
X.laevis          MRRSSVTN-----------------RQSLLPLRVQDANRMGLTTPQNK--DRQGFGKLSM 41
H.sapiens         MKRSSVSSG-------------GAGRLSMQELRSQDVNKQGLYTPQTK--EKPTFGKLSI 45
S.cerevisiae      MQSSTSTDQHVLHHMDPHRFTSQIPTATSSQLRRRNSTNQGLTDMINKSIARNTISGTGI 60
S.pombe           MQDSSSYARR------------YSQAPSSSNLRTTTFGFNGLGTSRTSLAPQRTLVNARQ 48
C.elegans         --------------------------MFGDRRKTGGLNLNGRASIAIT--PTKRFTDYTG 32

X.laevis          SKPHSGTSEKKTSFFG---------------KRASNGTARTSQYGAFGGTEKIKDPRPLH 86
H.sapiens         NKP---TSERKVSLFG---------------KRTSGHGSRNSQLGIFSSSEKIKDPRPLN 87
S.cerevisiae      PTGGINKNKRTRSTVAGGTNGTALALNDKSNSRNSVSRLSINQLGSLQQHLSNRDPRPLR 120
S.pombe           SIDPDGLSSRVLTPTMRPSLAPN-------TRRSSVRVSNASFISQTPNITSIKDPRPLS 101
C.elegans         STSVRKTDAR----------------------------PSLSQPRVSLFNTKNSSVAPRD 69

X.laevis          DKAFIQQCIRQLCEFLNEN----GYSQALTVKSLQGPSTKDFLKIFAFIYTFICPNYENP 142
H.sapiens         DKAFIQQCIRQLCEFLTEN----GYAHNVSMKSLQAPSVKDFLKIFTFLYGFLCPSYELP 143
S.cerevisiae      DKNFQSAIQEEIYDYLKKNKFDIETNHPISIKFLKQPTQKGFIIIFKWLYLRLDPGYGFT 180
S.pombe           DRRYQQECATQVVNYLLES----GFSQPLGLNNRFMPSTREFAAIFKHLYNKLDPNFRFG 157
C.elegans         VKSLVSLNGSKIYNFLVEYE---SSDAPSEQLIMKPRGKNDFIACFELIYQHLSKDYEFP 121

X.laevis          ESK-FEEEIPRIFKELGYPFALSKS--SMYTVGAPHTWPQIVAALVWLIDC-VKLCCVLR 198
H.sapiens         DTK-FEEEVPRIFKDLGYPFALSKS--SMYTVGAPHTWPHIVAALVWLIDC-IKIHTAMK 199
S.cerevisiae      KS--IENEIYQILKNLRYPFLESINK-SQISAVGGSNWHKFLGMLHWMVRTNIKLDMCLN 237
S.pombe           AR--YEEDVTTCLKALNYPFLDSISRSRLVAIGSPHVWPAILGMLHWVVSL---IQCTEK 212
C.elegans         RHERIEEEVSQIFKGLGYPYPLKNS--YYQPMGSSHGYPHLLDALSWLIDI-IRINSAVS 178

X.laevis          SENPVFEDPPMGEQSENGID 218
H.sapiens         ESSPLFDDGQPWGEETEDGI 219
S.cerevisiae      KVDRSLINQNTQEITILSQP 257
S.pombe           AVAMVYTVEQNSLDDHLVDK 232
C.elegans         EDTQNILFGDFMEQGKAQEK 198

X.laevis          DKAFIQQCIRQLCEFLNENGY----SQALTVKSLQGP-STKDFLKIFAFIYTFICPNYEN 142
H.sapiens         DKAFIQQCIRQLCEFLTENGY----AHNVSMKSLQAP-SVKDFLKIFTFLYGFLCPSYEL 143
S.cerevisiae      DKNFQSAIQEEIYDYLKKNKFDIETNHPISIKFLKQP-TQKGFIIIFKWLYLRLDPGYGF 180
S.pombe           DRRYQQECATQVVNYLLESGF----SQPLGLNNRFMP-STREFAAIFKHLYNKLDPNFRF 157
C.elegans         VKSLVSLNGSKIYNFLVEYES----SDAPSEQLIMKPRGKNDFIACFELIYQHLSKDYEF 121

X.laevis          PESK-FEEEIPRIFKELGYPFALSKS--SMYTVGAPHTWPQIVAALVWLIDC-VKLCCVL 198
H.sapiens         PDTK-FEEEVPRIFKDLGYPFALSKS--SMYTVGAPHTWPHIVAALVWLIDC-IKIHTAM 199
S.cerevisiae      TKS--IENEIYQILKNLRYPFLESINK-SQISAVGGSNWHKFLGMLHWMVRTNIKLDMCL 237
S.pombe           GAR--YEEDVTTCLKALNYPFLDSISRSRLVAIGSPHVWPAILGMLHWVVSL---IQCTE 212
C.elegans         PRHERIEEEVSQIFKGLGYPYPLKNS--YYQPMGSSHGYPHLLDALSWLIDI-IRINSAV 178

X.laevis          RSENPVFEDPPMGEQSENGID 218
H.sapiens         KESSPLFDDGQPWGEETEDGI 219
S.cerevisiae      NKVDRSLINQNTQEITILSQP 257
S.pombe           KAVAMVYTVEQNSLDDHLVDK 232
C.elegans         SEDTQNILFGDFMEQGKAQEK 198

X.laevis          PESK-FEEEIPRIFKELGYPFA--LSKSSMYTVGAPHTWPQIVAALVWLIDCVKLCCVLR 198
H.sapiens         PDTK-FEEEVPRIFKDLGYPFA--LSKSSMYTVGAPHTWPHIVAALVWLIDCIKIHTAMK 199
S.cerevisiae      TKS--IENEIYQILKNLRYPFLESINKSQISAVGGSN-WHKFLGMLHWMVRTNIKLDMCL 237
S.pombe           GAR--YEEDVTTCLKALNYPFLDSISRSRLVAIGSPHVWPAILGMLHWVVSLIQCTEKAV 212
C.elegans         PRHERIEEEVSQIFKGLGYPYP--LKNSYYQPMGSSHGYPHLLDALSWLIDIIRINSAVS 178

X.laevis          SENPVFEDPPMGEQSENGIDF 219
H.sapiens         ESSPLFDDGQPWGEETEDGIM 220
S.cerevisiae      NKVDRSLINQNTQEITILSQP 257
S.pombe           AMVYTVEQNSLDDHLVDKVLF 235
C.elegans         EDTQNILFGDFMEQGKAQEKT 199
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