Additional file 2

Figure S2: Location of polymorphisms genotyped across FTO locus and Linkage
disequilibrium structurein different populations
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Key: CEU Centre d'Etude du Polymorphisme Humain] YBruba of Nigeria



Figure S2 shows heat maps of a section offfi®@ gene with the location of our genotyped
markers, and LD (a$ ranging from 0 to 1) derived from HapMap genotya¢a (release 21,
July 2006) from 30 US family trios of Northern avtestern European origin collected by the
Centre d'Etude du Polymorphisme Humain (CEU) andr8fuba family trios from Ibadan,
Nigeria (YRI) [1]. LD plot for Gambian data based @350 individuals genotyped for 16
SNPs across thHeTO gene.
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