SUPPLEMENTARY FIGURES

Supplementary Figure 1. Vista Genome Browser plot of the FGF2 gene and selected
CNEs.
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Note: CNEs indicated by number. Line 1 Human-Mouse comparison, line 2 Human-Frog
comparison. Pink peaks indicate conserved non-coding sequence. Blue peaks indicate

exons. Light green peaks indicate UTRs.




Supplementary Figure 2. Vista Genome Browser plot of the FGF3 gene and selected
CNEs.
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Note: CNEs indicated by number. Line 1 Human-Mouse comparison, line 2 Human-Frog
comparison. Pink peaks indicate conserved non-coding sequence. Blue peaks indicate

exons. Light green peaks indicate UTRs.



Supplementary Figure 3. Vista Genome Browser plot of the FGF4 gene and selected
CNEs.
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Note: CNEs indicated by number. Line 1 Human-Mouse comparison, line 2 Human-Frog
comparison. Pink peaks indicate conserved non-coding sequence. Blue peaks indicate

exons. Light green peaks indicate UTRs.



Supplementary Figure 4. Vista Genome Browser plot of the FGF7 gene and selected
CNEs.
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Note: CNEs indicated by number. Line 1 Human-Mouse comparison, line 2 Human-Frog
comparison. Pink peaks indicate conserved non-coding sequence. Blue peaks indicate

exons. Light green peaks indicate UTRSs.



Supplementary Figure 5. Vista Genome Browser plot of the FGF8 gene and selected
CNEs.

3 I T . S R R T R N O M O TR
16 kb

P
FGF8

- —

1

2

103,515.93k 103,516.93k 103,517.93k 103,518.93k 103,519.93k 103,520.93k 103,521.93k
a 1
FGFE
-

’ PV @
I '

T T
103,523.0k 103,524.0k 103,525.0k 103,526.0k 1035270k 103,528.9k 103,529.9k

Note: CNEs indicated by number. Line 1 Human-Mouse comparison, line 2 Human-Frog
comparison. Pink peaks indicate conserved non-coding sequence. Blue peaks indicate
exons. Light green peaks indicate UTRs.




Supplementary Figure 6. Vista Genome Browser plot of the FGF9 gene and selected
CNEs.

Note: CNEs indicated by number. Line 1 Human-Mouse comparison, line 2 Human-Frog
comparison. Pink peaks indicate conserved non-coding sequence. Blue peaks indicate
exons. Light green peaks indicate UTRSs.



Supplementary Figure 7. Vista Genome Browser plot of the FGF10 gene and selected
CNEs.
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Note: CNEs indicated by number. Line 1 Human-Mouse comparison, line 2 Human-Frog
comparison. Pink peaks indicate conserved non-coding sequence. Blue peaks indicate

exons. Light green peaks indicate UTRs.



Supplementary Figure 8. Vista Genome Browser plot of the FGF18 gene. and selected
CNEs
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Note: CNEs indicated by number. Line 1 Human-Mouse comparison, line 2 Human-Frog
comparison. Pink peaks indicate conserved non-coding sequence. Blue peaks indicate
exons. Light green peaks indicate UTRs.



Supplementary Figure 9. Vista Genome Browser plot of the FGFR1 gene and selected
CNEs.
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Note: CNEs indicated by number. Line 1 Human-Mouse comparison, line 2 Human-Frog
comparison. Pink peaks indicate conserved non-coding sequence. Blue peaks indicate
exons. Light green peaks indicate UTRSs.



Supplementary Figure 10. Vista Genome Browser plot of the FGFR2 gene and selected
CNEs.
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Note: CNEs indicated by number. Line 1 Human-Mouse comparison, line 2 Human-Frog
comparison. Pink peaks indicate conserved non-coding sequence. Blue peaks indicate
exons. Light green peaks indicate UTRSs.



Supplementary Figure 11. Vista Genome Browser plot of the FGFR3 gene and selected
CNEs.

Note: CNEs indicated by number. Line 1 Human-Mouse comparison, line 2 Human-Frog
comparison. Pink peaks indicate conserved non-coding sequence. Blue peaks indicate

exons. Light green peaks indicate UTRS.



