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Fig. S1. BRI1 regulates the levels and expression pattern of WER. (A and B) WER::GUS expression is expressed in orderly files in wild type (A) but not in bri1
mutants (B). Wild-type roots were stained for 60 min, and bri1 roots were stained for 90 min. (C and D) WER::GFP expression is seen in N files and is absent in
the H files in wild type (C), whereas WER expression can be seen in the H file in bri7 (D). Asterisks indicate aberrant expression of WER. N indicates nonhair file;
H, hair file. (Scale bars: 50 um.)
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