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gene length Solubilization Extiction | Signal #Amino PFAM_cou
Protein Name| Uniprot ID | SGD ID level post IMAC (ma per liter culture) | Void Check (bp) Molecular Weiaht (Da)| P1_| Coefficient | peptide | DScore | acids | #TMH | #Cvs | #Met | #Tro | #Twr Seauence PFAM ID___|PFAM desc nt__|Special Note

PNS1 Q12412 | YOR161C 33 1 1620 60250.7 8.38 1.68 N 0017 539 10 12 17 11 30 |MPLNEKYERPPQPPPAY| _ PF04515.3 | DUF580 121

coct P47818 | YLR220W 238 1 969 - - 34249.8 471 071 N 0.165 322 3 0 7 2 10 |MSIVALKNAVVTLIQKAKG _ PF01988.9 |DUF125 273 | FLAG sianal only
TVP15 Q03860 | YDR100W 2.0 1 432 - - 158815 2.13 064 N 039 143 3 1 3 0 8 |MSVIPPKFFKIANISIGCID| _PF08507.1 |COPI assoc 24
Y0390 Q08913 | YOR390W 1.9 1 1128 . . 41985.1 8.58 1.2 N 0286 375 9 11 14 5 17__|MIFNPVISNHKLSHYIHVF|  PF02537.6 |CRCB 473 |FLAG sianal only
SVP26 P38869 | YHR181W 1.8 1 600 - - 26283.7 8.55 141 Y 0.668 228 4 4 2 2 14 |MLLELISYAGTVSGFLFLT| _PF041484 |DUF396 36

NSG1 P38837 | YHR133C 1.7 1 780 - - 32214.4 9.09 1.02 N 0.045 291 5 4 5 4 8 |MGKKKSKNQLNTGGVPN _ PF072812 |INSIG 37 |Broad peak

YIF1 P53845 | YNL263C 1.7 1 945 - - 35497.9 9.14 1.18 N 0.022 314 5 3 11 4 15 |MSYNPYAYATSEQGNGVN|  PF03878.6 | YIF1 70

SFT2 P38166 | YBL102W 16 1 648 24274.2 8.99 1.25 N 0015 215 4 5 7 4 6 |MSEEPPSDQUNSLRDSL| _ PF077703 |SFT2 99

YHUO Q6B2K3 | YHR140W 14 1 720 - - 27145.9 1007] 155 Y 0692 239 6 2 6 4 15 |MMSCLVPTRFTLTLNTAC| _PF04750.5 |Far-17a AIG1 35 |HIS>>>FLAG: broad peak
ACO1 P21147 | YGLOS5W 14 1 1533 - - 58402.8 933 1.99 N 0032 510 4 4 14 15 24 |MPTSGTTIELIDDQFPKDI_PF00487.14 |FA 1574__|FLAG sianal only
YN15 P53838 | YNL275W 14 1 1731 - - 65027.5 7.92 09 N 0.037 576 10 10 14 6 19 |MSNESTRVTVSRGCTAS| _PF00955.11 |HCO3 cotransp 272

SHR3 Q12413 | YDL212W 1.2 1 633 23512.2 82 1.16 Y 0.445 210 4 5 6 3 8 |MFSYSDFCSIGTAMILSA]  PF082202 |SHR3 18__|HIS>>>FLAG
PHS1 P40857 | YJLO9TW 1.2 1 654 - - 24510.6 1037] 148 Y 0.556 217 6 2 6 3 15 |MSKKLASPLSFLPLYNLL] PF04387.5 |PTPLA 116

SSU1 Q2VQ77 | YPLO92W 1.2 1 1377 - - 52545.1 86 1.98 N 0347 458 9 10 21 12 28 |MVANWVLALTRQFDPEM| _ PF03595.8 | Cddic_mal tran 256

CTR3 Q06686 | YLRATIW 11 1 726 - - 27533.9 7.81 2.05 N 0118 241 3 11 6 7 13 |MNMGGSSSTAAKKATCK|  PF041456 _|Ctr 173

YPC1 P38298 | YBR183W 11 1 951 - - 36419.6 8.41 273 N 0205 316 4 5 6 13 20 _|MGIFRWNYPESSVPGVW| _ PF05875.3 |aPHC 56 | FLAG sianal only
STT3 P39007 | YGLO22W 08 1 2157 - - 81528.7 8.15 2.05 Y 0618 718 13 5 22 21 37 _|MGSDRSCVLSVFQTILKL|  PF025165 |STT3 178

ATGY Q12142 | YDL149W 08 1 2994 - - 115402 582 1.05 N 0.032 997 6 8 16 1 46 _|MERDEYQLPNSHGKNTF| _PF04109.6 |APGY 69D

BTN1 P47040 | YJLOSOW 07 1 1227 - - 46383.1 7.18 1.34 Y 0539 408 11 7 11 6 22 |MSDKSHQIYCYFWLFGL _ PF02487.8 |CLN3 70

BST1 P43571 YFL025C 07 1 3090 - - 117755 672 1.19 N 012 1029 8 9 25 15 | 43 |MGIRRLVSVITRPINKVN] PF05296.3 |TAS2R 671 | FLAG sianal only
FUN26 P31381 YAL022C 06 1 1554 - - 58317.1 4.69 111 N 0.056 517 11 4 19 8 15 |MSTSADTDTIKKPILAVPE| _ PF01733.8 ide tran 185 |FLAG sianal only
PTR2 P32901 | YKR093W 06 1 1806 - - 68043.4 5.04 1.63 N 0016 601 11 12 18 13 29 |MLNHPSQGSDDAQDEK( PF00854.12 |PTR2 737
ERV29 P53337 | YGR284C 05 | 933 - - 35012.8 1002] 147 N 0,055 310 7 3 7 5 18 | MSYRGPIGNFGGMPMSS _PF02077.6 | SURF4 64

YHB? P38745 | YHLO17W 33 bV 1599 - - 61205.8 4.31 1.41 Y 0938 532 7 13 13 8 32 |MDRTWLLLTWLLLLCGW PF06814.3 |Luna 7-TM R 104

PTM1 P32857 | YKLO39W 32 5V 1572 61006.2 4.68 1.27 Y 0774 531 7 10 16 6 34 |MRVYQFCRPFQLFTCFL{ _PF06814.3 |Luna 7-TM R 104__|HIS>>>FLAG
ALG3 P38179 | YBL082C 1.8 5V 1377 - - 52860.8 9.09 1.93 N 0.054 458 9 10 21 13 22 |MEGEQSPQGEKSLQRK(  PF05208.4 |ALG3 43

YKI3 P36079 | YKLOB3W 14 >V 615 23674 8.02 1.21 Y 0621 204 5 11 3 1 18__[MRWYIYRYIYIYMYLYIYV| _PF00032.8 _|Cvtochrom B C_| 23702 |HIS>>>FLAG
GEF1 576928 | YJRO4OW 14 5V 2340 - - 87591.4 711 1.22 N 0.057 779 11 14 17 12 30 |MPTTYVPINQPIGDGEDV| _PF00654.10 |Voltage CLC 742 | FLAG sianal only
Y0073 Q08232 | YOL073C 05 5V 969 35762.1 8.07 2.06 Y 0.492 322 4 3 5 10 13 |MSMEPPVGLTAMPVTKL] PF08551.1 |DUF1751 40

ZRT1 P32804 | YGL255W 05 5V 1131 - - 415816 56 2 N 0122 376 8 6 7 11 16 |MSNVITPWWKQWDPSE| _PF03824.6 | NicO 204 | FLAG sianal only
YDC1 Q02896 | YPLOBTW 03 >V 954 - - 37230.7 717 301 N 0131 317 7 4 10 15 21 |MLFSWPYPEAPIEGYWG| PF05875.3 |aPHC 56

YKKO P34248 | YKL100C 28 V>l 1764 - - 67525 525 1.42 N 0031 587 7 5 12 11 26 |MDKYLNSFVDHLSEWSS| PF04258.4 |Peptidase A22B 130 | FLAG sianal only
GPI14 P47088 | YJRO13W 1.3 V>l 1212 - - 47166.2 933 238 Y 0515 403 8 6 7 13 30 |MTGEEWGLTVLSFLVRV] _ PF05007.3 |Mannosvl trans 63
PEX31 P53203 | YGRO04W 11 V>l 1389 - - 52942.7 974 1.7 N 0015 462 4 2 11 12 17 | MSEINNENLEPTSSTVAE| _PF06398.2 |Pex2db 1079
YK31 P36142 | YKROS1W 09 V>l 1257 - - 48756.7 8.54 225 Y 0631 418 7 11 8 13 28 |MENKLLCWWLYWPCVY{  PF03619.7 |DUF300 118
YJT8 P39535 | YJL198W 09 V>l 2646 - - 97688.3 71 1.07 N 0.043 881 12 10 22 12 28 |MRFSHFLKYNAVPEWQN _ PF03600.6 | CitMHS' 167
YBS4 P38244 | YBRO74W 09 V>l 2931 - - 111068 6.51 147 Y 0.485 976 9 9 17 13 44 |MKLKSVFRSVLKYRKTNL| _PF05653.4 | DUF803 148 |HIS>>>FLAG
GPI11 Q06636 | YDR302W 07 V>l 660 - - 25261.9 972 229 N 0.057 219 4 4 4 7 14 |MPAKKRTRKTVKKTVSFY PF06699.2 |PIG-F 39
TMS1 Q12116 | YDR105C 07 V>l 1422 - - 52230 515 1.96 N 0.402 473 10 13 13 13 22 |MGAVISLPVSMAGSFVAS PF033486 | Serinc 125
ICE2 P40499 | YILOSOW 07 V>l 1476 - - 56332.7 9.02 1.93 Y 0.498 491 8 14 7 13 27 |MTSLSKSFMQSGRICAA] PF08426.1 [ICE2 17
VPS68 Q12016 | YoL120W 06 V>l 555 20101.2 5.06 1.64 N 0249 184 4 3 3 4 8 |MEADDHVSLFRFPFKIPT| _ PF05255.2 | UPF0220 52
PHO87 P25360 | YCR037C 05 V> 2272 - - 102539 6.23 094 N 0.149 923 12 11 25 12 22 | MRFSHFLKYNAVPEWQN — PF02040.6 |ArsB 167
TVP38 P36164 | YKR088C 58 v 1014 - - 383113 6.25 1.03 N 0017 337 5 1 11 4 13 |MSQSYEAGNANMGQGE| PF093351 |SNARE assoc 1246
05T2 P46964 | YOR103C 35 V. 393 - - 146975 974 017 N 0112 130 3 5 2 0 2 |MAKAPKANTPKVTSTSS] _ PF02109.6 |DAD 79 |FLAG sianal only
CTR1 P49573 | YPR124W 34 V. 1221 - - 444415 6.1 077 N 0043 406 3 7 37 4 9 |MEGMNMGSSMNMDAM{ _ PF041456 _|Ctr 173
RET1 P38206 | YBLO20W 29 V. 1725 - - 66210.7 954 1.22 N 0.19 574 12 7 10 9 23 |MAKKNSQLPSTSEQILER] _ PF04506.4 |Rft-1 47
GET2 P40056 | YER083C 1.6 V. 858 - - 314933 9.96 1.27 N 0.04 285 3 0 5 5 9 |MSELTEAEKRRLLRERR( _ PF08690.1 |GET2 6 |FLAG sianal onlv
GWT1 P47026 | YJL091C 15 V. 1473 - - 55466.2 9.69 1.58 N 0.069 490 12 9 8 10 24 |MSTLKQRKEDFVTGLNG| PF064232  |GWT1 41
YFL2 P43614 | YFR042W 14 V. 603 - - 23555.2 1001] 184 Y 0528 200 4 2 4 4 16 |MAGIKLTHKLYQYYQLAT] PF04387.5 |PTPLA 116 __|HIS>>>FLAG
GMH1 P36125 | YKRO30W 1.2 V. 822 - - 31993.2 931 1.57 N 0033 273 5 4 7 5 17 |MSYLPTYSNDLPAGPQG| _PF052164 _|UNC-50 42
Y0271 Q12029 | YOR271C 1.2 V. 984 - 35414.1 1047] 082 N 0.036 327 4 2 9 4 5 |MASSVPGPIDLPESRYDL| _ PF038208 |Mic 9%
LAG1 Q6LD26 | YHL003C 1.2 V. 1236 - - 48454.4 917 1.93 N 0.063 411 7 5 13 11 24| MTSATDKSIDRLVVNAKT|  PF037986 |LAG1 189
YD352 Q06328 | YDR352W 11 V. 954 - - 35178.9 4.64 11 N 0377 317 5 6 3 3 17| MSCSNGIWPTVSNLCGS| _PF01461.8 |7tm 4 966
YJ55 P47131 YJR085C 1.0 V. 318 11250.1 964 1.25 N 023 105 3 0 5 0 11 |MEHPAYTLSLLTTAGGLM| _ PF03647.4 | TMEM14 75
VPS55 P47111 YJR044C 09 V. 423 15663.5 6.33 077 Y 0583 140 4 4 6 1 5 |MMEFKVSPLTKIISLSGFL| _ PF04133.4 |Vps55 68
YP162 Q12042 | YPL162C 09 V. 822 - - 31346.5 6.35 15 N 0321 273 5 6 6 6 10_|MYVSNGKDTCQLLGPVS| PF04647.5 |AarB 103
YNB6 P27514 | YNRO13C 09 V. 2685 - - 99490.1 812 1 N 0077 894 12 10 30 13 20 |MKFSHSLQFNSVPEWST| _PF00939.9 |Na sulph symp 456
YLO14 Q12431 | YLLO14W 07 V. 327 - - 12404.4 4.88 1.79 N 0.182 108 3 1 2 3 4 |MSSNEEVFTQINATANWV] _ PF07019.2 | Rabsip 26
FET4 P40988 | YMR319C 07 V. 1659 62791.8 517 1.84 N 0.081 552 7 9 13 16 19 |MGKIAEFLGNPGARPDVI| _PF04120.3 |iron permease 7
YHNg P38799 | YHRO78W 04 V. 1659 - - 63330.7 7.45 1.24 Y 0815 552 8 7 12 8 26 |MEALIVFIVLSVSGAFAYK|  PF02654.6 | CobS 255
TVP23 P38962 | YDR084C 04 V. 600 - - 23147.8 8.86 2.46 N 0209 199 3 4 4 8 9 |MDQARNFYNTILKSSHPI __ PF05832.3 |DUF846 60
SC1
Selected Cloned DDM soluble[>50% included|

Number of

successful
targets 9% 87 72 61 31

Percentage

relative to

orevious step. 91% 83% 85% 51%

Percentage

relative to
starting
target 1% 75% 64% 32%




Number of
successful

Percentage
relative to
previous

Percentage
relative to
starting

SC-3 SC-4
Selected | Cloned |Expressed] DDM soluble | Selected | Cloned | Expressed | DDM soluble
96 85 62 52 96 88 66 63
89% 73% 84% 92% 73% 95%
89% 65% 54% 92% 69% 66%

Combined 4 groups
Selected | Cloned Expressed | DDM soluble

Number of
successful
targets 384 351 272 234
Percentage
relative to
previous
step 91% 77% 86%
Percentage
relative to
starting
targets 91% 71% 61%




Molecular

UniProt ID | Protein Name Function Weight (Da) |[ExpressionSolubilizationVoid Check
Q99808 hENT1 nucleoside transporter 50216 e il |
Q14542 hENT2 nucleoside transporter 50110 e e |
Q9BZD2 hENT3 nucleoside transporter 51712 * e
000337 hCNT1 nucleoside transporter 71580 * * |
043868 hCNT2 nucleoside transporter 71991 * * |
Q9HASS3 hCNT3 nucleoside transporter 76925 * * \%
Q9HO015 hOCTN1 organic cation transporter 62151 e *

P14859 hOCT1 organic cation transporter 61150 * *
P09086 hOCT2 organic cation transporter 62560 * *
Q01860 hOCT3 organic cation transporter 61276 * *






