SUPPLEMENTARY DATA
Supplementary Figures.
Supplementary Figure 1. Knockdown of LANP promotes neurite outgrowth in N2A cells.
A-D. N2A cells were transfected with control siRNA (A and C) or siRNA targeting LANP (B and
D) in the presence of CAMP. 48h post transfection, the cells were fixed and stained with anti-
tubulin (A and B) and anti-LANP (C and D) antibodies.
E. Quantitation of number of cells displaying neurites longer than two cell body length. Mock
represents untransfected cells. Scale bar= 20um. Cells were counted in 3 sets of high power
fields representing triplicate transfections (typically 6 fields or more were counted with total
number of cells >75 per set). Error bars represent SEM; p<0.005.
F. N2A cells were transfected with siRNA targeting LANP and control siRNA. 48h post
transfection, western blot analysis was performed with anti-LANP antibody. Actin was used as a

loading control. Mock represents untransfected cells.

Supplementary Figure 2. Knockdown of LANP by RNA interference results in upregulation
of NF-L transcripts 24h post-transfection.

A. PC12 cells transfected with siRNA targeting LANP show reduced expression at the RNA level
24h post transfection as demonstrated by RT-PCR. In these experiments, GAPDH message was
measured as an internal control.

B. PC12 cells transfected with a pool of siRNA targeting LANP and control siRNA show reduced
level of LANP protein 24h post transfection by western blot analysis. Actin was used as a loading
control.

C. Semi-quantitative analysis from triplicate samples depicts 66% knockdown of LANP protein
levels. LANP protein levels are relative to actin and normalized to protein levels of LANP upon

transfection with control siRNA.



D. RNA was isolated from PC12 cells 24 hours after transfection with siRNA targeting LANP
and control siRNA. DNAse treated RNA was subjected to quantitative-RT-PCR analysis
employing primers to amplify NF-L transcripts. Ct value of each sample is normalized to

GAPDH and fold change is relative to control transfected PC12 cells.

Supplementary Figure 3. Knockdown of LANP does not alter histone acetylation status at
the control B-globin promoter. PC12 cells were transfected with siRNA targeting LANP or
control siRNA. 48h post transfection, cells were processed for chromatin immunoprecipitation
with anti-acetyl H3 (H3 ac), anti-H3 total antibody or IgG (serving as a negative control). PCR
was performed to amplify the promoter region of B-globin gene (serving as a control). Pre-

immunoprecipitated lysate served as input.

Supplementary Figure 4. Depletion of LANP does not alter histone acetylation status at the
B-globin promoter. Postnatal day 2 mice were sacrificed and brains were processed for
chromatin immunoprecipitation with anti-acetyl H3, anti-H3 total or 1gG (serving as control)
antibody. PCR was performed to amplify the promoter region of 3-globin (serving as a control).

Pre-immunoprecipitated lysate served as input.

Supplementary Table 1. The list of differentially expressed genes in control and siRNA
transfected PC12 cells as depicted in Figure 3. Signal intensity, fold-change, p value and gene
symbol annotation with accession numbers are displayed. Genes are grouped according to their

major biological function.
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Supplementary Table 1

Control Raw Est

Group |Exp Group Fold
Gene_D: Signal Signal Change | p-value |[Gene Symbol |SeqDerivedFrom
acidic (leucine-rich] nuclear phosphoprotein 32 family, member 4 11514 2030 SEB7 00152 Anp32a MM_012303
acidic (leucine-rich] nuclear phosphoprotein 32 family, member E [predicted) 2473.0 2057 1 -1.20 00012 Anp32e Al003642
acidic nuclear phosphopratein 32 family, member B 43428 4068 .0 -1.07 04954 Anp3Zb NM_131911
Differentiation
epidemal growth factor 60.9 3041 500 00021 Egf Ni_012842
wascular endothelial growth factor C 15.0 B55 437 00037 Vegfc MM_053653
brain derived neurotrophic factor 770 2482 323 0.0000 Bdnf XEF108
Synapsin | 266.8 4306 184 00016 Syril BG379858
rieurofilament 3, medium 37504 B524.0 1.74 00001 Mef3 NM_017029
growth associated protein 43 3T 176 149 00085 Gapd3 MNM_017155
neurofilament, light polypeptide 25956 3601.0 139 00006 RGD:621458 BF334545
neurofilament, heavy polypeptide 18129 2457 2 129 00232 Mefh AFO31873
Wascular endothehal growth factor & Fradl) 4560 .70 00302 Vegf AFOB0594
nieural precursor cell expressed, developmentally down-regulated gene 9 (predicted) 7068 3665 -182 00012 Meddd BFS55968
colony stimulating factor 1 [macrophage) 1899 950 -2.00 00059 Csf1 AWE3EE53
keratinocyte differentiation associated pratein 1438 714 -202 0.0036 Kidap BI2B2568
fibroblast growth factor 7 12905 6113 -2 00276 Faf? NM_D22182
insulin-ike growth factor binding protein 5 32857 1101 8 -295 00309 |gibp5 BF339733
Cell cycle/Cancer
similar to dowrnegulated in renal cell carcinoma (predicted) 36.7 1293 352 00032 BG380826
similar to squamous cell carcinoma antigen 2 1699 4357 256 00009 LOC438209 BM330325
Tumor necrosis factor receptor superfamily, member 26 [predicted) 3056 B7T15 220 00038 BEC38317
RAB1S, member RAS onocogene family §95.2 1927 4 215 00006 Rabls BMI34841
high mobility group AT -hook 1 7556 15764 203 00002 Hmgal BG378895
cyclin D1 &51.0 18143 213 00381 Cendl BI295861
Death-associated protein 1115 2183 1486 00016 Dap BE110708
cyclin D1 1004.2 16896 168 00186 Cendl AW143758
Cyclin G2 [predicted) 3009 1818 -1 66 0.0186 Ceong2 £1408309
cyclinE 7134 4234 -1 68 00078 Cenel AS913830
cyclin L2 [predicted) 3292 1690 195 00110 Cenl2 BE038333
CDC23 [cell division cyele 23, yeast, homolog) (predicted) 35949 1386 -2E0 00625 Cde23 AI013729
Neurodegeneration
homer homolog 1 [Drosophila) 328 731 223 00077 Homerl AF030033
bane morphogenetic protein 2 12761 27738 217 00045 Bmp2 AAS4482F
WGF nerve growth Factor inducible 45133 94708 1497 00025 Yaf MK_030997
Huntingtin interactor protein E 396.3 7283 184 00021 LOC288741 BIM334029
ataxin 2 2808 4970 177 0.0040 AIOBOT39
Purkinje cell protein 4 2968 1596 -1 .86 0.0182 Pepd MNM_013002
gamma-aminobutyric acid receptor, subunit beta 3 119.0 59.2 =20 00001 Gabib3 MNM_017065
gamma-aminobutyric acid [GABA] A receptor, pi 2243 797 -2352 00484 Gabip MM_031029
ataxin 3 1366 376 364 00434 Alxn3 NK_021702
Transcription/Translation
Chp/p300interacting transactivator 944.7 19238 204 00012 Cied2 A1013330
histone 3, H2ba [predicted) 414.9 2323 178 00384 Hist3h2ba AWE33007
H3 histone, family 38 11895.5 66531 179 0.0265 RGD:E21095 AI177503
Histone 1. H4a [predicted] 46904 2534 9 1582 0.0004 AAB4221
CCAATenhancer binding protein (C/EBP), gamma 2652 1414 -1.490 00087 Cebpy #E4403
meningioma expressed antigen 5 (hpaluronidase) 6027 304 6 <1488 00021 Moess NM_131504
histone 2 87.2 491 -1.898 00170 HistZh2aa Al235236
general transeniption factor Il H, polypeptide 1 [predicted) 2848 1328 =214 0.0032 GifZh1 BFE24412
histone 2a 5338 2437 219 00178 AGD:621437 A£A850835
histone 1, H2bh (predicted) 13824 6140 225 0.0181 Histthzbh BM331206
eulk.arpotic iranslation initiation factor 4, gamma 2 (predicted) 786849 31942 -246 00308 Eifdg2 BGE72378
histone 1, HZbl 375 103 -366 0.0001 Histh2bl NM_022647
Signal transduction
microfibrilar associated protein 5 [predicted) 442 1417 320 00010 MfapS Bl283094
senine (of cysteing] proteinase inhibitor, clade B, member 2 40.4 1263 317 00035 Serpinb2 MK_021696
similar to MAP kinase phosphatase 4 225 BB7 8 302 0.0008 LOC293847 AI179321
bradykinin receptor b2 1185 3038 256 00001 Bdkib2 BF 408558
Mitogen activated protein kinase kinase kinase 12 46.4 1023 222 00036 Map3kia BI303658
interleukin 1 receptor sccessony protein 95,0 2023 207 00019 Miap BF331914
Rho GTPase activating protein 27 220 4450 2m 00037 Arhgapls BE100015
G protein-coupled receptor 48 4280 2212 194 00026 Gprdd BI300274
alpha-2-mactaglobulin 62649 4127 20 00000 A2m MNK_012488
adienergic receptor, beta 3 208.8 991 21 00026 Adib3 NM_013108
guaning nuclectide binding protein (G protein), gamma 5 subunit 2649 1236 214 00048 Gngh NM_024377
prostaglandin E receptor 3 [subtype EP3) 14721 B36.1 -215 00009 Prgerd MNM_012704
guanylate nucletide binding protein 2 454.7 2112 -2.20 0007 Gbp2 Mi_133624
lamin B receptor 74T E 3187 -235 0.0056 Lbr N_134453
matiix metallopeptidase 2 1537 622 -247 00011 Mmp2 LIG5ESE
serine [of cysteine] proteinase inhibitor, clade & 2503.7 8763 -263 00001 Serpinaf AA5I3495
intetleukin 1 receptor, type | 2808 663 -4.08 oo121 M Ii_013123
Miscellaneous
prostaglandin-endoperoxide synthase 2 51749 28661 553 00000 Ptgs2 Un33a9
aguaporin & £48.1 27435 423 0.0000 Agps NM_019158
kallikrein 10 1108 3241 293 0.0000 RGD:1303242  BI2E3346
Kruppelike factor 5 475 1352 284 00036 KIS BM3B2886
Patassium voltage-gated channel, subfamiy G, member 1 618 1666 270 00010 Kengl BF3B7447
MOD3 ke protein [has Leucine-tich repeats) 119.2 2561 215 0.0005 nod3l BE106776
Dnal [Hep40) homolog. sublamily C. member 4 [predicted) 2300 118.4 -1.94 00004 Dnajcd BG380252
SET binding factor 1 [predicted] 3327 1628 -205 0.0360 Sbf Av434982
adrenergic receptor, beta 3 2088 991 211 0.0026 Acrib3 hi_01 3108
MNuclear pore associated protein §51.3 2437 -2.26 00086 BI283822
lamin B receptor TAT 6 387 -235 0.0056 Lbr MNM_134453
crystalin, gamma E 36493 1466 -252 00068 Cryge JOOV1E
calcium channel, voltage-dependent, alpha2/delta subunit 1 9094 3514 -259 00003 Cacna2dl AFA00E62
sodium channel, voltage-gated. type Il beta 35768 12748 28 0.0000 Sendb AAGES104
S-hydraxptryptamine (seratonin] receplor 2C 586 184 =319 00006 Hir2e 35315
angiotensin | receptor, type 2 a2r2 957 342 00011 Agh2 BFS52673

tubby homolog [mouse) 524 139 2775 0.0008 Tub MNM_013077





