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Table SA.   Stability of hybrids formed by binding of Probe A to mycobacterial 16S rRNA gene amplicons

Sequence of Probe A Compared to Target Sequences * Species Tm
   

   5'-GCTTTCCACCACAAGACATGCATCCCGTGGTCCTATCCG-3'        M. tuberculosis 73
   5'-GCTTTCCACCACAGGACATGCATCCCGTGGTCCTATCCG-3'        M. asiaticum 71
   5'-GCTTTCCACCACACACCATGCAGCATGTGGTCCTATCCG-3'        M. branderi 70
   5'-GCTTTCCACCACAAGACATGCATCCCATGGTCCTATCCG-3'        M. celatum 70
   5'-GCTTTCCACCACAGGACATGAATCCCGTGGTCCTATCCG-3'        M. marinum 69
   5'-GCTTTCCACCACACACCATGCGACATGTGGTCCTATCCG-3'        M. shimoidei 68
   5'-GCTTTCCACCACAGCACATGCATGCCGTGGTCCTATCCG-3'        M. chubuense 68
   5'-GCTTTCCACCACAGAACATGCATCCCATGGTCCTATCCG-3'        M. terrae 67
   5'-GCTTTCCACCACAAGGCATGCGCCAAGTGGTCCTATCCG-3'        M. kansasii 67
   5'-GCTTTCCACCAGAAGACATGCGTCTTGAGGTCCTATCCG-3'        M. avium 65
   5'-GCTTTCCACCACAAGGCATGCGCCTCGTGGTCATATCCG-3'        M. sherisii 65
   5'-GCTTTCCACCACACGACATGCATCGCGTAGTCCTATTCG-3'        M. aurum 64
   5'-GCTTTCCACCACACACCATGAAGCGCGTGGTCCTATCCG-3'        M. senegalense 64
   5'-GCTTTCCCCACAAAGGCATGCGCCTTGAGGTCCTATCCG-3'        M. haemophilum 64
   5'-GCTTTCCACCACACACCATTCGATGCGCGGTCCTATCCG-3'        M. triviale 63
   5'-GCTTTCCACCTAAAGACATGCGCCTAAAGGTCCTATCCG-3'        M. intracellulare 62
   5'-GCTTTCCACCCCAAGGCATGCGCCTCGGGGTCCTATCCG-3'        M. szulgai 62
   5'-GCTTTCCACCACACACCATGAAGCGCGCGGTCCTATCCG-3'        M. engbaekii 61
   5'-GCTTTCCACCACAGCACATGAATGCCGTGGTCCTATTCG-3'        M. tokaiense 61
   5'-GCTTTCCACCAAAAGGCATGCGCCAAAAGGTCCTATCCG-3'        M. lentiflavum 60
   5'-GCTTTCCACCACACACCATGAAGCGCGTGGTCATATTCG-3'        M. fortuitum 58
   5'-GCTTTCCACCCCAAGGCATGCGCCTCGGGGTCCTATTCG-3'        M. malmoense 58
   5'-ACTTTCCACCACCCCACATGCGCAGAATGGTCCTATCCG-3'        M. xenopi 57
   5'-GCTTTGCACCACTCACCATGAAGTGTGTGGTCCTATCCG-3'        M. abscessus 57
   5'-GCTTTCCACCACAACCCATGCAGGCCATGATCCTATTCG-3'        M. rhodesiae 54
   5'-GCTTTCCACCACACCCCATGAAGAGCGCGGTCATATTCG-3'        M. diernhoferi 52
   5'-GCTTTCCACCACAACCCATGAAGGCCATGATCCTATTCG-3'        M. aichiense 48

    

* Those nucleotides in each target sequence that are not complementary to the corresponding

nucleotide in Probe A are indicated by black letters.
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Table SB.   Stability of hybrids formed by binding of Probe B to mycobacterial 16S rRNA gene amplicons

Sequence of Probe B Compared to Target Sequences * Species Tm
   

   5'-GCTTTCCACCACAAGACATGCATCCCGTGGTCCTATCCG-3'        M. tuberculosis 77
   5'-GCTTTCCACCACAGGACATGCATCCCGTGGTCCTATCCG-3'        M. asiaticum 76
   5'-GCTTTCCACCACAAGACATGCATCCCATGGTCCTATCCG-3'        M. celatum 74
   5'-GCTTTCCACCACAGCACATGCATGCCGTGGTCCTATCCG-3'        M. chubuense 73
   5'-GCTTTCCACCACAGGACATGAATCCCGTGGTCCTATCCG-3'        M. marinum 73
   5'-GCTTTCCACCACAGCACATGAATGCCGTGGTCCTATTCG-3'        M. tokaiense 73
   5'-GCTTTCCACCACAGAACATGCATCCCATGGTCCTATCCG-3'        M. terrae 72
   5'-GCTTTCCACCACACACCATGCAGCATGTGGTCCTATCCG-3'        M. branderi 67
   5'-GCTTTCCACCACACACCATGCGACATGTGGTCCTATCCG-3'        M. shimoidei 66
   5'-GCTTTCCACCACACACCATGAAGCGCGTGGTCCTATCCG-3'        M. senegalense 66
   5'-GCTTTCCACCACAAGGCATGCGCCAAGTGGTCCTATCCG-3'        M. kansasii 65
   5'-GCTTTCCACCACAAGGCATGCGCCTCGTGGTCATATCCG-3'        M. sherisii 63
   5'-GCTTTCCACCACACACCATGAAGCGCGCGGTCCTATCCG-3'        M. engbaekii 63
   5'-GCTTTCCACCACACACCATTCGATGCGCGGTCCTATCCG-3'        M. triviale 63
   5'-GCTTTCCACCACACGACATGCATCGCGTAGTCCTATTCG-3'        M. aurum 62
   5'-GCTTTCCACCAGAAGACATGCGTCTTGAGGTCCTATCCG-3'        M. avium 61
   5'-GCTTTCCACCACACACCATGAAGCGCGTGGTCATATTCG-3'        M. fortuitum 60
   5'-GCTTTCCACCCCAAGGCATGCGCCTCGGGGTCCTATCCG-3'        M. szulgai 60
   5'-GCTTTCCCCACAAAGGCATGCGCCTTGAGGTCCTATCCG-3'        M. haemophilum 60
   5'-GCTTTCCACCACAACCCATGCAGGCCATGATCCTATTCG-3'        M. rhodesiae 59
   5'-ACTTTCCACCACCCCACATGCGCAGAATGGTCCTATCCG-3'        M. xenopi 58
   5'-GCTTTCCACCTAAAGACATGCGCCTAAAGGTCCTATCCG-3'        M. intracellulare 58
   5'-GCTTTCCACCAAAAGGCATGCGCCAAAAGGTCCTATCCG-3'        M. lentiflavum 57
   5'-GCTTTCCACCCCAAGGCATGCGCCTCGGGGTCCTATTCG-3'        M. malmoense 57
   5'-GCTTTCCACCACAACCCATGAAGGCCATGATCCTATTCG-3'        M. aichiense 55
   5'-GCTTTGCACCACTCACCATGAAGTGTGTGGTCCTATCCG-3'        M. abscessus 55
   5'-GCTTTCCACCACACCCCATGAAGAGCGCGGTCATATTCG-3'        M. diernhoferi 54

    

* Those nucleotides in each target sequence that are not complementary to the corresponding

nucleotide in Probe B are indicated by black letters.
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Table SC   Stability of hybrids formed by binding of Probe C to mycobacterial 16S rRNA gene amplicons

Sequence of Probe C Compared to Target Sequences * Species Tm
   

   5'-GCTTTCCACCAAAAGGCATGCGCCAAAAGGTCCTATCCG-3'        M. lentiflavum 71
   5'-GCTTTCCCCACAAAGGCATGCGCCTTGAGGTCCTATCCG-3'        M. haemophilum 71
   5'-GCTTTCCACCACAAGGCATGCGCCAAGTGGTCCTATCCG-3'        M. kansasii 66
   5'-GCTTTCCACCCCAAGGCATGCGCCTCGGGGTCCTATCCG-3'        M. szulgai 65
   5'-GCTTTCCACCTAAAGACATGCGCCTAAAGGTCCTATCCG-3'        M. intracellulare 64
   5'-GCTTTCCACCAGAAGACATGCGTCTTGAGGTCCTATCCG-3'        M. avium 64
   5'-GCTTTCCACCACAAGGCATGCGCCTCGTGGTCATATCCG-3'        M. sherisii 63
   5'-GCTTTCCACCCCAAGGCATGCGCCTCGGGGTCCTATTCG-3'        M. malmoense 62
   5'-GCTTTCCACCACACACCATGCGACATGTGGTCCTATCCG-3'        M. shimoidei 55
   5'-GCTTTCCACCACAAGACATGCATCCCATGGTCCTATCCG-3'        M. celatum 53
   5'-GCTTTCCACCACAGCACATGCATGCCGTGGTCCTATCCG-3'        M. chubuense 53
   5'-GCTTTCCACCACAAGACATGCATCCCGTGGTCCTATCCG-3'        M. tuberculosis 53
   5'-ACTTTCCACCACCCCACATGCGCAGAATGGTCCTATCCG-3'        M. xenopi 52
   5'-GCTTTCCACCACAGGACATGCATCCCGTGGTCCTATCCG-3'        M. asiaticum 52
   5'-GCTTTCCACCACACACCATGCAGCATGTGGTCCTATCCG-3'        M. branderi 51
   5'-GCTTTCCACCACACACCATTCGATGCGCGGTCCTATCCG-3'        M. triviale 51
   5'-GCTTTCCACCACAGAACATGCATCCCATGGTCCTATCCG-3'        M. terrae 48
   5'-GCTTTGCACCACTCACCATGAAGTGTGTGGTCCTATCCG-3'        M. abscessus —
   5'-GCTTTCCACCACAACCCATGAAGGCCATGATCCTATTCG-3'        M. aichiense —
   5'-GCTTTCCACCACACGACATGCATCGCGTAGTCCTATTCG-3'        M. aurum —
   5'-GCTTTCCACCACACCCCATGAAGAGCGCGGTCATATTCG-3'        M. diernhoferi —
   5'-GCTTTCCACCACACACCATGAAGCGCGCGGTCCTATCCG-3'        M. engbaekii —
   5'-GCTTTCCACCACACACCATGAAGCGCGTGGTCATATTCG-3'        M. fortuitum —
   5'-GCTTTCCACCACAGGACATGAATCCCGTGGTCCTATCCG-3'        M. marinum —
   5'-GCTTTCCACCACAACCCATGCAGGCCATGATCCTATTCG-3'        M. rhodesiae —
   5'-GCTTTCCACCACACACCATGAAGCGCGTGGTCCTATCCG-3'        M. senegalense —
   5'-GCTTTCCACCACAGCACATGAATGCCGTGGTCCTATTCG-3'        M. tokaiense —

    

* Those nucleotides in each target sequence that are not complementary to the corresponding

nucleotide in Probe C are indicated by black letters.
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Table SD.   Stability of hybrids formed by binding of Probe D to mycobacterial 16S rRNA gene amplicons

Sequence of Probe D Compared to Target Sequences * Species Tm
   

   5'-GCTTTCCACCACACACCATGAAGCGCGTGGTCCTATCCG-3'        M. senegalense 77
   5'-GCTTTCCACCACACACCATGAAGCGCGTGGTCATATTCG-3'        M. fortuitum 75
   5'-GCTTTCCACCACACACCATGAAGCGCGCGGTCCTATCCG-3'        M. engbaekii 73
   5'-GCTTTCCACCACACACCATGCAGCATGTGGTCCTATCCG-3'        M. branderi 66
   5'-GCTTTCCACCACACCCCATGAAGAGCGCGGTCATATTCG-3'        M. diernhoferi 66
   5'-GCTTTCCACCACAGCACATGAATGCCGTGGTCCTATTCG-3'        M. tokaiense 66
   5'-GCTTTCCACCACACACCATTCGATGCGCGGTCCTATCCG-3'        M. triviale 66
   5'-GCTTTCCACCACACACCATGCGACATGTGGTCCTATCCG-3'        M. shimoidei 64
   5'-GCTTTGCACCACTCACCATGAAGTGTGTGGTCCTATCCG-3'        M. abscessus 64
   5'-GCTTTCCACCACACGACATGCATCGCGTAGTCCTATTCG-3'        M. aurum 63
   5'-GCTTTCCACCACAGCACATGCATGCCGTGGTCCTATCCG-3'        M. chubuense 61
   5'-GCTTTCCACCACAACCCATGAAGGCCATGATCCTATTCG-3'        M. aichiense 60
   5'-GCTTTCCACCACAGGACATGAATCCCGTGGTCCTATCCG-3'        M. marinum 59
   5'-GCTTTCCACCACAAGACATGCATCCCGTGGTCCTATCCG-3'        M. tuberculosis 58
   5'-GCTTTCCACCACAAGGCATGCGCCAAGTGGTCCTATCCG-3'        M. kansasii 56
   5'-GCTTTCCACCACAGGACATGCATCCCGTGGTCCTATCCG-3'        M. asiaticum 56
   5'-GCTTTCCACCACAACCCATGCAGGCCATGATCCTATTCG-3'        M. rhodesiae 56
   5'-GCTTTCCACCACAGAACATGCATCCCATGGTCCTATCCG-3'        M. terrae 52
   5'-GCTTTCCACCACAAGACATGCATCCCATGGTCCTATCCG-3'        M. celatum 51
   5'-GCTTTCCCCACAAAGGCATGCGCCTTGAGGTCCTATCCG-3'        M. haemophilum 51
   5'-GCTTTCCACCACAAGGCATGCGCCTCGTGGTCATATCCG-3'        M. sherisii 50
   5'-GCTTTCCACCCCAAGGCATGCGCCTCGGGGTCCTATTCG-3'        M. malmoense 50
   5'-ACTTTCCACCACCCCACATGCGCAGAATGGTCCTATCCG-3'        M. xenopi 49
   5'-GCTTTCCACCAGAAGACATGCGTCTTGAGGTCCTATCCG-3'        M. avium —
   5'-GCTTTCCACCTAAAGACATGCGCCTAAAGGTCCTATCCG-3'        M. intracellulare —
   5'-GCTTTCCACCAAAAGGCATGCGCCAAAAGGTCCTATCCG-3'        M. lentiflavum —
   5'-GCTTTCCACCCCAAGGCATGCGCCTCGGGGTCCTATCCG-3'        M. szulgai —

    

* Those nucleotides in each target sequence that are not complementary to the corresponding

nucleotide in Probe D are indicated by black letters.
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