Supplemental Data

The following materials are available in the online version of this article.

Supplemental FIGURE 1. Multiple alignment of the deduced amino acid sequences of the
PMI proteins from Arabidopsis thaliana (PMI1 and PMI2), S. cerevisiae (PMI40), C.
albicans (CsPMI) and humans (HsPMI). Asterisks indicate invariant residues. The boxed
region marks the conserved amino Y-x-D-x-N-H-K-P-E maotif.

Supplemental FIGURE 2. Inhibition of recombinant Arabidopsis PMI1 (A, C) and PMI2 (B,
D) by Zn2+or Cde-. Initial velocities were assayed as described under “Experimental
Procedures” with varied concentrations of Znz+ (A, B) or Cd2+ (C, D). The Man-6P concentration
was held constant at 1 mM. Reciprocals of relative values of the initial velocities are plotted for
each Znz+ or Cd2+ concentration. The inset figure is the secondary plot of the slopes against the
Znz+or Cdz+ concentration. The data represent mean values from three repetitive experiments.

Supplemental FIGURE 3. Characterization of the specificities of PMI1 and PMI2
polyclonal antibodies (anti-PMI1 and anti-PMI2). Highly purified recombinant PMI1 and PMI2
were loaded in a series of decreasing intensity. In western blotting analysis, anti-PMI1
recognized PMI1 protein (>25 ng) and PMI2 protein (>100 ng) (upper panel), while anti-PMI2
specifically recognized PMI2 protein (>25 ng) (lower panel).
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Fig. S1 Maruta et al.
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Fig. S2 Maruta et al.
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Fig. S3 Maruta et al.



