
Supplemental data figure legends 

Supplemental Data Figure 1 -State changes supporting statistically significant 
hypotheses described in the manuscript.   
Green – measured and observed increase in RNA expression.  Red – measured and 
observed decrease in RNA expression.  Yellow – hypothesized increase in abundance or 
activity.  Blue – hypothesized decrease in abundance or activity. 

[a] Increased CR hypothesis 

[b] Resveratrol hypothesis 

[c] Increased transcriptional activity of Esrrα hypothesis 

[d] Decreased transcriptional activity of Nrip1 hypothesis 

[e] Increased transcriptional activity of Pparα hypothesis 

[f] Increased transcriptional activity of Pparγ hypothesis 

[g] Increased transcriptional activity of Pparδ hypothesis 

[h] Increased transcriptional activity of Ppargc1α hypothesis 

[i] Decreased abundance of Egf 

[j] Decreased transcriptional activity of the NF-κB complex 

[k] Increased transcriptional activity of Nr3c1 

[l] Decreased abundance of Tnfα 

 

Supplemental Data Figure 2 -Effects of three days of SRT1720 treatment on 
transcript data from mouse livers, compared to SRT501 treatment.   
Scatter plot obtained by graphing fold changes of significant probe sets supporting 
hypotheses in the SRT1720 dataset comparison versus the SRT501 dataset comparison.   

[a] Increased CR hypothesis 

[b] Resveratrol hypothesis 

[c] Increased transcriptional activity of Esrrα hypothesis 

[d] Decreased transcriptional activity of Nrip1 hypothesis 

[e] Increased transcriptional activity of Pparα hypothesis 

[f] Increased transcriptional activity of Pparγ hypothesis 

[g] Increased transcriptional activity of Pparδ hypothesis 

[h] Increased transcriptional activity of Ppargc1α hypothesis 

[i] Decreased abundance of Egf 

[j] Decreased transcriptional activity of the NF-κB complex 



[k] Increased transcriptional activity of Nr3c1 

[l] Decreased abundance of Tnfα 
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Resveratrol Treatment Hypothesis

73 of 73 probe sets modulated in same direction after 
SRT501 and SRT1720 treatment (P<10-5)

64 of 69 probe sets modulated in same direction after 
SRT501 and SRT1720 treatment (P<10-5)
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taof(Esrrα) Hypothesis
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taof(Nrip1) Hypothesis

25 of 25 probe sets modulated in same direction after 
SRT501 and SRT1720 treatment (P<10-5)

22 of 22 probe sets modulated in same direction after 
SRT501 and SRT1720 treatment (P<10-5)
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taof(Pparα) Hypothesis
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taof(Pparγ) Hypothesis

75 of 75 probe sets modulated in same direction after 
SRT501 and SRT1720 treatment (P<10-5)

60 of 60 probe sets modulated in same direction after 
SRT501 and SRT1720 treatment (P<10-5)
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SRT1720 Fold Change
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taof(Pparδ) Hypothesis
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taof(Ppargc1α) Hypothesis

17 of 17 probe sets modulated in same direction after 
SRT501 and SRT1720 treatment (P<10-5)

16 of 16 probe sets modulated in same direction after 
SRT501 and SRT1720 treatment (P<10-5)
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SRT1720 Fold Change
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Egf Hypothesis
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taof(NF-κB complex) Hypothesis

13 of 17 probe sets modulated in same direction after 
SRT501 and SRT1720 treatment (P<10-5)

25 of 27 probe sets modulated in same direction after 
SRT501 and SRT1720 treatment (P<10-5)
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taof(Nr3c1) Hypothesis
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Tnfα Hypothesis

20 of 21 probe sets modulated in same direction after 
SRT501 and SRT1720 treatment (P<10-5)

40 of 40 probe sets modulated in same direction after 
SRT501 and SRT1720 treatment (P<10-5)
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