Supplemental Data. Spitzer et al. (2009). The ESCRT-related CHMP1A and B proteins mediate multivesicular body sorting of auxin carriers in
Arabidopsis and are required for plant development.

Supplemental Figure 1: Alignment of CHMP1 protein sequences. The accession numbers and gene identifiers for the
sequences used in this analysis are provided in the Methods section.
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Supplemental Data. Spitzer et al. (2009). The ESCRT-related CHMP1A and B proteins mediate multivesicular body sorting of auxin carriers in Arabidopsis and are required for plant development.
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Supplemental Figure 2: Phenotype of wild type, chmp7 mutant, and rescued chmp1a chmp1b
mutant seedlings. PCR-genotyping of embryos and proliferating calli induced from WT and
mutant embryos.

(A) Seedlings from WT (Col-0), single chmp1a/chmp1a, single chmp1b/chmp1b, CHMP1A/chmp1a
chmp1b/chmp1b, and chmp1a/chmp1a CHMP1B/chmp 1b mutants. Note that all mutant seedlings
are indistinguishable from WT ones.

(B) PCR-genotyping of embryos from plants segregating the chmp1a and chmp1b mutant alleles.
(C) WT (Col-0), CHMP1A/chmp1a chmp1b/chmp1b, and double chmp1a chmp1b mutant plants
rescued with a WT CHMP1B gene construct.

(D)-(F) Calli grown from excised WT (D), WT-looking (containing two or more chmp1 mutant alleles)
(E) and chmp1a chmp 1b mutant embryo (F).

Bars in (A) and (B)= 10 mm; (D)-(F) = 1 mm
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Supplemental Figure 3: Localization of PIN1-GFP in control and mutant embryos after
dark treatment. Embryos were stained with FM4-64 to visualize cell outlines. Note the
accumulation of PIN1-GFP in the vacuolar lumen in control embryo kept in the dark for
24h (A) and 48h (C). In chmp1a chmp1b mutant embryos dissected from the same
plants (B) and (D), PIN1-GFP is only detected in the vacuolar membrane but not in

the vacuolar lumen. V, vacuole. Bars = 10 um.
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Supplemental Figure 4: Control labeling using anti-GFP antibodies on WT heart stage
embryos. CW, cell wall; G, Golgi; V, vacuole.
Bars = 200 nm
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Supplemental Figure 5: Immunolabeling of 2S albumins in PSVs of WT (A) and
chmp1a chmp1b mutant (B) embryos. Bars = 100 nm.






