ELECTRONIC SUPPLEMENT
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Supplementary Table S1: Summary of Anl and Anll interactions with S100 protein

family members using intrinsic Trp to screen for binding for Anl and ITC for Anll.

Trp Fluor. ITC
Anl +Ca™ Anl-Ca™ Anll+Ca®™ Anll-Ca™

S100A1 - - - -
S100A2 ok - - -
S100A3 - - - -
S100A4 - - - -
S100A5 - - - -
S100A6  Binding* - - -
S100A7 - - - -
S100A8 - - - -
S100A9 - - - -
S100A10 - - Binding Binding
SI00A11  Binding* - Binding -
S100A12 - - - -
S100A13 - - - -

S100B - - - -

S100P - - - -

S100Z - - - -

Protein

Calmodulin ko - - -

- represents no detectable binding;

* confirmed using ITC;

**  small changes in fluorescence emission spectra have been observed by the
interaction could not be confirmed by ITC.



Supplementary Table S2: Thermodynamic parameters determined using ITC for Anl
and AnllI binding their respective S100 protein binding partners.

Peptide Protein ~ Temperature Ka AH; Ko AH,
(°C) (M)  (kJ/mol) (uM) (kJ/mol)
Anl S100A11 15 2.7 -4
20 4.6 -11
25 5.4 -15
30 6.5 -22
35 7.2 -30
S100A6 10 16.0 14
15 15.7 11
20 10.1 6
25 ND 0
30 9.3 -8
Anll S100A10 10 0.6 -53 0.8 1
10° 0.7 -54 0.8 1
15 0.1 -63 0.2 -14
20 1.1 -93 0.7 -18
25 0.8 -100 0.6 -36
30 0.1 -97 0.2 -49
30" 0.1 -101 0.3 -51
S100A11 6° 3.9 31 9.7 21
6 1.9 31 11.5 20
10° 1.8 29 11.3 18
10 0.9 28 7.6 21
15 0.9 21 6.8 17
20° 1.0 9 8.4 11
25 ND

* experiments performed in the absence of calcium;
® experiments performed in the presence 100 mM NaCl

Errors in enthalpies are ~10%. Average values for dissociation constants are: SI00A6
Anl: 1344 uM; S100A11 Anl: 512 uM; S100A10 Anll: Kyi: 0.5£0.4 uM; Kgp: 0.520.3
uM; STI00AT11 Anll: Kyp: 241 uM; Kgp: 942 uM.



