Table S3. Sources of the 13 networks analyzed in this work

Networks Sources

Characters in "Les Miserables”
Words in "David Copperfield"
Dolphins

Political blogs

Co-authorship

Football

Power

Airline http://www.transtats.bts.gov

Electronic circuits http://www.weizmann.ac.il/mcb/UriAlon/
Protein-protein interaction 8

Neural http://www.wormatlas.org/neurons.htm/neuronalconninfo.htm
Transcriptional regulatory S

Metabolic 10
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