
SUPPLEMENTARY DATA

Figure S1. Genome integrity of vSOCS viruses in the BamHI-G region. BHK-21

cells were infected with the indicated MuHV-4 viruses. High molecular weight DNA

was extracted and used as template in PCR reactions. A schematic representation of

the BamHI-G region of the MuHV-4 genome and amplicon coordinates for each PCR

are shown. 

Figure S2. ORF73-SOCS viruses show normal in vitro replication. BHK-21 cells

were infected with vSOCS and vSOCSi compared with wild type and 73FS viruses, at

a low multiplicity of infection (0.01 p.f.u. per cell). After 1 hour of virus adsorption,

cells were washed and at the indicated times post-infection virus titers were

determined by plaque assay.
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