chr location H3Acpeak(s) TBP/SNAP name Type strand genes Comments

1 74-78K 76049 78K 1.1L D B 31

1 78-84K 79789 78K 1.1R D T 53

1 266-268K 267451 1.2? repetitive_262-269K_LST_repeats
2 3-9K 4057 2.1? repetitive_H2/SCG_repeat
2 260-265K 262492 264-266K 2.2 D B 58 5'_to_SL_array

2 297-302K 298848 297-298K 2.3 R T 17 3'_to_SL_array

3 0-5K 3744 5K 3.1L D B 1

3 5-10K 7168 5K 3.1R D T 64

3 252-257K 254686 247-252K 3.2 | T 1

3 378-383K 380468 & 382084  383-384K 33 T B 30

4 0-6K 3080 1K 4.1 T T 40

4 261-266K 262884 266K 4.2 | B 26

4 467-472K 469916 473K 4.3 T B 60

5 1-10K 5097 4K 5.1 T T 44

5 146-152K 148379 146-148K 5.2 | T 52

5  380-385K 382134 ? 5.3L D B 8

5  385-390K 386554 ? 5.3R D T 8

5  435-440K 438354 440K 5.4L D B 9

5  440-446K 443456 440K 5.4R D T 2 5' to snoRNAs

6 117-123K 121299 123-125K 6.1L D B 36

6  127-133K 130230 125K-127K  6.1R D T 19

6 195-201K 198062 ? 6.2 | T 76

6  500-504K 502529 504K 6.3L D B 4

6  504-508K 508564 504K 6.3R D T 1 repeats_at_right

7 5-10K 8460 10K 7.1L D B 1

7 10-15K 12006 10K 7.1R D B 15

7  205-210K 207365 210K 7.2L D B 33

7 214-219K 215867 214K 7.2R D T 37

7  382-387K 382778 & 384624 384K 731 R T 40 3'_to_tRNA

7 590-595K 591281 7.4? repetitive_H2/SCG_repeat
8 1-6K 2625 1K 8.1 T T 89

8  481-489K 485059 488-492K  8.2L D B 23

8  491-497K 493764 488-492K 8.2R D T 23

9 2-7K 2977 & 4847 0-2K 9.1 T T 82

9  400-406K 403532 406K 9.2L D B 31 3'_to_tRNA_cluster_at_405.5K
9 406-411K 408207 406K 9.2R D T 1 5'_to_tRNA_cluster_at_419K
9 567-572K 569840 572K 9.3 T B 54

10 14-19K 18300 19K 10.1L D B 3

10 19-24K 21530 19K 10.1R D T 54

10 291-297K 293819 297K 10.2 | B 9

10 528-534K 530993 534K 10.3L D B 66 5'_to_tRNA_cluster_at_534K
10  534-539K 535243 534K 10.3R D T 10 3'_to_tRNA_cluster_at_534K
11 1-6K 3161 0-1K 111 T T 47

11 164-169K 165722 157-163K  11.2 R T 51  3'_to_tRNA_clusters_at_157K_and_163K
11  382-387K 384362 382K 113 R T 44 3'_to_tRNA_at_382K

12 378-385K 382820 385/387K  12.1L D B 86

12 390-395K 392935 390K 12.1R D T 12

12 667-675K 673076 675K 12.2 T B 41

13 137-145K 141069 144K 13.1L D B 45

13 149-154K 148915 147K 13.1R D T 25

13 482-487K 484887 486K 13.2 | B 68

13 639-647K 643198 645K 13.3L D B 31

13 643-650K 646088 645K 13.3R D T 2

14 0-9K 4240 2K 141 T T 48

14 420-427K 423490 ? 14.2L D B 61

14 427-433K 429015 ? 14.2R D T 46

15 83-89K 86814 87K 15.1L D B 25

15 87-94K 90129 87K 15.1R D T 49 snoRNAs_at_160K,_tRNA_cluster_at_323K
15 618-625K 622156 623K 15.2L D B 94

15 624-629K 626151 623K 15.2R D T 1

16  334-341K 337001 340-344K  16.1L D B 95

16 344-349K 346143 340-344K  16.1R D T 24

16  644-650K 647167 649K 16.2L D B 41

16 647-653K 649571 649K 16.2R D T 14

17 162-167K 165084 167K 171 | B 40

17 335-342K 338136 342K 17.2 R B 36 5'_to_tRNA_cluster_at_345K
17 410-416K 413305 416K 17.3L D B 20

17 415-422K 417130 416K 17.3R D T 62

18  225-231K 228189 231K 18.1L D B 56 snoRNAs_at_180K

18  231-236K 231504 231K 18.1R D T 49

18  449-455K 451405 449K 18.2 T T 66

19  65-72K 68867 ? 19.1L D B 22

19 65-72K 69632 ? 19.1R D T 47

19  304-307K 305179 ? 19.2 | T 84

19 632-643K 635407 & 638977 637K 19.3 | T 26 possible_genome_annotation_problem
20 94-99K 96449 99K 20.1L D B 26

20  99-104K 102144 99K 20.1R D T 54 snoRNAs_at_320-340K

20 349-354K 350579 348K 20.2 | T 35

20 527-533K 528764 & 53010C 526K 20.3 | T 31 peak_split_at_529K

20 735-742K 738382 741K 204 T B 30

21 3-8K 4560 10K 21.1L D B 1

21 8-15K 11955 10K 21.1R D T 54 tRNA_cluster_at_160K

21 214-219K 218477 220-224K  21.2L D B 20

21 223-230K 225872 220-224K  21.2R D T 56 443K

21 720-726K 724750 726K 21.3L D B 77

21  725-731K 728490 726K 21.3R D T 17

22 5-11K 7610 10K 221 | B 1

22 316-324K 321526 323K 22.2L D B 76

22 324-329K 324841 323K 22.2R D T 43

22 602-607K 605340 607-610K  22.3L D B 26 snoRNAs_at_587K

22 611-616K 612413 607-610K  22.3R D T 21

23 2-9K 3010 2K 231 T T 60  snoRNAs_at_40K

23 215-221K 218147 215K 23.2 R T 4 5'_to_tRNA_cluster_225-227K
23 545-551K 548719 551K 233L D B 73

23 554-559K 555308 554K 23.3R D T 60

24 0-8K 4976 3K? 241 T T 63

24 230-236K 232482 230K 24.2 | T 57

24 469-476K 471731 469K 243 | T 35 tRNA_cluster_at_623K

24 713-718K 715556 717K 24.4 | B 28 snoRNA_at_682K

24 830-836K 833036 836K 24.5L D B 70

24 835-841K 837350 836K 24.5R D T 1

25  263-269K 266266 268K 25.1L D B 73

25 267-273K 269132 268K 25.1R D T 38

25 582-588K 585178 588K 25.2 | B 40 snoRNAs_at_623-632K

25 823-828K 824331 827K 25.3L D B 78

25 827-833K 828666 827K 25.3R D T 30

25  903-913K 907131 25.4? repetitive

26 224-230K 228362 230K 26.1 | B 76

26 303-310K 306910 309K 26.2L D B 24

26 308-313K 310990 309K 26.2R D T 55

26  575-580K 576440 575K 26.3 | T 11

26  610-620 610080-620328 608K 26.4 | T 62 repetitive_FAD_genes_at_610-620K, snoRNAs_at_648-677K
26 919-924K 920327 919K 26.5 | T 45

27 69-73K 71699 73K 27.1L D B 29
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3'_to_tRNA_cluster_at_204K
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3'_to_tRNA_cluster_at_1535K

snoRNAs_at_1261-1265K&1331K

snoRNAs_at_1671-1681K

snoRNAs_at_940-943K
snoRNAs_at_1078-1079K

snoRNAs_at_1555K
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