
Mcm 4, 7

Mcm 3

Mcm 2, 8, 9
+ Archaea MCMs

Mcm5

Mcm6

Mus musculus [NP_032592]
Homo sapiens [NP_006730]

100/1.00

Xenopus laevis [NP_001080893]

71/0.91

Ciona intestinalis [Cioin1:291004(JGI)]
Lottia gigantea [Lotgi1:191134(JGI)]

Drosophila melanogaster [AAF54557]
Nematostella vectensis [Nemve1:238608(JGI)]

Trichoplax adhaerens [Triad1:50365(JGI)]
Caenorhabditis elegans [NP_497858]

Monosiga brevicollis [Monbr1:27771(JGI)]

85/1.00

Batrachochytrium dendrobatidis [BDEG_07765(BROAD)]
Ustilago maydis [XP_761211]

50/1.00

Phycomyces blakesleeanus [Phybl1:40964(JGI)]

-/0.97

Neurospora crassa [XP_961537]
Schizosaccharomyces pombe [XP_001713071]

54/0.90

Saccharomyces cerevisiae [NP_013376]

54/1.00

51/-

Chlaydomonas reinhardtti [Chlre3:171623(JGI)]
Ostreococcus tauri [Ostta4:21318(JGI)]

Physcomitrella patens [Phypa1_1:152166(JGI)]
Arabidopsis thaliana [NP_178812]92/0.99

91/1.00

Phaeodactylum tricornutum [Phatr2:11490(JGI)]
Thalassiosira pseudonana [Thaps3:121353(JGI)]

100/1.00

Aureococcus anophagefferens [Auran1:39241(JGI)]

76/1.00

Phytophthora ramorum [Phyra1_1:53906(JGI)]

80/1.00

Trichomonas vaginalis [XP_828632]
Cyanidioschyzon merolae [CMF173C(CmerDB)]

Naegleria gruberi [Naegr1:29938(JGI)]

1

Dictyostelium discoideum [EAL61028]
Cryptosporidium parvum [XP_628459]

Toxoplasma gondii [49.m00049(ToxoDB)]
77/1.00

Tetrahymena thermophila [XP_001007780]
Paramecium tetraurelia [XP_001428737]

87/1.00

Trypanosoma brucei [XP_828632]
Encephalitozoon cuniculi [CAD25394]

Giardia lamblia [GL50803_89112(GiarDB)]

52/-

Entamoeba histolytica [XP_648784]

94/1.00

19/-

Mus musculus [NP_032593]
Homo sapiens [NP_005906]

95/1.00

Xenopus laevis [NP_001081822]

60/-

Lottia gigantea [Lotgi1:206985(JGI)]

64/0.96

Trichoplax adhaerens [Triad1:31010(JGI)]
Nematostella vectensis [Nemve1:192492(JGI)]

76/-

Caenorhabditis elegans [NP_001023011]
Drosophila melanogaster [AAF46184]57/-

99/1.00

Monosiga brevicollis [Monbr1:25214(JGI)]

74/1.00

Thalassiosira pseudonana [Thaps3:135150(JGI)]
Physcomitrella patens [Phypa1_1:144015(JGI)]

Arabidopsis thaliana [NP_680393]
73/0.97

Ostreococcus tauri [Ostta4:14964(JGI)]

88/1.00

Chlamydomonas reinhardtii [Chlre3:127671(JGI)]

94/1.00

Cyanidioschyzon merolae [CMJ261C(CmerDB)]
-/1.00

Aureococcus anophagefferens [Auran1:24050(JGI)]
Trypanosoma brucei [XP_829227]

Cryptosporidium parvum [XP_625363]
Phytophthora ramorum [Phyra1_1:46293(JGI)]

Paramecium tetraurelia [XP_001462544]
Saccharomyces cerevisiae [NP_011314]

Schizosaccharomyces pombe [NP_596614]
Neurospora crassa [XP_962193]

63/-

Ustilago maydis [XP_756513]

85/1.00

Phycomyces blakesleeanus [Phybl1:16771(JGI)]

64/0.99

Batrachochytrium dendrobatidis [BDEG_05775(BROAD)]
65/-

Naegleria gruberi [Naegr1:76348(JGI)]
Tetrahymena thermophila [XP_001013258]

Dictyostelium discoideum [EAS66960]
Encephalitozoon cuniculi [CAD26597]

Entamoeba histolytica [XP_654108]
Trichomonas vaginalis [XP_001582376]

Toxoplasma gondii [38.m01077(ToxoDB)]

52/-

Giardia lamblia [GL50803_17390(GiarDB)]

74/1.00

7/-

18/-

100/-

-/0.94

92/1.00

25/0.75


