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Fig. S1. Anti-LILRB1 antibody and HLA-G homodimer induce similar proinflammatory cytokine gene profiles in decidual macrophages. (A) Decidual CD14�

lymphocytes were cultured for 5 h in the presence of anti-LILRB1 antibody (10 �g/mL) and goat anti-mouse IgG secondary antibody (5 �g/mL) (Left) or in a 1:1
ratio with untransfected 721.221 cells (None), 721.221 cells transfected with HLA-G monomer, or 721.221 cells transfected with HLA-G homodimer (Right). Total
RNA was isolated and biotinylated cRNAs were used as probes. Hybridization was performed to a common cytokine Superarray membrane as described in
Materials and Methods. The arrays were exposed to X-ray film, and 1 representative of 4 images is shown. (B) Expression was normalized to GAPDH. The average
of 4 experiments is shown. Decidual CD14� lymphocytes produce a proinflammatory cytokine profile upon (Upper) anti-LILRB1 stimulation (black bars) and
isotype controls (gray bars), or (Lower) coculture with 721.221 (white bars), 721.221 cells transfected with HLA-G monomer (gray bars), or 721.221 cells transfected
with HLA-G homodimer (black bars). *, P � 0.05; **, P � 0.01. (C) Gene table for oligonucleotide GEArray human common cytokines microarray (OHS-021). For
more information about gene names please visit http://www.sabiosciences.com/genetable.php?pcatn � ohs-021.
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Fig. S1. Continued.
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Fig. S2. Anti-LILRB1 antibody and HLA-G homodimer induce similar proinflammatory cytokine profiles in CD14� peripheral blood monocytes. (A) Peripheral
CD14� lymphocytes were cultured for 5 h in the presence of anti-LILRB1 antibody (10 �g/mL) and goat anti-mouse IgG secondary antibody (5 �g/mL) (Left) or
in a 1:1 ratio with untransfected 721.221 cells (None), 721.221 cells transfected with HLA-G monomer, or 721.221 cells transfected with HLA-G homodimer (Right).
Total RNA was isolated, and biotinylated cRNAs were used as probes. Hybridization was performed to a common cytokine Superarray membrane as described
in Materials and Methods. The arrays were exposed to X-ray film, and 1 representative of 3 images is shown. (B) Expression was normalized to GAPDH. The average
of 3 experiments is shown. Peripheral CD14� lymphocytes produce a proinflammatory cytokine profile upon (Upper) anti-LILRB1 stimulation (black bars) and
isotype controls (gray bars), or (Lower) coculture with 721.221 (white bars), 721.221 cells transfected with HLA-G monomer (gray bars), or 721.221 cells transfected
with HLA-G homodimer (black bars). *, P � 0.05; **, P � 0.01. Note the scale in B Upper is compressed 2-fold relative to that in Fig. S1B Upper because the mRNA
levels for IL-8 in peripheral CD14� cells were approximately twice that in decidual CD14� cells.

Li et al. www.pnas.org/cgi/content/short/0901173106 3 of 5

http://www.pnas.org/cgi/data/0901173106/DCSupplemental/Supplemental_PDF1nameddest=SF1
http://www.pnas.org/cgi/content/short/0901173106


Fig. S3. Anti-KIR2DL4 antibody and HLA-G homodimer up-regulate proinflammatory cytokine genes on decidual CD56� lymphocytes. (A) Decidual CD56�

lymphocytes were cultured for 5 h in the presence of anti-KIR2DL4 antibody (10 �g/mL) and goat anti-mouse IgG secondary antibody (5 �g/mL) (Left) or in a 1:1
ratio with untransfected 721.221 cells (None), 721.221 cells transfected with HLA-G monomer, or 721.221 cells transfected with HLA-G homodimer (Right). Total
RNA was isolated, and biotinylated cRNAs were used as probes. Hybridization was performed to a common cytokine Superarray membrane as described in
Materials and Methods. The arrays were exposed to X-ray film and 1 representative of 4 images is shown. (B) Expression was normalized to GAPDH. The average
of 4 experiments is shown. Decidual CD56� lymphocytes produce a proinflammatory cytokine profile upon (Upper) anti-KIR2DL4 stimulation (black bars) and
isotype controls (gray bars), or (Lower) coculture with 721.221 (white bars), 721.221 cells transfected with HLA-G monomer (gray bars), or 721.221 cells transfected
with HLA-G homodimer (black bars).*, P � 0.05.
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This chart was made by evaluating the intensity of the hybridization spots in the Superarray in Figs. S1–S3, which were obtained after incubation with
untransfected 721.221 cells; this is a qualitative estimate. Gene position refers to the number shown in Fig. 1C. Differences between decidual CD14� and CD56�

NK cells are highlighted. Scores are given as ��� for the highest intensity observed, whereas �/� indicates the lowest intensity observed.

Table S1. Genes constitutively expressed in various cell types
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