS

692,54 COHz

T03.76 contig_ 174167

T17.66 9025040

T39.67 contia 175451

T46.45 contia GF4550

TS3.351 FCA12449

THS. 02 contia 175757

Tra.01 FA0E3491

TE5.29 contia_ 176659

Ta7.52 FCA1250

§01.97 9063649

F11.02 contia 177345

515.54 FCREDS

G20, 05 contig 177622

Srh.91 FCA1251

S35.51 contig 177521 ;

S42.99 cokt ia BTEEREEE 3

S47.51 st ig_BTS4E TR | 2

G560 .67 9063525

S70.15 contia_ 175944

S76.55 FCR1252

G83.57 FCA1253 3

§95. 13 FCA1254

901,96 FAne3129

20,65 HC4R

a27.59 FCR221

3222 FCALZSS

954,51 BCL2

941,25 5974461

A5, 36 FCRZ2TFT

q61. 95 contig_FA9355

67 .56 contia_ 152094

975.76 FCA971

a55.59 FCA1256

1003.47 FCALZST

10i0.61 FCA1255

1022.55 FCAS70

1034.19 C13orfS5 3
105070 FCAL12%49

1055.26 FA055096

1059.51 FCRBZS

1062.01 FCA1z&0 3

10e4.21 contia_1&3055

1071.20 FA0T7EE52 S

109102 HANZAZ = | |



Position Marker Human Chromosome Marker Position Position Marker Dog Chromosome Marker Position
L=y cortig. BA2Tnl b FCA12E2 0,00 0,00 FCA1262 1 P O O il 5 g
1931786100 FLALZ6S 9 contia_T526T7 2.29 2.29 contia_TEIETT 1 contia_ 7526490 THETISFE. 00
ZUESTOE. 00 H8asE21s 9 contia_$3T16T T T contia_$3T16T 1 contia 436576 75311352. 00
DEEIEDT. U0 FCAioed 9 contia_TEIE 14aE 9,21 9,21 contia_T52E 04 1 S0 OTHIEE TTLIEEE0. 00
FEEETTE. 00 SEU6E 151 a cortia_$370E0 11.46 11.46 contia_$3T030 1 comtia_7SI525 TEETEE32. 00
4607262, 00 conbia 426995 3 contia_436654 15.39 15.39 contia_$+36654 1 38965072 SOO0TZF2. 00
STUZE9Z. 00 cohbia 427178 9 contia 436750 20,66 2066 contia 436750 1 cont ia 555266 B136T4T2Z. 00
EGEA31. U0 AEUETEEY 9 cortia_$36045 22.91 22,91 contia_$30945 1 FCAG4 1 B2242256. 00
B20EEEL. 00 conbia 4272681 a contia_$27175 27.45 27.45 contia_$27175 1 39014295 B2493954. 00
F2EL036. 00 conbia 427456 3 SHI6H151 36.75 36.75 38965151 1 contia 434733 BIE2TEN0.L 00
S00T100.00 FLAT42 9 contia_ 426995 35.98 35.95 contia 426995 1 contia 491526 H4IILE. 00
GE4BEET .00 FCAL266 4 FCA12E4 EE. 90 598 FCA12E4 1 FCAL2EE BEXEE 1S4, 00
AEZLOET. 00 FLALS6T 3 FEIEE21E 57.14 57.14 3EEE215 1 3015114 E9110760. 00
10192351, 00 FCAT4S 4 FCA1263 55.29 £5.29 FCA1263 1 contia_433332 5986147200
11162995, 00 conbia 405187 o contia_S42701 67.75 67.75 contia 542701 1 cont ia_433085 BOETEEFZ. 00
= B
11905470, 00 Fraiia 5 cortia_TE15E0 T0.04 70,04 contia_TE1580 1 FCAL2E1 BLNSIEES. 00
15157863, 00 contig 801193 3 FCA12E1 B1.54 B1.84 FCA12E1 1 comtia_TE13E0 B2019232. 00
139521724 00 FCRA3TE Y contia_433085 96,21 9621 contia_$+33085 1 contia 542701 92626816400
15126748, 00 conbia 408855 a contia_$33332 103.23 10525 contia_$33332 1 FCALZES F3T08536. 00
1EEGT51%. 00 conbia 429105 4 . FE015114 107.87 107.57 FE015114 1 SEABE2LE BEEEE160. 00
15 I4EEEE. 01 conkia_ 420440 9 = FCA126S 114.82 114.52 FCA126S 1 FCAL2E4 B4E41156. 00
ZO005065. 00 okbig B22543 G e contig_ 491526 124.12 124.12 contig 91526 1 SH9e5151 B5251416.00
2 OETTEE. 00 FHEL q e contia_#34753 135 .54 135.54 contia_#34755 1 contig 426995 AE0ETSE0.00
21540464 00 IFNI 3 G, FCAG41 148,83 148,68 FCRG41 1 combia 427175 BEEITIE. 00
2 1aBEaEd. 10 COKHZE 3 b 38014295 163,80 163,50 38014295 1 comtia 336945 BEIED 040, 00
2EREESE.L 00 cokbig SE2GED q TR contig SRE266 170.62 170.62 contig SRE2EE 1 contig 436750 FETSIO05. 00
SE44F 054, 00 R AB G 9 = 35965072 177.41 177.41 SEHBS0T2 1 contia 436654 1003130400
EIAEATE L 11 Sa0SE25T a . contia FR2E2E 156.45 156.45 contia FRRERE 1 contia_ 437050 1005105540
SEEES1E4. 00 Foaloes 3 F0THIED 195,50 195.50 F0THIED 1 comtia_7SIEM4 1005161201
2IELTO22. 00 FLAG 1S q contig $3E576 214,38 214,38 contig #36576 1 contig 437167 101549912, 0
AETREGI2. 00 FCADE D ] contiga_FEZEE0 217.52 217.82 contig _FE2EA0 1 contia_FS26TT 102250416, 0
aftme. Gomk 13.431499 ; Senorens 233,91 239,91 Senorens iy TEeT T
2447130400 FC a . 5 T :
A G rcggﬁ 4 comtia_$27261 255.56 255,56 contia_$27261
Z4TLOS00. 00 s et 4 contia_$27436 285.55 285,66 contia 427436 i
FEHGAEAE. 10 P a FCAT42 304,79 304,79 FCAT42
FET4TEAS. 00 e a FCA12EE 321.20 321.20 FCA12E6
116559 00 Pk 4 FCA12E7 332.75 332,75 FCA12ET
FESE0SAE. 00 omtia. BE3033 4 FCAT43 346,75 346,75 FCAT43 i
FOXLA04E. 00 conbia_TE1350 q contiq_d428157 363.55 3B3.55 contia_d428157
1178504 00 [ a FCA11 375,38 375.58 FCA11
TIGTE49E, 00 antia_ 435085 g contig_S01195 354 .55 S5d. 55 contig_S01195
R D : s i FCAI7E 416,54 416,54 FCA97E i
e has R 5 cont ia_$25595 436 . 59 436,64 contia_$25595
it T contia_$29105 456,57 456,67 contia_$29105
kit Ay 2 cortia_$29440 461,65 461,65 contia_t29440
TOUEIELZ. 00 —ontia_$91826 a IFH1 - 473,50 473.50 IFN1 = . !
SN05277E. 00 contig_434733 a : A
A it H IFKEL 457,05 457. 15 IFKEL -
R it 2 CDKNZE 505,12 £03. 12 CDKNZE 7
e e S contia_B2I543 516,60 516,60 contia_B2I543
= contig BEE2EE q i i I
34224344 10 35965172 ; contiam306 14 550,99 53039 Zont 3305 14
gatfehoacti i i FoRBLs 537,23 537.25 FeABls :
: 13 , ;
S i : FCA1265 Sebd L 06 St 06 FCALZ65
e SE T L 5 FANFE2ST 554,69 554,649 FANFEEET i '
S i e 2 FCROZ0 573,59 573,59 FCROZ0
Sl e A contig 431495 550,04 550, 04 contig_#31495 -
22 rRl1R=00 contiia 436943 2 FLASTS 592,47 592,47 FLASTS
AFIEHEIL. 00 contig 437030 3 FCRATH B05. 15 605, 15 FCAETY '
izl 1 i . g
;EEEEE;?. gg con:.:!.-sl_;i; 167 g LOCZS83 05 612,73 612,73 LOC2ESS 05
S g e ) UCF 620,51 620,51 U
IETZIE0 0. 00 conbia_TSEEAN 9 RGP 1 622,65 622,65 RGP 1
ATHGIGZE. 00 FrAizes 9 :
: - FCR242 645,67 643,67 FCA242 ; i
aupenaael cenkig dE7EST 2 contia 563085 650,50 650,50 contia_S63083
FI4EZE4 0. 00 conkia_TSRTEE 9
i cahbin Aadnd contia 752793 65735 65755 contia_T52793
100450558, 0 contia 437963 3 contig_437965 GG, 05 GG, 05 contiz_437965 :
X :;;”ig:ﬁ : FR0TTIA :; FR0TTE4 662, 5 62,55 39077204 5 !
Sieratinlls cond ’_'?--“'3332_'3 contia_438597 BES.61 GES.61 contig_438597
ARz adie cont i 438597 2 contia 438360 BE5 .35 66537 contia 438360
AR e 2 38995335 535,32 656,32 35995335
A A FUASES ; FORSEE 632, 06 632, 06 FORSEE )
b Eorb T EIHET 2 comtia 438497 B87.72 687,72 comtia 439487
Lizoadvan. o FLALS4 E FCA154 0820 708,20 FCA1G4
11zm4elzn, o THN 4 THN 717.68 T17.68 THN
115085 05E. 0 GEREER2T 4 3HOSEL2T 72670 TIE.T0 3BEE22T 3 )
1158622824 ARER 5 AHEF F4LLES 741,95 AHEF
117271154 0 FCATHE E FCA12ED 76557 TEE.E7 FCA12E9
117359250, 1 FCABS | 4 FCATHE 785,65 785,65 FCATHE
1154257200 FLA1ZE9 4 FCRBED 79587 THE.ET FCREED )
e TLR4 y TLR4 E05.30 E05.50 TLR4
119678552, 0 FCALZTN i FCALZ70 §17.15 #17.15 FCA1270
120422248, 0 conkig 441356 3 DB 1 F29. 05 F29. 05 DEGC 1
LZ0ABET 250 DEC1 2 contig_44 1356 F35.53 F35.55 contig 441386 ]
1223555P$-U contia_441710 el contig_ 441710 §36.35 G35.35 contig_ 441710
12299812510 FLASES 9 FCADS4 541,17 541,17 FCA9S4
123243008,.0 GGTAY 9 GETAL 347,02 47,02 GETAL
127057 040 HEPRZ 2 HEFAS F52.57 F52.67 HEFAS
1295181760 Feoa 175003 9 Fe. 176009 35735 G573 Fe. 176009
12953415610 FLRADES 9 FCADSS 561,59 561,39 FCA9SS
129965640,.0 Fe. 86704 9 CRAT 7747 7747 CRAT
130204504 0 CRAT 2 Fio. 96704 02,52 02,52 Fi. 967 04
13004992, 0 coenbia FS4T05 9 contig 754505 415,51 315,351 contig 754505
1349737761 FCAL2T 4 FCAATS 926 .68 A26. 60 FCA97S
1550126440 FCAS7E 9 FCA1Z7S 935,32 A53.52 FCAL273
L3S 050160. 0 FLASE1 @ FCA9E1 A58, B4 A58, B4 FCA9E1
155215160, 0 SURF4 9 SURF4 942 B 942,65 SURF4
156319552, 1 contia 44122 B FCA1271 A4, 36 A4, 56 FCA1271
1E7127520.0 FCAZE2 9 contig_dd44122 a4, 22 A48, 22 contia_dd44122
1575536532, 0 FCAL2ZTL a FCAAEN 953, 05 353, 05 FCABE0
13758344040 PREP 9 FCA9E2 956 , B A56 .54 FCA9E2
137593965, 1 FCA3E 1 @ contia 754759 QGG T AEE. 50 contia_TE4750
9

139593776.0

contia 7547549

PAREF

992,44 992,44

PAREP




Position Marker Human Chromosome Marker Position Position Marker Dog Chromosome Marker Position
oI, nn T i contia 155997 0. 00 0,00 comtia_155997 T P L 3T LD
13685 18, 00 PITRNA 17 contia_ 159262 4.17 4.17 contia_ 150262 5 corkia_1SB2E2 IIEALEEE .0
L0500, 00 HIC1 17 contia_ 159203 17490 1740 contia_159203 5 conkig_{SH203 34051544, 0
2704040, 00 FCAAEE i contia_ 159164 25,05 25 .05 contia_159164 5 conkia_ 159164 FHIIE10.0
FEE46T1. 00 ITGAECCOL0E? 17 PSS 33,13 3513 TPE3 5 TPES 3EEEE232, 0
42EAST 0. 00 conkig_15E897 17 contia 540764 35,21 3521 cont ia_54 0754 5 corkia_ 540784 ISATOSE2. 0
SIETE1T. 00 conkig_ 15164 17 contia_ 159572 43,50 43550 contia_159572 5 conkig_{S0572 FEEADEE2. 0
551560, 00 conkig_ 159203 i contia_ 159644 55,99 5544 contia_ 159646 5 conki_ 156G FETEETIZ.0
GAESNES, 1) conkig_LEB262 17 RCURN 65,67 635 .67 RCURN 5 RCURN 3717116, 0
TSIE225. 00 TPES 17 FCAL27S A6, 25 G 25 FCA127S 5 FCA127S FBF1F112.0
BNSZ4T. 00 conkig_ 540784 17 FCA1274 107,02 107, 02 FCA1274 5 conbig_ 160231 FO2TEEEE. 0
FEZIETE. 00 conkig_ 159572 i FCA1Z76 116,51 116.51 FCA12TG 5 FCA1274 405TTE24. 0
A0NSHZT . 00 conkig_LEBEAG 17 contia 160231 118,97 119,97 conbia 160231 5 FCA12TE 40EIEIE0, 0
ATHITER. 00 RCURN 17 FCASET 133,44 133,44 FCAET 5 FCABEE 41119320, 0
LOMETELL. 0 FCA127S 17 FCASEE 140, 14 140,14 FCASEE 5 FCAZET 41248516, 0
12074271, 0 contig_ 160231 i contia_16 0681 155. 1& 155. 16 contia_16 0681 5 conkia_ 160631 41751085, 0
13585125, FCA1274 17 VBB 160,42 160,42 LBE 5 UBE 42534000, 0
15EA3TET. 0 FLAL2TE 17 FA052591 165,65 165,65 3B052591 5 I0G2591 42554516, 0
14245137, 0 FCABEE 17 ULk2 172,105 172,15 ULk2 5 ULKZ 43454760, 0
14425544 0 FCATET i FR0E2IES 197.47 197.47 3062353 5 FCA140 43TET20.0
150254170 conkig_LB0E91 17 FCA1277 200,82 200,82 FCA1277 5 PEHT 44342440, 0
1E224ET1. 10 UBE 17 contia_161187 204,10 204,10 contia_ 161187 5 cortig_ 161197 455 0TTEZ. 0
f | PENT 17 PEHT 207.30 207.30 PEMT 5 FH0E235E 4BREEEE2. 0
181270200 0 FCAL40 i FCA140 22370 22570 FCA140 5 FCA127T 45718536 . 0
1FEZ 006D, 0 ULKZ 17 HIEL 2TFT0 27370 HICL 13 | |- LT B

Z0EE L0840 conkig_ 161197 17 ITGAE (GO 05 25274 232 T4 ITGEAE(CO1 05 i i G i
2L02E272L0 IROE255S 17 FLASES 257. 16 25716 FCASEE |

21113505, 0 FCA1277 i FITPHA 29622 296 22 FITPHA :

216549410, 0 HR0S2EA] 17 CRE 205,40 205,410 CRE H

22E544 05,1 conkig_S 16104 17 FCAL2TE 325,25 325,25 FCA127S i i i
2IOSEFR0. 10 conkia_61BEEN 17 ELCEA4 354,27 35427 SLCEA4 e ;

24024510.0 contia_GB705GE 17 contig 16550 F43.61 343.61 contia G16S50 |

240545 16, 0 PROCA 17 CRYEAL 365.95 365,95 CRYEAL

Z4EHE000. 10 CRYBA1 17 Flzd 37526 37626 Fiz4 i F ol i
24734042, Fiad 17 PROCAL 30531 305,31 PROCAL i

25411216, 0 FoA12748 i contia_B7I56S 40496 404 96 cont ia 67 15ES |

25549056, 1 SLOGAY 17 contia_S16104 417.43 417.43 contia_s161i4 3

bl S NF1 17 Fo.5179 435,36 435, 36 FoaG17a i ;

AFIOFIE0, D Fo.8179 17 HF1 44740 447410 NF1 4

2EI4EIDE .0 Fo.3447 1 Fo. 3447 476.71 476.71 Fo.3447 ]

2A00LTEE. 0 FCANNS 17 FCAONS 49641 49641 FCANNS

29TENT0LD FGAZES 17 contia_162416 S14.24 514,24 contia_ 162416 i ; 695
FNTEFSE. 1D I0T001E 17 FHOG0013 52290 £22.90 FOZ0013

F0451502. 0 conbig_l62d1c i CCLS 537.52 £37.52 CoLS !

FLZ2ZE40. 0 CoLs 17 FCASES 551.57 551.57 FCAAES Y

32410006, corkig_B70810 17 contia_B7 0910 576 07 576, 07 cortia_B7 0910 i ;

3FTHL4E2.0 conkig_1BIEZE 17 contia_S49551 B2E. 0T B26. 17 combia_S4B551 e

FEA4F 056, 0 FoAGa: 1 FE060241 G284 G249 45 39060241 }

FEA2E4EE. 0 CSF3 17 FCANEE 632.8% 632,59 FCANEE 3 4
FTROTIEE. D STATSE 17 contia_BTZ014 36,20 636 . 29 contia_BTZ014 i

FTREAER0. 1 FCAZED 17 SUPT4H1 642,70 £42. 710 SUPT4H1

ITE42052. 0 FLAZAE i HTHR4 64590 645,910 HTHR+ i
FEOGTE. 0 FoR1Za2 17 FCA1Z79 67077 670.77 FCA1ZTa 3

FBITA020. 1D FGATE 17 FCAL2E0 705,25 705,25 FCA12ED i : 3
FEHAEETZ. 0 BRCAL 17 FHETE 02 7820 T8, 29 3B 0BIE 02

TOEIE1EE. 0 Fo. 132584 1 FCA1251 745,95 745,95 FoA1ZE1

40111448, 0 FLI31795 17 FCASET TE5.25 TEE. 25 FCASET

4OSEFI20. 10 HERIH1 17 SGCA E15.60 E15.60 SGCA i !

40BETTES. FCAZSS 17 FEE4225 #15.50 &15.50 FEBE422E

403 0F6 16, 0 conk ig_1G4iiG i HOXE &37.4% &37.49 HOWE L

1293476, 0 contig_G615EE0 17 FRNEIITE &40.3% &40, 39 FH06337E ]

42217E32, 1 corkig_ 164043 17 contia_ 162526 B49.30 B49, 30 contia_ 162826 i ]

42641764, 10 L 17 FCASSZ #57.90 E57.99 FCAZAZ ]

43481000, 10 FAOBIGTE s CEFS &75.710 &75.710 CEFE :
4361644 . 0 HORE 17 STATSE &54.27 &4 27 STATSE !

4ERAZTEZ, D SGLA 17 FCA29E 854,97 B84, 97 FUAZ29SE i

45502376, 10 FEBAGTEE 17 FCA12E2 355 . B E55 . B FCA12E2 : :

4T IBEE5E. 0 FUASET s FrAg31 6 . 36 6 . 36 FCASA1 d

FAIHIT 04 0 FoA1Za1 17 BRCAL F57. 05 E57. 05 BRCAL 3 :

S0T4B050, 1D IOEIGO2 17 FCAS30 B02 .80 B02. 80 FCAZA0 i 2
SZ0AE124. 10 FCR12E0 17 Fr. 162584 &05. 20 E05. 29 Fc. 182584

SIET2TTE. 0 FCA1279 s FLI31795 A05.71 a05.71 FLIG1795 ]

S3TE4GTE. 0 SURT4H1 17 FCASSS A09. 14 09, 14 FCAADS

E3022320, 1 HTHR4 17 contia_164006 914 .56 314,56 corbia 164008 i

SEISTRS0. 10 conkia_BTZI14 17 HE¥IH1 A20.26 A20. 26 HEXIN1

SEEGS15E. 0 FLANE2 s contia_B156E0 92517 a5, 17 contia_B1SEEN

SGE2GT2. 0 FROG 0241 17 HiL4 926 07 AZE. 07 HiLa

ETEIAGAE. D zonkis_S405S1 17 contia_164 048 925,97 828,97 corbia 164043 i

STEZ1552.1 conkia_1BRTIS 17 contia_1GETIS AE0.42 A50.42 contia_16BTIS

55521752, 10 conkis_BT2154 s contia_B72154 951,87 951,87 contia_B72154 :
SOZEA4E 0. 0 contig_lGGESE 17 contia_lGE95E 954,77 A54. 77 cont ia_16EA5E 2

5347 0255, D Fe. 19235 17 Feo. 19235 240,75 340,75 Foo19235 i )
SHAXE21Z. 1 OIS 17 OOXS US540 A55. 410 DS

GO4EE15E, 0 contig 1ETOTN s FCA1283 956,40 A5E. 49 FCA1285 i
61151605, 0 FOR1283 17 FCAS1Z 65 . 5D A6 . 5D FCAS1Z

BIEE 0106, 1D FLAS1Z 17 conbia_ 167070 A75.51 a78.51 corbia 167070 i

BIFANITZL0 cordis ARG 17 contia_B15516 5210 aE2. 10 contia_B15516

G4OE 1544 . 0 corbia BT24TN s contia_BT24T0 95573 AEE. T3 contia_BTI470

GES217E 0.0 2014260 17 3014260 995,71 B95. 71 38014260

BE422IRE. D contia 165121 17 conbia_ 165121 100,99 100899 conbia 165121 i

BERT2TSZ.1 ZCTRZ 17 CETRZ 1035.72 1035.72 CETRZ

GOEA6112. 0 contia 165721 s contia_ 165721 1057.57 105757 contia_ 165721

TAZES 156 0 H3F3E 17 H3F 36 106966 1069, 66 H3F3E ;
TEEH153E. 0 contis 169116 17 contig_169116 109225 109225 contia_169116 i

THLELESE. 0 TH 1 17 TH1 112536 112536 TH1 :
T4TAE2EE., 0 TIHPZ 37 TINPZ 115&. 46 115&. 46 TIHPZ | 2
TESE125E. 0 contis ET4SET 17 contia_ST4E5T 1205.98 1205, 98 contia_ST4557 y 5

616G DG4 . 1 RS 17 FCAaa4 1231.59 1231.59 FCAaT4 i :

TRAZETEN. FCA11S 17 ACTE1 124265 124265 ACTE1

TTIASATE. 0 ACTEL 37 P4HE 125341 128341 P4HE

TTEINEE2. 0 PDEGE 17 POEGS 126923 126923 POEGS

TTFATEAZ. 10 P4HE 17 FCA113 12&1. 00 12&1. 00 FCA113 - i3 ;
TTATOLRE. D -ork i BTI02T 17 contia_B7E027 1287, 14 1269, 14 comtia BTE02T -ty 'ﬁ 1y

TEEZIER0. 0 TiEEain 7y contia_ 160812 130053 130053 contia_ 160812 - 1A




Position Marker Human Chromosome Marker Position
ErTTan. N 3 ] FoA1za4 .00
SEE4AT 04, 00 contig 156546 19 FCROTO 11.35%9
S4E90050. 00 URGRFS1 19 9056415 22,77
SRIETI2E.00 FCAL12ES 19 contig_190043 4.7
ST126 165 a0 FCASS1 1a contig_189775 BE .52
SYE0TELE .00 FCAL1O02 19 contig_159641 B 54
909524500 ETV2 19 NUFPE2 TT05
et e 2 ] FCALlonl 19 C3 S5.6T
FASA0464 . 00 FEL_D_TI 1a LOC 163225 §9.TE
0726405 .00 ATP4A 19 FCA99G 0. 55
41655544 00 contig_ 1375935 19 contig_BYSEES 95.50
42032552.00 FCA999 19 LOCSE2ES 114.39
43EET 160, a0 PEHDS 1a FCAS 09 117.92
44856424 . 00 FCAS0S 19 ZNF574 121. 14
45165024 . 00 FCALO0n 19 PAFAH1ES 125.54
FEEIES00. 00 TEFE1 19 contia 135635 154 .54
4727717200 ZHF574 1a FA0TAEES 145,95
47495064, 00 PAFAH1ES 19 TGFE1 155.55
45915596, 00 LOGSE269 19 FCALO0D 162.25
A6 ETE L D FANTIEES 19 PEHDE 175,60
E0l120356, a0 conkig_ 188635 1a FCAS99 175.75
S1150055. 00 FCA99E 19 contig_ 157595 152.55
52044516, 00 contig _GBYSEES 19 ETW2 159.45
BE34E1652. 00 LOG165223 19 FEL_D_I 196, 36
ESiniaiz.an HUPE2 1a FCAloni 185,55
SE225720.00 contig 159641 19 ATP4A 205. 09
BT399565. 00 contig_ 139775 19 FCALO0Z 219.51
EEEI9250. 00 FCANT N 19 FCASSE1 229, 03
E0917128. 00 FCAl2E4 14 FCA12E5 236,02
BZI0GTE0. 00 contia_ 1900435 19 UACRFE1 255.91
63147 054, 00 FAnGed 15 19 contig 1363546 275.65
contig_151110 255.59
PHEE 05,47
contia_ 151674 F315.25
FEAEE04S F29,. 56
contig_152414 F36.10
FCAGES 347.51
FCAL1O00S S69. 04
FCA12E6 FT5.17
FCA12E7 SE2.65
CoL1? FE89.45
Fo.d42565 401.25
FA015E43 415,52
FCA MGG 455, 07
FA015424 444,95
FCAL100S 454.41
FCAL00E 459,21
FCAL1O007 463, 011
FCANTS 465,581
FCA1010 471.19
TRADD 47 5. 06
FCALO009 475, 55
FCANZ2 475,19
FCRA125S 450,47
contig_156007 452,75
FA0E2012 455, 02
FCAL1011 459,61
FCA12490 4494, 19
9065564 396 .45
FCAL1012 495,72
FCAL12E9 S00.99
contig_1BESES BN5.558
contig_ 157040 S14.491
075497 519.41
FCASSE 521.63
FCAL1O1S 535,495
contig_ 155014 540,56
HC1R B02. 55

E2

Position Marker Dog Chromosome Marker Position
000 FCAL284 1 LRSS ToE e a.
11,30 FCAITO 1 conbig_ 10043 104116624, 0
22,77 FAN5E415 1 FLA1Z54 105092860, 0
34,77 comtig 180043 1 FCAUT O 1067721540
6532 comtig 189775 1 contia_ 19775 LOTETEEE2, 0
65 .54 contig_180641 1 conbig_ L9641 10872764840
7758 HUPG 2 1 HUF G2 109547776, 0
B5.67 ot 1 LOC 163208 110833600, 0
58,76 LOC163228 1 contig_GTSEES 111979568, 0
30,58 FLADIE 1 FLADEE 11254534440
45,30 contig_G7HEES 1 contig_ L5635 11541027240
114,349 LOCEE2ES 1 FHOTHEES 1137780640
117.92 FCAS 08 1 LOCEE2ED 114354392 .0
121.14 ZNFST4 1 PAFAH 165 11497410440
123.54 FAFAH1ES 1 TGFEL 115120844, 0
13484 contia 155635 1 ZNFET4 1151597120
145,98 FAOTHEET 1 FCALaan 1164755160
155.55 TEFE 1 1 FLAS 0 LIBS7EE58.0
162.235 FEA1000 s PCHDE 117535852, 0
173.60 PEMDE 1 FLADED 118605858, 0
175.78 FCRa9E 1 contig_l&7595 1180174&0. 10
152.55 contia_ 157595 i ETUZ 119550960, 0
159.45 ETVZ 1 ATP4A 120028984 .0
196,36 FEL_D_I 1 FEL_D_I 1207 0ETE2. 0
19%.55 FCAL001 1 FCAL0D1 1211554580
203,09 ATR4A 1 FCAL0Z 122655325, 0
219451 FEA1002 1 FCASE1 12252855210
2y RLHSIL 1 FCA1235 1234332520
Ll Zggéﬁﬁ? 1 URERFE1 1249752240
M s 1 contig_ L6345 125540512, 0
65549 —ontia_151110ex
30347 PHKE
315,25 contig 151674
2956 FEAHHE4T
F56.10 contig_152414
347.51 FLAGES
FE0. 04 FCAL003
7E.17 FLA1256
5265 FCRA1ZST
38945 CeLi7
401.25 Feud 288 . ez
415.52 FAN1554T g
453,07 FLADAGE 5
444,95 015424
454,41 FCALOOS . £
459.21 FCAL00G f p
464,01 FCA1007
46581 FCAUTS
471,14 FCAL01a
473,56 TRADD
475,55 FCAL009
475,14 FCADSR 4
45047 FCAL25E ;

452,75 contig 156007

455, 02 FAN5Z012 3 i

459,61 FoAinil i

qa4. 19 FCA1Za0 U
486,45 FO0EIEE4 o 1
485,72 FoAlniz 1
S00.99 FCA12E% A A
E0E.E4 cont i 156803

£14.91 contig_15T040

519,41 FANTE4ET

£21.63 FLASEE

E5E. 95 FoAlols

£40.56 comtig_155014

552,35 HC 1R ;



Position Marker Human Chromosome rMarker Position
AR Conbiaae " conbia_S78LAT T
153943547, 00 contia _3TE742 & contig 373742 .99
295572500 Fa017295 T, 017295 16,73
47TTIA5. 00 FLJ12566 T contia_F3ST95 27.76
SE02501. 00 conkia 735795 7 FLJ1256G 29.494
6747741, 00 FCR1291 7 FCA1291 49,35
SEAG52TL. 00 conkiq_38TE54 T, contig 393095 Bl.03
SE046S56. 00 Fa017258 T contig_F39595 T4.56
BS0RSE112. 00 GUSE 7 HCH? Gl.24
BEA0720E,. 00 contia 387939 & GNEZ G5.65
BES147E. 00 conkig_B0E959 T, ACHE 2.52
BYS0S000. 00 contig 357961 T [HIES] 10&.62
BEYRE5EE. 00 FCA1139 7 PHE2L11 119.949 =
BA31Z2605. 00 contia_3E5229 7 2R3 121.08
BATE2E5E. 00 FROTILET T, FCRBZE 122.17
T12E5704. 00 contig 356556 T HOHZ 124,55
T2A926E5. 00 EAZ1E 7 RHEDD2 126.55
T2529360,00 ECLYE & ERZ1E 135.60
T2aneddn, oo FCA1014 T, BCLYE 140,00
TING05E4. 00 ELH T FCA1014 146.67
TIES461E. 00 GTF2IRDL 7 ELN 1535.61
THEITEES, 00 contia 129315 7 GTFZIRD1 160.55
TEI9E20. 00 RHEDDZ T, contig 129315 169,67
TS515504. 00 HOHZ T contig ROSA59 176.94
TEE10720. 00 FCRE2E 7 contia_GE7961 150,96
TSa00744, 00 ZP3 & FCA1139 1&7.90
TEAT0BEE, 00 FHEZL11 T, 9079155 199,56
ATR2AT25. 00 contig 393095 T contig GE5229 205.51
AEET4205. 00 conkia_ 739595 7 contia_GE5556 211.46
AAS2E496, 00 HCHT 7 contig 387939 229,05
100109096, 0 GHEZ T, GUSE 246,73
100326712, 0 ACHE i contia GE7E54 255,97
101245960, 0 CUE1 7 FA01T2EE 263.71
05307 292,09
HUF 293,56
SRCAP F05.54
FCR1292 315.13
contia_ 1505449 F21.99
contig_1S0664 325.87
contiga_BGBTSA0 F44.97
contia_ 150023 375.25
Fe.28607 F92.29
2Pz 401.92
FCA1293 425,539
3012425 440,66
FHZ 492,45
contig_ 149595 447 .49
contia_ 149509 S02.50
FCR101S 512.72
FRH1 525.46
FCA129% S40.74
Fa029429 L S
contia_ 145355 555.51
contia_145104 S66. 07
FIA05T293 576.57
FCA476 559,95
055245 B03.23
contia_ 147426 613.93
contig 147393 B16.45
ZHF 2635 B1T.35
055945 B1&.15
FED1 619,03
contig BEETI4 624,19 =
STUBL 629,41 —
contia_ 146959 B3T.26

E3

Position Marker Dog Chromosome Marker Position
n.00 contig_37E63T7 [ T ) B X =Pl
.39 contia _STET42 3 JA01TRES SASEaT. 00
15.73 FAN1T 295 & GUEE SITI24ATL 00
2T.7h contig_FI5T9S 15} contig_ 357959 F1635279. 00
29,94 FLJ125EE B contia 388556 476073 00
39,55 FCA1291 3 FA0F91E5 SE47A5a. 00
Bla 03 contig_ 393095 5} conkig_F55229 E2FT253. 00
T4.56 contig_FI9595 15} FCA1139 BE0A547. 00
S1.24 HCH? B contia 387961 FERA1TEE, 00
G5.65 GHE2 3 contig BO5A59 S215518.00
A2.52 ACHE & conkia 1293515 Se04156,. 00
105.62 (LS 15} GTFZIROL GEEFEE0. 00
= 119,99 PHS2L11 B FCAL014 178895, 00
121. 05 ZP3 3 ELH QEOLGE2. 00
122.17 FCAG2E 5} ECLTE AeS1TTE. 00
124.355 HOHZ 15} EAZ1E AT1048Z. 00
126,558 RHEDDZ2 B RHEDDZ 10222452, 01
1535.60 EAZ1E 3 HOH2 10390150, o
140,00 EBCLTE & FCAG2S 10520550, 0
146,67 FCAL1014 15} ZFG 105EEE12. 00
155.61 ELN B PHZ2L11 10640244 , 01
160.55 GTF2IRD1 3 ClUs1 10551449 . 0
169,67 contig 129313 5} AZHE 11550197, 0
176.44 contig_G05959 15} GHEZ 1203914100
150,96 contig_ 387961 B ACHT 12505956, 0
157.90 FCA11349 3 contig _T39595 13352726800
199,56 FA0T9155 & conkig_FRE09% 14165552, 00
205,51 contig 355229 15} FCA12491 14426472 .00
211.46 contig_3885EE B contia 735795 15623254 , 01
229. 05 contig _SE7A59 3 FLI125GE 15675517 00
246,73 GUSE 5} S90172a5 1506300, o)
255.97 conkig_ 357554 5} contig_ 375742 1S5S 056, 0
265,71 FAN1T2EE B contia S7EEET 19029855, 0
292,09 FANISIOT [ SANIEF0NT 201253704 . (0
295 . 56 HUF 5] SRCAP 204744356, 00
G055 SRCAFP 15} AP 20591964 . 00
515,13 FCAL1292 B FCA12492 21244654, ()
521.99 contig_15 0549 [ contig_ 150549 21576355 . 0
F25.67 contig 150664 5] contia_150664 22406905, 00
G544, 97 conkig_BETS90 5} contig_BETSA0 25224954 .00
STE.25 contig_ 150023 B contia 1SI025 2EO3IZE0E 0
FA2.29 Foo 28607 [ ZP2 27257812 00
401,92 ZP2 5] Fo. 26607 27485564 . 00
425,59 FCAL1295 15} FCA1293 2TEI4EES. 00
441, BE FA012428 B SA01242E 25494742 . )
432, 45 PHS [ conkia 148545 2A5A3ET 2. 00
497 .49 contig 1495495 5] PHS SOTE6S20, 00
S02.50 conkig_149509 5} contig_149509 S1255220.00
512,72 FCALO1S B FCALOLS 2610516, 00
B25 .46 PRH1 [ FPRH1 S4E32750.
S40.74 FCA1295 5] FLA1249S5 SENEI944 , 00
545,28 9029429 15} SA029429 GRI0ET25. 00
BES.51 contig 148355 B contia 145355 SE4T2EEE 0
BEE . 07 conkig_145104 [ contia_ 145104 STETA250. (0
SYE.57 FA05T2935 5] S9057293 SEFTRTEE . 00
559,95 FCA47E 5} FCA47E SHET 2965, 00
B0G. 23 FANEE24E B SA0EE24E SHEAAEES . 0
515,93 contig_147426 [ contig_147426 40531065, 0
616,45 contig 147595 5] contia_ 147593 4 ATEESS , )
B17.55 ZHF 2635 15} ZHF 265 40355454 . 010
B15. 18 FANE545 B FPED1 41879544, )
G198, 03 PED1 [ SA0S5E4E 41500400, (0
oo 624,19 contig _BBETSH 5] contia BEETIH 42252696 , 0
i B29.41 STUE1 5} STUE1L 42934552, 00
BET .26 contig 146959 B contia 146959 43043300, 0




Position Marker Human Chromosome Marker Position Fi Position Marker Dog Chromosome Marker Position
L ST TAN AT I 1 contig_203 .00 .00 contig 203 R TarEal. 00
147716525, 1 contis_BlZET6 1 conbia 52609 9,09 a. 0% contia_32E09 F028411 4309560, 00
151745456, 0 conkia_21107 1 FCA1296 15,01 15.01 FCA 1266 contia 512576 B4 94586, 00
152229556 1 RPSIT i FEA6TEHE 22,37 2237 FEAETEHE 307416 EE45255. 010
153476304 . 0 GEA 1 conbia_33332 25.97 25.97 contia_33332 3062137 SE44a01. 00
153530685, PHLR 1 conbia_36252 3535 35,35 conhia 56252 conbia_2ESAT G2AT2T4. 00
154545592, 1 COTE 1 conbia_S5ETE 52,14 52,14 contia 55576 contia_2E271 TOS1167. 00
1557a5464. 1 contia_21745 | 3025242 6. 05 6. 06 3025242 contia_27HG0 &7a7191.00
156EE27E. 0 FCA1303 1 FCA1297 75.56 75.56 FCR1Z87 FA040612 10224960, 00
1595A00E0. 1 FOALEN 1 39015461 B0.66 F .86 FA015461 FCALNS 11658 06&. 01
159781120, 1 FOGREA 1 contia 55305 92.75 92.75 contia 55305 contia_27055 13E4EEAT. 01
161133040, 1 FCAL30S i conbia_35133 8723 97.23 contia_35133 FR0FEI52 14250757, 01
1615837600 FCR105S 1 conbia_23239 104,00 104,00 contia_23239 35995407 15164 160,00
163050205, 1 FOA1306 1 C0247 110,87 110,57 CO247 FCAL21 1SZENTTIL 00
163131544, 0 FCAL051 1 conbia_ 23635 120,24 120,24 contia_2365E TGFE2 1643 0E5T. 01
163575464 1 FCA1Z04 | FEATIEET 129,45 128,48 3EATIEET FEAT4162 17610420, 00
163458744, 0 FCR1052 1 FCA1295 156,29 136,29 FCA128G 39169559 16582132, 00
1E3TANA44. 1 cortia_2E005 1 FCAZ44 158,51 158.51 FCAT4 combia 32722 1917 06E, 01
165247440, 1 contia 23259 1 BATZ01 145,41 145,40 BAT201 contia_ 23005 Z0E1E224. 00
1RSRET45E. 1 COz4T i Fo. 97375 152,34 152.54 Fo. 97375 FCALIGE 21032910, 00
16723371240 contia_Z365E 1 FASLG 159,23 158,25 FASLG FCAL3 04 Z11TI6SE. 00
1E7RAN152. 0 FEATHEET 1 FCALOLT 161,510 161.50 FCAL01T FCALIS1 21358156, 00
168266125, 1 FCA126E 1 SERPING1 157.53 157.53 SERPINCL FCALS 06 Z14496E 0, 00
1697215120 FAZ44 i 5966152 199,65 THFSFG 158,65 SHABG 152 FCAL033 2EEa1GE0. 00
17 0FET 050 Fo 97375 1 32010520 206,62 i 206,62 FA010520 FCAL30S ZZANEETE. 00
170587024, 0 BATZD1 1 39005517 215,56 213.56 FB005517 FOERSA 24059256, 00
172150496, 0 FCAL01T i FCALD1G 225,11 223,11 FCAL01E FCALIEN Z4FTTFLZL 00
1725521601 FRSLG 1 FANZOE 228,15 228,15 FAMZ 0B FCAL303 ZE118672. 00
17ZHTES2E. 0 SERFINCH 1 contia_B3 05335 235.15 235,15 contia_B3N3EE contia_203 ZEEFTTES. 00
173583525, 0 FEIEE152 1 FDCL 247,18 247,18 PDC1 ;
174222685, 0 FAOLIGZ0 1 FCA1299 248,52 248,52 FCA1269

17611427210 FAMZ 0B | 39036511 254,25 254,25 3036511

17751211240 FHO0S51T 1 LAHCL 261,40 261,40 LAKEL

17E 047592, 0 contis_GE0EEE 1 39056365 263,78 263,78 F0BEIES

179525472, 0 contio_BAN4TL i conbia_B30471 271.18 271,14 contia_B3N4T1

181004685, 1 FCA1289 1 contia_31553 281.25 281,25 contia 31553

15112331240 FHNFHIES 1 FCALOZN 283,70 283,70 FCAL0Z0

151135645, 0 LANGL 1 FCAL019 286,15 286, 15 FCAL019

161259165, 0 FHOFEELL 1 FCALOZL 288,61 268,61 FCA1021

154305472, 1 POCA | conbia_B31872 296,10 296, 10 contia_B31972

1E4ETHE 96 0 FCAL1E 1 FCAL0Z3F 309,27 308,27 FCA1023

155424672, 0 contis_2F0SE 1 contig_B31850 313,31 F13.51 contia_B31850

1EE5E3776. 1 FCAL0G4 i FCALIZS F17.35 F17.55 FCA1025

159554064 1 FE 4 0612 1 FCAZ23 322,61 322,61 FCRZ2S

181524125, 0 contia_Z7AEN 1 FCAL3 00 F30.55 330,55 FCA1Z00

193551904, 0 contis 28271 1 IL10 33513 33313 IL10

194550536, 1 contia_2E3ET 1 ASFH F35.77 F35.77 ASFA

185320050, 1 ASPH | conbia_2E745 335.41 F3E.41 contia_2E745

196676 164, 10 contia_ZET4S 1 FCAL0ZG 33545 335.45 FCA1026

195172556, 0 3010812 1 39010812 345,91 F43.91 39010812

199584765, i THHTZ i FCALOZT F48, 16 G448, 16 FCAL027

199550064, 1 FCAL27 1 THNT2 354,32 354,52 THNTZ2

ZNL19TLEG. 0 CYESRI 1 CYESR1 361,97 361,97 CYESR1

ZOIBEIETI. 0 FCA191 1 FCAL91 380,68 350,68 FCA191

ZOFN0516E, FAO2F411 1 3028411 FE6 . 00 FE6. 00 FR028411

Z04EIE120,10 SHOG215T | 3062157 338,96 358,96 FA06215T

ZOSHL0EED. 0 wLin 1 contia 812376 393,91 393,91 contia_B12376

ZUGL3A10,0 FCAL0ZE 1 FA0TI416 396 .41 FE.41 FAOTE4 16

ZOBGESATE, I FCALE00 1 conbia_2E397 408,40 408,410 contia_2E3ET

Z0EF2EEEE, 1 FOAZ2E i conbia_28271 414,46 414,46 contia_2E271

205416520 FOA1025 1 conbia_ 2760 417,01 417,01 contia_27EE0

Z0A0TA0L6, 0 contia_BI1ES0 1 3040612 422,14 422,14 FA040612

ZOAAETH2A, 0 FOAL02S 1 FCALDE4 428,73 428,73 FCA 1054

211127686, 1 cortia_B31972 i contia_27055 434,65 454,63 contia 27055

ZI2TEANGE, 0 FoAL:1 1 39035252 444,68 444,58 3035252

ZI25TEEE .0 FCA1013 1 35995407 447,14 447,14 FEAA5407

21202000, 10 FCALOZ0 1 FCALZ 0 448,58 448,59 FCA1Z0

ZIA5TES1Z, 0 cort iz F1553 i TGFE2 456,82 456,62 TGFEZ

2141119040 FH0FH252 1 35974162 458,27 458,27 3EATHIER

ZISOEZETZ. 0 FEAASH0T 1 conbia_32722 472,26 472,26 contia_32722

ZISEIZOGZ.0 FCA1ZN 1 39 16HE58 474,79 474,74 FH0GHESD

21658400, 1 TGFE2 i FCALS 03 478,58 478,58 FCA1303

Z1B01E60E . 0 3574162 1 FCaRaA 435,12 455,12 FCER3A

219178556, 0 FAOGAESE 1 FCALOZN 437,75 457,75 FCALOS0

219514048, 0 conhis 5272 1 FCALDGE 495,95 495,93 FCAL052

221063650, 0 ~ortia_203 i FCALS 014 497,25 497,25 FCA1304

2HTHIDE 0 coftia_32E09 1 FCALO3S 495,55 495,55 FCAL053

224061664, 0 FCA1ZEE 1 FCALS 06 s01.11 501,11 FCA1306

Z241TEITE LD FEEGTEGE 1 FCALDEL 505,46 503, 46 FCAL0G1

ZEEEIFA0E, 1 -ort iz 33532 i contia_23005 505,50 505,50 contia 23005

EETEI04E .0 coftia 55133 1 FCAL3 05 508,15 508, 15 FCA1305

Z3ASE1E08, 0 contia 35305 1 contia_21107 528,58 528,59 contia_z1107

2409E4112, 0 FAN15H61 1 RPSZT 540,64 540,64 RPE2T

241191952, 1 FCA12E7 i GEA 545,30 543,50 GEA

241565685, 0 FR02524% 1 FHLR 54 .6 545,66 FHLF:

ZAFOTOF4E, 0 contia 35676 1 CoTE 551.27 551.27 CCTS

ZAENTAS 04, 0 conhis 36252 1 conbia_21795 556,52 556,52 contia_21785




Position Marker Human Chromosome Marker Position F2 Position Marker Dog Chromosome Marker Position
L E ST R P 8 A T ; FCALHE i 00 000 FCALEE . FTe o S L T E2CE TS T

S04 LE0Ed, 00 contig_ 410099 -] contig_ 409852 F2.93 F2493 contig_$09552%e 29 contig 410325 SEIEL09. 00

S1942536..00 contia 410325 & contig 410099 67 .69 67 .69 contig 410099 24 contig 410479 ET34465. 00

S2ei4000.00 conbia_410479 ] contig 410325 96 . 7E 96,78 contig 410325 24 REICCY F4E0E52. 00

SEEA7ES2.00 REICC] & contiga_ 410479 105.75 103.7% contia_410479 29 FCR13E S752907. 00

SRITIS24. 00 FCAL3E g RE1CCL 125,581 125.61 RE1CCL 29 contia_ 411059 A0, 00

SE4ZESE0.00 contia 411039 & contig 411039 153.41 153.41 contig 411039 29 HO= 10515725300

ST1E8056. 00 HOS 8 HOZ 160,14 160,14 HOZ 249 FCALZ07 10E7S042.00

S7EE3E25.00 FCR1307 & FCA1307 164.53 164.53 FCA1307 29 FPEHE 10762399, 00

STTL1EGIG.. 00 FENE g PENE 175,86 17566 PENE 29 FCALS 08 1207195500

SA2AET 04,00 FCALS0E & FCALZ0E 167 .36 157 .36 FCA130& 24 FLALOGE 1257418700

SASEIR2EL00 FCR1DZE ] FCA10ZE 194,10 194,10 FCAR10ZE 24 FCALZ09 1386535500

B1467216.00 FCAL309 & FCA1309 196.28 196,28 FCA1Z09 29 contig 591250 1562011900

E342E152.00 contia 1280 g contig _T912E0 200,70 200,70 contig _T91250 29 FCAZ 02 1736515600

BE44ETES. 00 FLAS0Z & FCATO0Z2 214,55 214,55 FCRZ02 29 FLAZZO 1744508500

ESEES 14400 FCR220 8 FCRZ20 221.40 221.40 FCRZ20 249 FCALZ10 1345499000

BEE52160.00 FCR1Z10 & FCA1310 223.84 223.64 FCA1310 29 CRH 1558534705, 00

ET2EL1TE.00 CRH g CRH 225.55 225.65 CRH 29 FALL0ET0 20007956 ,00

BESASZ216.00 JALE0E30 & FIALE0EI0 228,95 225,95 FA160E30 24 FCALS1L 20696044 .00

EH2EITTE. 00 FCR1Z11 ] FCA1311 232,02 232,02 FCA1311 24 conbig 413491 2183458 0.00

FO2E4AES. 00 contia 413491 & contig_ 413491 235.10 235.10 contiga_ 413491 29 contig_ 413657 22754366, 00

FATEOG 04,00 contia 413657 g contia_4136&7 296,65 246,65 contig 413657 29 FCRABTZ2 24363TE2.00

FETGEAAZ2L00 FLABT 2 & contig _T4E150 260,79 260,79 contig T4E1350 29 FLAZ94 2447794000

FIETIO44 .00 FCA294 8 FCAR1z12 267,57 267,57 FCARiz12 249 FCAiz12 2504163600
F45E14E0. 00 FCA1312 & FCRET2 269,75 269,75 FCRE&T2 29 contig_T4E150 26504242, 00
TEIBTTIZ.00 contia_T46130 g FCAZ94 271.99 271,99 FCAZ94 29 contia_ 414961 2E 05434500

FEZFEAZ0L00 contia_ 414961 & contig_ 414961 280,20 280,20 contig 414961 24 FLABDZ S0EEEZE4.00

SH9936E4.. 00 FCRED2 ] FCRE D2 258.41 288.41 FCREO2 24 FCALOZT Inesz1s0.00

S1430845.00 FCAl1037 ] FCA1037 295,15 295,15 FCA1037 29 contia 4153578 F22EITTEL00

SE2E2E45. 00 contia_ 415875 G contig 415575 299.61 299.61 contig 415575 29 FCRL1313 SETTEA16.00

SE241296.00 FCALS1S & FCA1313 313.76 F13.76 FCA1313 29 FA0FEEI0 4352140200

SEETEI2E.00 SA03IE30 ] IA0EEE3I0 316,01 316,01 03530 24 contia 591612 I4743ET2.00

SE2A5536.00 conkig 591612 ] contig _S91612 320,50 320.50 contig _S91612 29 contia 591635 SEOE5256.. 00

S7954160.00 contia 591635 G contig _S91635 324,96 S24 .96 contig _S91635 29 FCRZED SES0ES00.00

SALZZE0E. 00 FLAZE0 & FCAGSN F3l.74 33l.74 FCAGSN 24 contig 417105 SE419236..00

102658500 contia_ 417105 ] contig 417105 I38.E3 IE8.83 contiag 417105 24 contia T4E961 FAT0E272.00

A24T4T20.00 conkia 746961 ] contig _T4E961 343.22 343.22 contig T4E961 29 contia 417658 40ET1292.00

9392624, 00 contia 417655 G contig 417655 34776 4776 contig 417655 29 FCR17D 42510825.00

ARENTT44. 00 FCALTO & FCA1TN J62.14 J62.14 FCA170 29 conbig 418153 FE34E45E. 00

GESRE224. 00 contia 415153 ] FCR1039 36457 364,37 FCAR1039 24 FCAl0Z9 48R34 00

A7 0AE44 .00 FCalnza ] contig 413153 I65.90 365.90 contig 415153 29 contig 591392 44454624 .00

SEES0936. 00 contig 591892 G contig 591592 F73.48 ST3.4E contig 591592 i

SAE4IA52. 00 contia_ 415583 & contig 418563 JE0.52 FE0.52 contig 4 185&3

100Tans28.0 F59117352 ] 35911732 3E5.13 FEE.13 35911732

102518440,0 39011551 ] 39011551 359,72 359,72 9011581

103641944, 0 noF1 G 0DF1 F96.65 F96.65 0DF1

103T3E792.0 FCALO41 & FCA1042 401,21 401,21 FCA1042

10477345580 FCR1042 ] FCA1041 40350 40350 FCA1041

106400344 .0 FCAi040 ] FCA1i040 403,10 403,10 FCA1i040

1075500850 FCR131S G FCA1315 422 .36 422,56 FCA131%S

107712416, 0 FCALS14 & FCA1Z14 431.63 431.65 FCA1314

107913896, 0 FCRSOE ] FCAS0G 445,85 445,385 FCAS0G

110415744 .0 Dee ] DCE 445,14 445,14 DCE

112354656, 0 cont1a_S13602 G contig _S13602 455. 04 455. 04 contig S13602

114557984, 0 contia 421248 & contig_ 421245 464 . 26 HEd . 26 contig 421245

1ienilogo. o contia T4E155 ] contiag _T4E155 478.51 475,51 contiag _T45155

11e623152.0 9160939 ] 9160939 455,55 455,55 9160939

1186506320 FCR131g G FCAY4S 4a0.21 480,21 FCAY4E

1186811536, 0 FCA0a4 & FCA1Z16 492,54 492,54 FCA1316

119246112.0 FLA74G ] contig 422394 494 .56 494 . 56 contig 422394

120599872,.0 conkig_ 422394 ] FCA1044 497,20 497,20 FCA1044

12205327040 FCA1044 G FCA094 499,55 499,55 FCA094

1236754450 conkia_T43673 - contig _TH4E6T73 S01.57 S01.87 contig TH4EETI

124725144, 0 FCR104E ] FCA1045 S516.67 S16.67 FCA1045

125204045,0 FCA1045 ] contig 423355 523.82 S23.82 contig 423355

12653534992, 0 contia $23358 G FCA1045 526.15 526.15 FCA10486

126621500, 0 HYC - HYC 543.57 S43.57 HYC

129234852.0 FCAR111 ] FCA111 S94&.22 545,22 FCA111

1307 09050,0 contia_ 424062 ] FCA1Z20 S5E.SN0 SEELEN FCR1320

1312390000 FCR1Z20 G FCA1317 SE3.02 SE3. 02 FCA1317

1331558720 FCALELT - TG SED .30 SET.IE TG

153948424, 0 T3 ] FCA1047 SE7.ES SET .S FCA1047

134935424 .0 FCAR1047 ] contig_ 424062 572,31 572.31 contig 424062

1352754 16. 0 FCR131S G FCAYSO 574.60 S74.60 FCAYSO

136541920, 0 FCALE1S - FCAL131E STE.G9 STE.E9 FCA131&

139595360, 0 FCAZSO ] FCA13149 574,15 579,15 FCA1319

1410445760 FCAl04s ] FCA1043 591.549 591.59 FCAR1043

1417370400 contia_T49336 G contia 749356 S96.43 S96.43 contia 749356

1461956532, 0 conkia SEE441 g contig _TEE441 B0E.TE B 05, TE contig TEE441




Position Marker Human Chromosome Marker Position Position Marker Dog Chromosome Marker Position
TTren. 0y TR T T = scadfold_122604 17.13 17.13 scadfold_122404 T contio BlioeT BT T T
234579l 00 scaffold_122909 1 F9062254 21.?5-________————' 21.76 9062254 " scaffold_122490& 1292557 .00
4516120, 00 9062254 ] contig_ k17564 EE.SSf—f 26 .55 contig_G17564 ] SFANE2 254 2445151, 00
E515084, 00 HLGM4x = HLGM3x F1.01 101 HLGM X = MLGHS X SEE2049, 00
E253504, 00 conbig_$45130 H contig_445130 F5.65 __—————________35.63 contig_445130 " contia_ 445150 ST28470,00
BIIS065. 00 contiga_TE4915 1 contig_ 794915 47 .44 37 .44 contig_Fo4a15 " conkig _TE4915 044010, 00
TAOIFS 1. 00 conkig 445240 ] contig_445240 B4 11 Bd.11 contig_445240 ] contia_ 445240 4742409, 00
16219100 contig_GBIS156E = contig_B1E5136 BE .29 B .29 contig _B151356 " contig_B15156 E116535.00
AFAI0ES . 00 TEL L= H contig_445497 §5.14 S5.14 contig_445487 " TEL 1M E2ES150. 00
a7 14495, 00 LCHROOHR2 1 TEL 1= bl A6 L B3 TEL1X " SHROOHZ 645494 7. 00
A7 16559, 00 conkig_445497 ] SHROOHRZ 101.12 101.12 SHROORZ ] contia_ 445497 E457571.00
AANTI27. 00 S2E27TA00 = HID1 151. 12 151.12 HID1 = S2E2TTA00 BEZAZET. 00
AYETOET . 00 A0E52E4 H G2E27TA00 155,20 1535.20 S2E277900 " HHCE BETITOS.. 00
A095459. 00 MM 1 9055264 155.27 155.27 9055264 " FANS5 264 BEA2055. 00
10574574, 00 HIlOi ] AHEL = 157.55 157.55 AHEL X ] HID1 TO45954. 00
1077457400 FCA1322 = FCR1322 155.91 155,91 FCAL1322 " FEA1322 THOSZ29, 00
11224545, 00 AHEL= H FANEEEEN 160, 46 160,46 FANEEEE0 " AREL X TTEIREE. 00
153942300, 00 FANESES 1 GLRAZ 165.67 1635.67 GLRAZ " FHNESESN 1039172500
1445771700 GLRAZ ] HHGS 166 . 56 166,56 HWHCS ] GLRAZ 10517047 00
16516045, 00 CTREZ = CTRE2 17649 176.49 CTPE2 = CTPEZ 1275051, 00
176aE512, 00 SCHLAL H SCHL1 179.45 179.45 ScHL " SCHLL 13795655, 00
1516735600 ZCHLZ 1 SCHL2 155 .40 155.40 SCHL2 " SCHL2 1429105500
15571600, 00 PHERZ ] FOHAL 204 .46 204, 46 POHA1L ] PHERZ 1490761500
1@272020,.00 POHAL = PHERZ 207 .55 207,38 PHERZ " FOHAL 152a17an, 00
24502450, 00 CHESRZ2 H CHESR2 219,42 219.42 CHESR2 " CHESR2 17158560, 00
21960450, 00 PHE® 1 ZF 250,95 250,95 ZF " FHE= 177E3540. 00
2IAEEAEE .00 EIF253 ] PHE® 256.51 25h.51 PHE® ] EIF255 1961565500
2407 TEES 00 ZF" = EIF2:53 242 .65 242,68 EIF2S3 = ZFX 1974570500
24565942, 00 FCR1323 H FCA1323 251,85 251,85 FCALG23 " FCA1323 20124664, 00
2FTE2R 1600 MAGEES - HAGEES 260,59 260,59 HAGEES " HAGEE S 2297751200
25515450, 00 ILIRAPLL ] IL1RAFLL 271.09 271.09 IL1RAPL1 ] ILIRAPLL 2359394 0. 00
Fnied45 1500 HAGEE2 = HAGEEZ2 251.51 251.51 HAGEEZ = HAGEE2 25259900, 00
F1047 266,00 il ] " il ] 291,51 291,51 [i],u} " OHO 27754496, 00
555104, 00 THEH47 - FCA1524 310,25 10,25 FCA1324 " THEH4 7 29629156, 00
FFP 05544, 00 PREG1 ] THEH47 F24.51 S24.51 THEH47 ] FRREG1 2034340, 00
SFT201TTEL A0 FCH1324 " FRRG1 27 .54 S27 .59 FRRG1 = FER1G24 SZ0aT052.00
FTEAIE3e .00 SRPH H SRPH 336,31 SEE.31 SRPH " CRPH G2EEEEEE, )
FE093925. 00 aTC - ECOR 345,27 545,27 ECOR " LIS SE095196. 00
FATASSE0, 00 ECOR ] oTe F45.11 5. 11 oTC ] ECOR 4571476 00
40944440, 00 FA04TTAT = DO 5= F06.69 et T o | DOES5e = 047717 SREETITZ.LO0
40a7eEE0, 00 USPEs " FA047717 65,12 e, 12 FA047717 " D= =g SRENOEE0. 00
4109411200 DS - LEPas F¥0.60 SF0.60 LZPak " K] LE s SET257TE..00
4195522500 FCR1Z2% ] FCR1S2% FED . 0 S50 06 FCAL1G2% ] FEA132S FeR16052. 00
4517565200 FCH15Z26 " FCR1526 F99.62 5962 FCAL1G26 = FER1G2E ST4597E4. 00
4347EE52, 00 MAOA H MAOA 405,14 405, 14 MACA " HAOAH STRTOAE24, 00
445053556, 00 UTH - UTe 419.69 419,69 T " LT SEEESE16. 00
FEE51076 .00 SLCAAT ] SLCART 422,57 422.57 SLCAAT ] SLC9AY 4 H1A396 0, 00
4595455000 UEA1 = UEA1 425,45 325,45 UEA1 = LEAL 074314000
4EA7I072..00 PCTHEL " PCTHL 425,53 425,33 PCTHL " PCTHA 407ERTES,. 00
471525400 ARAF - ARAF 356.51 356,51 ARAF " ARAF 4113519200
45219492, 00 FT&11 ] FTEJ1 444,55 344,55 FTEJ1 ] FT=a1 1677236, 00
456356TH. 00 TIAALTE " TIAHI1TE 452.49 452,49 TIAHITE = TIHH17E 4200236000
44250, 00 CCNES H CCHES 454,94 454, 94 CCMES " CCHES 42916656, 00
SOETOE24. 00 ERF 15 - EHF 15 d61.22 361,22 EHP 1S " EHP 15 4571711200
S1z49604,00 HUDT11 ] HUDT11 4B7 .50 BT 50 HUOT11 ] HUDT1L 4401502000
S5157Te64. 00 contig_ 485557 = contig_ 455557 454,491 354,91 cont ig 455557 = contid_ 455557 44559264 . 00
BE26SE32.00 JARLOLC " JAR10D1C SO0, 0E SO0, 06 JARLOLC " JARADALC 4493700, 00
SS0E427E. 00 ALAS2 - ALAS2 S07.40 S07.40 ALAS2 " ALAS2 4ETI0054 .00
SE495264, 00 HAGEH1 ] HAGEH1 212.21 S512.21 HAGEH1 ] HAGEH1 4704302500
SE2TENSE,. 00 ELF& " KLF& 519.40 519.40 KLF& " LFS 4TSS 56. 00
BERENETAE, 00 UEBLMZ H UERLM2 524, 06 524, 06 UERLNZ " UERLNZ 4TEIEET 2. 00
ETITSE0G. 0N SPINZA " SPINZA B35.45 B35.43 SPINZA " SPINZA 45125956, 00
SRR Z. 00 ZeDE " Z=0E S35.65 S35.65 ZwDE b ZrDE 4525922800
E19507 00,00 contiga_TETE2E ] conkig_TST2LE 551.64 551.69 conkig_FE7ZLS " contid_ 757225 5459104 00
BR2AETER2. 00 contia 453034 E contig 453054 ET2.65 ET2.68 contig_453034 " contia_ 455054 B226E352.00
BEIE0E00, 00 ASE12 " ASE12 BEE.21 B&6.21 ASE12 ] AZE12 B2EE38 160,00
G 0S2955. 00 KEIAAL1i6E " KIAA11G6E B02.55 B 02. 55 KIRA116E = KEIRAL11GE B2TN9255.00
BAG04256,. 00 HEH " HEN B16,.26 G116, 26 HEH " HZH B3EEIS1E2.00
ERIESS 04, 00 UETE4d H USTIGd B22.95 B22,. 95 VS TG4 " VTG4 EETERESS, 0
BETI2205. 00 EDRZR " EDAZR BE2. 00 B32. 00 EDAZR " EDAZR E4EESES2. N0
6179440, 00 OFHH1 " OFHH1 654,65 654, 65 OFPHN1 b OFHM1 SRETOSTE. 00
BYSNEZE0. 00 FCR10449 ] FCA10449 BET. 05 B57. 05 FCAL10449 " STRRODS S60S3592. 00
EITES24 0. 00 ETARDE E STARDE BES. 12 BEG. 12 STARDE " FJAL SREZEAS2. 00
BE2AT424 .00 PJAd " PJA1 BES, 0T B9, 07 PJA1L ] FCA104% BETI0452. 00
GE2T004 0,00 IGEP1L " IGEP1 BSl. 05 B5l. 05 IGEP1 = IGEF] ETS153755.00
Tned34EE. 00 ILZRG " IL2RG BA5 . BG B9G5BT IL2RIG " ILZRG 5540712000
THEE45TE . 00 TAF1 H TAF1 T0Z.49 0549 TAF 1 " TAF1 BER19224, 00
T116564E . 00 FCA13Z7 " FCA1327 T13.72 T15.72 FCAL1S27 " FCA1327 BagiE416.an
Tl 05624, 00 RPE4E " RPZ4= T2T7.15 T2T. 15 RPS4X b RFEdi Sazi9452. 00
T2AB2B52. 00 mIST ] RIST TE5. 07 TEG. 07 ®IST " wIST BOSTIE24.00
TH1ESE32. 00 RECET E AECET T40.75 T30, 78 AECET " AECEY E1359944, 00
T4a1a552, 00 HAGEEZ " HAGEEZ2 745,12 45,12 HAGEEZ2 ] HAGEE2 B1929504 .00
TG LG 00 COXTE " ATF7A 749,52 Taa, 52 ATPTA = COETE E3254%24 .00
TTNSETEGE 00 ATPTH " CORTE To2. 07 To2. 07 CORTE " ATFTA BEEEE256. 00
TITRE224 .00 ZCCHCS H ZCCHCS T, 39 TE0,. 39 ZCCHCS " ZCCHCE EST2E45E, 00
TEEN2E36 .00 ITHZA " ITHZA TES. 05 TES . 03 ITHZA " ITHZA E4E20072. 00
TS 1535200 ERHDS " ERHDS T¥L.29 Fr1.29 ERHDS b ERMDG BSOBEETE. 00
S2649952. 00 POUSF4 ] POUSF4 TTE.99 TTE.99 POUSF4 " FOLGF4 BT4E2954. 00
3205944 00 RPEEKRE E RPSERAE TT9.59 .59 RPSEERE " RPSERAE BETAT4A60, 00
4253952, 00 ZATLL " SATL1 TEE .05 TES L A8 SATL1 ] SATLA EA009 064 . a0
GE00E165. 00 CHH " CHH Ta5.61 Ta5.61 CHH = CHH EIESETE2. 00
So290250.00 DACHZ2 " DACGHZ TA5.52 TAG .52 DACHZ2 " DACHZ BAFS0EES. 00
SH0BSE00, 00 TGIFZLX " PAGFCS Gnz.01 S02.01 PAEFPCS " TEIFZLE TIET2400,.00
QOETFIE0 00 FPREPCS " TGIF2LS GO05.20 S05.20 TEIF2LM " FREPLCE T1E42456. 00
ASF2ZES65. 00 DIAPHZ " DIAPH2 G05.40 S05.40 DIARPHZ = DIARPHZ FHEOSE0S0. 00
arsidd44 0. 00 contia_$55044 " contig_ 455044 G11.61 S11.61 contig_455044 " contid_ 455044 ToOEE504. 00
R4 55296 . 00 FCOH19 " PCOH19 G25.67 S25.67 FCOH19 " FCOH1S FT2945965, 00
10051512020 ETE " ETH S32.43 S32.43 ETH " ETE TEIEE200, 00
10224740520 MWEF S b MEF 3 G35.62 S35.62 MEF 3 = HeFS TALOGE 0 .00
1n4219125.0 contia_s55745 " ARHECER 1 S45.54 S45. 539 ARRECR 1 " contid 455745 S1e0ZE000. 00
106G 004E .0 CLONZ " TRPCS G449, 96 5449, 96 TRRCS " CLONZ GE54557E, 00
1072216960 ATG4A " contig_FEO3ES 554,57 854,57 contig_FES3ES " ATE4A 470176500
109352627 2.0 AMAECR 1 " AHOT G55.57 S55.57 AHOT = AMHECRE1 SEATOEEE . 00
1iwand2nn. n TRPCS " HTRZC GBS 16 SBG. 16 HTRZLC " TRPCS STA05264. 00
TII2eE53E0 contig TSE35S " AGTRZ G649, 14 Se4. 19 AGTRZ2 " contig 755355 GEZ1TESES. 00
111904554.0 AHOT " EIRC4 a72.21 a72.21 EIRC4 " AMOT SES0905E. 00
114 04725020 HTR2C b contig 455552 GY5.25 =] contig_ 455552 = HTR2C G4 07IS2. 00
115216 064. 0 AGTRZ " contig_FEES03 G75.19 ST5.19 contig_FEES03 " AGTRZ HITESI12. 00
115451516.0 SLCEA14 " CLL4EX GE1.11 G5l.11 CLUL4EX " SLCEALS SZO05 050, 00
11681550510 KLHL13 " PGRHC1 S84, 03 S84 03 PGRHCL " ELHL1Z GE204 754,00
117745554, 0 IL13RAL " IL13RA1 G59.75 S59. 75 IL13RA1 = IL13RAL SEAGOSS0. 00
115254504 .0 PGRACL " KLHL13 H92.51 S92.51 KLHL 13 " PGRHACL ATAEF0 . 00
119542504 . 100 CLL4ER " SLCEA14 anl.55 anl. 53 SLCEA14 " CLaEs AS559400, 00
1205032080 conkig TEIE03 " ATG4A 911,15 911,15 ATG4A " cohtia _TEEE03 QEIT2 01600
1214054560 contig 455552 b CLONZ2 912,72 912,72 CLDON2 = contia 455552 GY2E0T744 .00
1225217250 EIRCY " contia_ 455745 914,54 914 .39 contia_ 455745 " EIRCH FEIEFLES. 00
1233075720 SH2D1A " SHzD1A 9531.51 951.51 SH2D1A " SHZO1A AEEOTT5E. 00
1284 05160.0 CHARCA1 " SHARCA1 a41, 02 941, 02 SHARCAL " CHARCAL 10373280400
1209101620 AIFH1 " AIFH1 Q4,52 44, 52 AIFH1 = AIFA1 104Z357920.0
1505057250 OR13HL " OR13H1 47,52 947 .52 OR13H1 " OR1ZHL 105700564, 0
1542475920 ZHF TS " ZWF7S A50. 75 950,75 ZWFT5 - " ZHFTS 1055524600
135440560, 10 Fa " F4a A5E .99 56, 99 Fa b F3 11259857 2.0
1407557600 HAGECS " HAGECS G0, 09 60, 09 HAGECS " HAGECS 1137567 12.0
144707 0% 0. 0 SLITREZ = SELITREZ2 A7¥5.55 A75. 55 SLITREZ = SLITRE2 117646756. 0
Hdes01200. 0 FAR1 " FHR1 79,92 979,92 FHR1 " FHR1 11935224 0,0
1475330504 .. 0 AFF2 " AFF2 AESL20 HEZL20 AFF2 " AFF2 119919640, 0
1518573280 ZHF 155 " ZHF 155 AED Y BED . A ZHF 155 " ZHF 155 123559954, 0
15242462420 EGH = EiGH 995,22 995,22 EGH = EiEH 1245750050 0
1551456000 OPH1LHE " HFF1 1000,46 100046 HFF1 " OPH1LKE 125022592.0
1BSRENITE. N PP 1 " OPMILH 100575 100575 OPMILH b HPF1 125572556, 0
15465067 2. 0 SPRYS " SPRYS 10i0.34 10i0.34 SPRYS " ZPRYS 1Zee30i12. 0
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