Supplementary Figure S4
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Supplementary Figure S4. Cumulative distributions of tags based on their C+G content.
Distributions of WCEseq tags (red curves) were relatively close to simulated tags (gray
curves; based on 26bp, 27bp, and 29bp tag lengths), indicating that sequence
composition bias is relatively mild. As a comparison, similar curves generated from
H3K4me3 ChlPseq tags were also drawn (green curves).



