Supplementary Material

Supplementary table 1. Primers sequences used in long-range PCR for breakpoints mapping.

Deletion coordinates Primers spanning the putative breakpoints

chr16:67193822-67387415 5-AAAAGTATTAAAGAGTAAAATGTACATGGAAACAAAAGGGG
5'-GAAATTGCCATCATGCCACACGGAAC
chr16:67324886-67330557 5-GACCCCACCAGAGCCCATCCACAGAC
5-GGGGAAACAGTACCTGTATCAAGATGTTTTG
chr16:67328695-67328844 5'-CAGCCAATCAGCGGTACGGG
5'-CGGGCGGGGGCGGCGGGCCGGCGTCCCTCGCAAGTCAGG
chr16:67416845-67424923 5'-CAAATGATTATCACAGCAAATGAGAGCAAGTCAATTAG
5-CTTTTGGACATCACCACCATGTAAAGAGTGATG
chr16:67424298-67425126 5-CTTAAGTTATGTTCTCTAGTAACTTGCTTGG

5-CTTTTGGACATCACCACCATGTAAAGAGTGATG
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