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Figure S1.

Alignment and secondary structure of human CLK isoforms and SRPK1

CLEL 148 ---smHLICQSEHVLSARNE IVDTLEEGARGENVEC IDHEAGGRH IVENVD RESEIOVEEHLNTTBPN--STFRCUOMLEWE---ERHE-HIQIVBELEGLSTYDFIKENGFLPFRLDHIREMAYQIC
CLKZ 144 DDAEGHLIYHVEDWLOERMEIVS TLEECTEGRVVOCVDHREGGARVALRI IENVE RL EKINEKDPD--NENLCWOMFDWE---DYHE-HMEBISBELLELSTEDFLKDNNYLEYPIHOVRHMAFQLC
CLK3 191 -—-EGHLVCRIGDWLOERME IVGNLEEGTEGKVVEC LOHARGKSQVALEIIRNVG RL KKIKEKDKE--NKFLCWLMSDWE---NFHG-BMEBIABELLEENT FEFLKENNFQPYPLPHVREMAYQLC
CLE4 141 DDEEGHLICQSEOVLRARNEIVDTLEEGABGKNYVEC IDHGMDGMHUMAVETVENVG RSEEOVEEHLNSTHPN--SVFRCUQMLEWE---DHH IVBBELEELSTYDFIKENSFLPFQIDHIRQMAYQIC
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[l — 1 »—ap--mp— ) ) — T =) ) ] » ]
g —— B2 B3 aC B4 BS oD aE
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