
 

 

 

 

 

 

 

 

 

Figure S5. Flow chart of the genome-wide identification of RNA regulatory motifs/genes using 

RNA Sampler and RSSVM. 

’ Preprocessing: Retrieve 5 UTRs of orthologous genes 

Step 1: RNA Sampler,RNA structure prediction 

Step 2: RSSVM, RNA regulatory motif identification 

Evaluation: Compare to known RNA regulatory motifs; 
Search for supporting evidence 


