y Table 2. Di

genes in the aortic wall of B6.apoE-/- and C3H.apoE-/- mice fed a Western diet.

ly exp!
CW Detection p- CW Detection

‘Affymetrix Probe Set  CW Signal BW Signal _BW Detection p- BW Detection BW vs CW Signal BW vs CW Fold _BW vs CW Change p-
D Intensity value Call Intensity value Call Difference Change value Gene Symbol Gene Name
1420884_at 5.40 0.98584 A 1251.50 0.000244 P 1246.10 15759 0.00002 Sin RIKEN cDNA 231004507 gene
1424967_x_at 6.60 0.850342 A 1746.30 0.000244 P 1739.70 147.03 0.00002 Tnnt2 troponin T2, cardiac
1422536_at 8.10 0.981445 A 1058.70 0.000244 P 1050.60 137.19 0.00002 Tnni3 troponin |, cardiac
1449071_at 10.20 0.80542 A 2280.30 0.000244 P 2270.10 128.00 0.00002 Myl7 myosin light chain, regulatory A
1448554 _s_at 17.80 0.904785 A 1869.10 0000244 P 1851.30 119.43 0.000023 Myh7 myosin, heavy polypeptide 7, cardiac muscle, beta
1418726_a_at 11.10 0.72583 A 1327.70 0.000732 P 1316.60 90.51 0.000046 Tnnt2 troponin T2, cardiac
1452705_at 6.70 0.904785 A 857.00 0.000244 P 850.30 84.45 0.00002 Pdxdc1
1425645_s_at 18.70 0.665527 A 1758.50 0.00293 P 1739.80 73.52 0.000088 Cyp2b10 cytochrome P450, 2620
1415927_at 51.90 0266113 A 3536.90 0.000244 P 3485.00 68.59 0.00002 Actct actin, alpha, cardiac
1452650_at 3.60 0994141 A 160.90 0.056152 M 157.30 45.25 0.001077 Trim62 RIKEN cDNA 6330414G21 gene
Mus musculus ES cells cDNA, RIKEN full-length enriched library,
1451740_at 9.70 0888428 A 166.00 0.018555 P 156.30 34.30 0.004481 Paip1 clone:C330045802 product:unknown EST, full insert sequence
1448826_at 128.70 0.149658 A 2555.60 0.000244 P 2426.90 27.86 0.00002 Myh6 myosin heavy chain, cardiac muscle, adult
1429379_at 5.90 0.696289 A 192.70 0.005859 P 186.80 22,63 0.000088 Xlkd1 extra cellular link domain-containing 1
1456746_a_at 8.90 0.799316 A 32340 0.000732 P 314.50 22,63 0.001832 CdogI2 MIC2 (monoclonal Imperial Cancer Research Fund 2)-like 1
1453025_at 3.20 0.962402 A 157.60 0.030273 P 154.40 21.11 0.000167 2900006F 19Rik RIKEN cDNA 2610107G07 gene
1421144_at 73.80 0432373 A 227250 0.000244 P 2198.70 17.15 0.00002 Rpgrip1 retinitis pigmentosa GTPase regulator interacting protein 1
1421534_at 14.00 0.80542 A 24510 0.008057 P 231.10 17.15 0.000389 Dfnash fibroblast growth factor inducible 15
1422580_at 59.50 0.633789 A 1043.00 0.000244 P 983.50 16.00 0.00002 Myl4 myosin light chain, alkali, cardiac atria
1439240 x _at 5.20 0.865234 A 199.50 0023926 P 194.30 16.00 0.001077 Lin7b lin 7 homolog b (C. elegans)
1452010_at 10.60 0.981445 A 121.70 0.046143 P 111.10 16.00 0.000618 Chrna3 cholinergic receptor, nicotinic, alpha polypeptide 3
1425487 _at 10.10 0.72583 A 212.30 0.01416 P 202.20 13.93 0.003355 SIu7 step I splicing factor SLU7
1428722_at 7.30 05A 567.20 0.018555 P 559.90 13.93 0.000046 Ckmt2 creatine kinase, mitochondrial 2
1430820_a_at 13.40 0.989258 A 172.10 0.056152 M 158.70 13.93 0.001651 Bbx RIKEN cDNA 5730403013 gene
1415850_at 17.40 0601074 A 414.10 0.01416 P 396.70 13.00 0.000438 Rasa3 RAS p21 protein activator 3
1448520_at 750 0.753906 A 135.00 0.056152 M 127.50 13.00 0.004073 Dclretb DNA cross-link repair 1B, PSO2 homolog (S. cerevisiae)
Mus musculus, Similar to fasciculation and elongation protein zeta 1
1454674_at 36.40 0.665527 A 468.60 0.001953 P 432.20 1213 0.000241 Fez1 (2ygin 1), clone MGC:19293 IMAGE:4035444, mRNA, complete cds
1430979_a_at 18.00 0.888428 A 206.20 0.001953 P 188.20 1131 0.00225 Prdx2 peroxiredoxin 2
1418370_at 56.20 0.567627 A 643.70 0.000244 P 587.50 10.56 0.00013 Tnnc1 troponin C, cardiac/slow skeletal
1418095_at 450 0.780518 A 146.50 0.046143 P 142.00 9.85 0.001486 Smpx small muscle protein, X-linked
1450626_at 7.60 0.80542 A 162.90 0018555 P 156.30 985 0.003041 Manba mannosidase, beta A, lysosomal
1430522_a_at 22.50 0.601074 A 319.40 0.010742 P 296.90 9.19 0.004073 Vamps
1438390_s_at 304.60 0.129639 A 4832.30 0.001953 P 4521.70 9.19 0.00003 Pttg1 pituitary tumor-transforming 1
1416125_at 116.20 0.246094 A 986.40 0.000732 P 87020 857 0.00002 Fkbp5 FK506 binding protein 5
1417607_at 52.60 0.533936 A 684.40 0.000244 P 631.80 8.57 0.00002 Cox6a2 cytochrome ¢ oxidase, subunit Vi a, polypeptide 2
1419197 _x_at 16.30 0919434 A 317.00 0.037598 P 300.70 857 0.000492 Hamp1 hepcidin antimicrobial peptide
1421035_a_at 19.00 0.888428 A 209.50 0.056152 M 190.50 857 0.001486 Magi3 expressed sequence AA407180
1448327 _at 20.40 0.665527 A 252.60 0.001221 P 23220 857 0.001651 Actn2 actinin alpha 2
1451203 _at 208.50 0023926 P 1926.00 0.000732 P 1717.50 857 0.000023 Mb myoglobin
1424412_at 25.40 0828613 A 218.50 0.010742 P 193.10 8.00 0.000307 Ogfi1 RIKEN cDNA 2210417C17 gene
1425336_x_at 522.60 0.000244 P 5761.70 0.001953 P 5239.10 8.00 0.000307 H2-K1 histocompatibility 2, K region
1423649_at 57.10 0.466064 A 300.80 0.000244 P 243.70 7.46 0.002753 Tmem68 RIKEN cDNA 2010300G19 gene
1424932_at 19.50 0633789 A 161.80 0.001953 P 142.30 7.46 0.003355 Egfr epidermal growth factor receptor
1426271_at 15.70 0.533936 A 195.70 000293 P 180.00 7.46 0.002753 Smcs SMC5 protein
1435235_at 1430 0.72583 A 132.60 0.000244 P 118.30 7.46 0.001486 Txnl1 thioredoxin-like (32kD)
1420991_at 68.20 0.398926 A 687.70 0.000244 P 619.50 6.96 0.00002 Ankrd1 cardiac responsive adriamycin protein
1422257 _s_at 83.00 05A 1682.90 0.008057 P 1599.90 6.96 0.000346 Cyp2b10 cytochrome P450, 2b10, phenobarbitol inducible, type b
1423322 _at 57.80 0.171387 A 520.10 0.000244 P 462.30 6.96 0.001201 Lin7c RIKEN cDNA 9130007812 gene
1452464_a_at 27.30 0828613 A 264.00 0.036133 P 236.70 6.96 0.002032 Metapl1 methionine aminopeptidase-like 1
LOCE65155 ///
1416154_at 9.30 0888428 A 130.60 0.00415 P 121.30 6.50 0.003041 Srp54 signal recognition particle 54 kDa
1432517 _a_at 82.60 0.366211 A 44220 0.000732 P 359.60 6.50 0.000389 Nnmt nicotinamide N-methyltransferase
1451787_at 106.30 0219482 A 529.10 0.000732 P 422.80 6.50 0.000552 Cyp2b10 cytochrome P450, 2620
1451683_x_at 21.90 0.870361 A 175.70 0.030273 P 153.80 6.06 0.000438 H2-D1 histocompatibility 2, L region
1417559_at 69.40 0334473 A 488.00 0.000244 P 418.60 5.66 0.000147 Sfxn1 sideroflexin 1
1451006_at 79.50 0432373 A 400.90 0.000244 P 330.40 5.28 0.000114 Xdh xanthine dehydrogenase
1418225_at 62.20 05A 311.10 0.005859 P 248.90 4.92 0.000552 Orc2! origin recognition complex, subunit 2-like (S. cerevisiae)
1438083 _at 21.00 0.850342 A 135.80 0.01416 P 114.80 492 0.001336 Hhip Hedgehog-interacting protein
1439200_x_at 37.80 0.780518 A 212.80 0.056152 M 175.00 492 0.001832 — Mus musculus, clone IMAGE: 1230530, mRNA
1450399_at 75.80 05A 380.90 0.046143 P 305.10 492 0.001201 Psent presenilin 1
1450952_at 176.50 0.095215 A 918.60 0.001221 P 742.10 492 0.000114 Pin phospholamban
1419839 195.60 0.149658 A 786.90 0.000244 P 591.30 459 0.000035 Prpf19 DNA segment, Chr 19, Wayne State University 55, expressed
1424105_ 132,60 0366211 A 833.50 0.000732 P 700.90 459 0.00004 Pttg1 pituitary tumor-transforming 1
1416752_ 18.60 080542 A 189.80 0.018555 P 171.20 429 0.000046 Ldb3 LIM domain binding 3
1419040_at 41.10 0.366211 A 438.00 0.001953 P 396.90 4.29 0.000552 Cyp2d22 cytochrome P450, 2d22
1425439_a_at 41.30 0.696289 A 264.40 0.023926 P 223.10 429 0.001651 Slc41a3 RIKEN cDNA 1010001P06 gene
1427312_at 42.90 0.696289 A 175.40 0.010742 P 132.50 429 0.00249 Cmya5 RIKEN cDNA 2310076E16 gene
1417716_at 34.60 0601074 A 167.30 0.018555 P 132.70 4.00 0.001077 Got2 glutamate inase 2,
1420092_at 61.80 0432373 A 261.00 0.001221 P 199.20 4.00 0.000035 Ankrd1 cardiac responsive adriamycin protein
1423145_a_at 228.90 0010742 P 1124.30 0.000732 P 895.40 4.00 0.000023 Tcap titin-cap
1450077_at 36.80 0.753906 A 194.80 0.01416 P 158.00 4.00 0.00004 Chd1 chromodomain helicase DNA binding protein 1
1415937_s_at 49.20 0.665527 A 217.50 0.00415 P 168.30 373 0.001336 Pdcdip programmed cell death 6 interacting protein
1416551_at 2016.10 0.000244 P 8077.90 0.000244 P 6061.80 373 0.00002 Atp2a2 ATPase, Ca++ transporting, cardiac muscle, slow twitch 2
1417619_at 80.50 0.533936 A 213.50 0056152 M 133.00 373 0.001201 Gadddsgip1  RIKEN cDNA 2310040G17 gene
1424825_a_at 103.30 0334473 A 335.00 0.010742 P 231.70 373 0.000618 Glycam1 glycosylation dependent cell adhesion molecule 1
1436616_at 109.40 0.19458 A 436.60 0.00293 P 327.20 373 0.004481 R74740 ESTs
ESTs, Highly similar to 2118318A promyelocyte leukemia Zn finger
1442025 _a_at 39.60 0.423096 A 143.80 0.001953 P 104.20 373 0.000865 - protein [Mus musculus] [M.musculus]
1450052_at 76.70 0432373 A 252.20 0.018555 P 175.50 373 0.00225 Kif2a kinesin family member 2A
1450970_at 62.50 0303711 A 315.20 0.001953 P 252.70 373 0.003355 Got1 glutamate oxaloacetate transaminase 1, soluble
1452363 _a_at 603.70 0.00293 P 2917.70 0.001221 P 2314.00 373 0.00003 Atp2a2 ATPase, Ca++ transporting, cardiac muscle, slow twitch 2
1455719 _at 493.40 0.001953 P 2502.10 0.000244 P 2008.70 3.73 0.00002 Tubb5 RIKEN cDNA B130022C14 gene
1460332_at 137.90 001416 P 564.90 0.00415 P 427.00 373 0.000189 Pin phospholamban
1416926_at 260.50 0.001953 P 1137.00 0.000244 P 876.50 3.48 0.00002 Trp53inp1 stress induced protein
1417851_at 116.10 0366211 A 257.40 0.056152 M 141.30 3.48 0.00225 Cxcl13 chemokine (C-X-C motif) ligand 13
1420465_s_at 887.50 0.000244 P 267450 0.000244 P 1787.00 3.48 0.00002 Mup1 /// Mup2  major urinary protein 1
1422529 s_at 64.40 0.533936 A 238.10 0.064453 M 173.70 3.48 0.001486 Casq2 calsequestrin 2
Mus musculus adult retina cDNA, RIKEN full-length enriched library,
clone:A930035E24 product:hypothetical protein, full insert
1427145_at 84.00 027417 A 335.00 0.018555 P 251.00 3.48 0.00249 Igsect sequence.
1428586_at 37.90 0.72583 A 149.60 001416 P 111.70 348 0.000865 Tmemd1b DNA segment, Chr 7, ERATO Doi 743, expressed
1429356_s_at 58.20 0533936 A 261.90 0.008057 P 203.70 3.48 0.003355 Ggps1 RIKEN cDNA 9530089804 gene
Docka ///
1450931_at 43.30 0601074 A 164.60 0.023926 P 121.30 3.48 0.000966 LOC670309  expressed sequence AA959601
1417703 _at 28.30 0.533936 A 140.60 0023926 P 112.30 325 0.000101 Pyri2 poliovirus receptor-related 2
1110018MO3Ri
1419376_at 306.20 0.008057 P 759.50 0.000244 P 453.30 325 0.003355 k RIKEN cDNA 1110018M03 gene
1422485 _at 224.50 0.023926 P 564.90 0.001221 P 340.40 325 0.00013 Smadé MAD homolog 4 (Drosophila)
1448231_at 175.10 0.27417 A 450.40 0.000244 P 275.30 3.25 0.000189 Fkbp5 FK506 binding protein 5
1448888 _at 79.40 0303711 A 255.50 0.000732 P 176.10 325 0.001832 Ppp1r7 protein phosphatase 1, regulatory (inhibitor) subunit 7
1449901_a_at 114.10 0171387 A 325.20 0.010742 P 211.10 325 0.004073 Map3k6 mitogen-activated protein kinase kinase kinase 6
1416123 _at 39.10 0.72583 A 158.90 0.008057 P 119.80 3.03 0.000774 Cend2 cyclin D2
1417560_at 333.40 0.00293 P 1062.70 0.000244 P 72030 3.03 0.000088 Sfxn1 sideroflexin 1
1418697_at 328.40 0.000732 P 1447.10 0.000244 P 1118.70 3.03 0.000068 Inmt thioether S-methyltransferase
1422033 87.40 0303711 A 290.20 0.01416 P 202.80 3.03 0.003355 Cntf /// Zfp91 _ ciliary neurotrophic factor
1427446_ 55.90 0303711 A 267.60 0.037598 P 211.70 3.03 0.002753 Ttn titin
EG668462 ///
EG668581 ///
LOC433762 /I/
LOC670993 //f
1431213 _a_at 100.80 0219482 A 380.30 0.018555 P 279.50 3.03 0.000865 LOC673100
1452264_at 326.10 0.00293 P 926.20 0.000244 P 600.10 303 0.000027 Tenct tensin 2
1419637_s_at 143.20 0219482 A 354.30 0.00293 P 211.10 2.83 0.001336 4833420G17Rik RIKEN cDNA 4833420G17 gene
1423086_at 158.60 0.005859 P 323.90 0.001953 P 165.30 2.83 0.004481 Npct Niemann Pick type C1
1423359_at 224.50 0.000244 P 671.60 0.000244 P 447.10 283 0.000088 Pin phospholamban
1425615_a_at 68.20 0533936 A 23040 0.01416 P 162.20 283 0.000101 Pck2 RIKEN cDNA 9130022802 gene
1425921_a_at 98.30 0334473 A 384.20 0.001221 P 285.90 2.83 0.001201 1810055G02Rik RIKEN cDNA 1810055G02 gene
1433497 _at 110.50 0334473 A 342.90 0.030273 P 23240 283 0.000189 Aqr aquarius
1449001_at 307.80 0.000732 P 700.60 0.000244 P 392.80 283 0.000167 Ivd isovaleryl coenzyme A dehydrogenase
membrane protein, palmitoylated 6 (MAGUK p55 subfamily member
1449348 _at 140.40 0.19458 A 344.50 0.000244 P 204.10 283 0.001651 Mpp6 )
1450123 _at 76.30 0.129639 A 249.50 0.00415 P 173.20 283 0.003355 Ryr2 ryanodine receptor 2, cardiac
1451148_at 212.70 0.046143 P 939.60 0.000244 P 726.90 2.83 0.00002 Pink1 RIKEN cDNA 1190006F07 gene
1416838 _at 752.60 0.005859 P 223430 0.000244 P 1481.70 264 0.00002 Mut methylmalonyl-Coenzyme A mutase
1419291 _x_at 312.30 0.018555 P 1150.20 0.000244 P 837.90 264 0.000774 Gas5 growth arrest specific 5
1419584_at 468.90 0.005859 P 1809.10 0.000244 P 1340.20 264 0.000027 Ttc28 CcDNA sequence BC002262
1424392 _at 282.40 0.000244 P 766.30 0.001221 P 483.90 264 0.000552 Adhfe1 RIKEN cDNA 6330565814 gene
1428288 at 891.80 0001953 P 5193.00 0.000732 P 4301.20 264 0.000035 KIf9 RIKEN cDNA 2310051E17 gene
1428942_at 1039.30 0.000732 P 2720.70 0.000244 P 1681.40 264 0.000027 Mt2 metallothionein 2
1435943 _at 158.80 027417 A 426.50 0.010742 P 267.70 264 0.001486 Dpepl dipeptidase 1 (renal)
1449182_at 152.50 0334473 A 452.60 0.000244 P 300.10 264 0.000088 Retn resistin
1453206_at 106.70 0.398926 A 272.40 0.000732 P 165.70 264 0.000214 Acad9 RIKEN cDNA 2600017P15 gene
1415694_at 83.30 0.067627 A 217.30 0.000732 P 134.00 2.46 0.003355 Wars tryptophanyl-RNA synthetase
1416225_at 1499.80 0.000732 P 3460.80 0.001953 P 1970.00 2.46 0.00013 Adh1 alcohol dehydrogenase 1 (class I)
1416927_at 98.90 0303711 A 365.30 0.023926 P 266.40 2.46 0.000389 Trp53inp1 stress induced protein
1418601_at 237.10 0.030273P 671.30 0.001953 P 434.20 246 0.00004 Aldh1a? aldehyde dehydrogenase family 1, subfamily A7



1420078_at

1424683_at
1426671_a_at
1427405_s_at

1434585_at
1434832_at
1435862_at
1456098_a_at
1456733 x_at
1460189_at
1417969 _at
1418854_at
1423475_at
1426463 _at
1433711_s_at
1438177 _x_at

1454872_at
1415994_at

1416020_a_at
1422557_s_at
1426516_a_at
1426993 _at

1451152_a_at

1452418 _at
1417629_at
1417867_at
1423181_s_at

1425233 _at
1426258_at
1426864_a_at
1427177 _at

1427932_s_at
1428289_at
1429144_at
1430354_x_at
1434643 _at
1448181_at
1448286_at
1449038 _at
1451543 _at

1453238_s_at
1454696_at
1454706_at

1455892_
1415698 _:
1416665_at
1416933 _at
1417097 _at
1418087_at
1419036_at
1419039_at
1419247 _at
1419547 _at
1420887_a_at
1424721_at
1426555_at
1426584_a_at
1426951 _at
1427345_a_at

1428071_at
1428267 _at
1428776_at
1431302_
1434831_a_:

1434998_at
1435386_at
1436884_x_at
1439032_at
1448237 _x_at
1448825_at
1451554_a_at

1451716_at
1452283 _at

1452308 _a_at
1452506_a_at

1452590_a_at
1453851_a_at
1455956
1456341_:
1416271_
1416316_at
1416409_at

1416856_at
1417103 _at
1417815_a_at
1418455_at
1418569_at
1418764_a_at
1418769_at
1419363 _a_at
1424406_at
1424638 _at

1424768 _at
1426840_at
1428842_a_at

1436316_at
1448131_at

1448185_at
1448622_at
1448949_at
1448993 _at
1449063 _at
1449106_at
1449773 _
1451703 _s_at
1456534_s_at
1457285_at

52.50

314.60
71.10
45.20

150.90
276.40
118.20
54.80
550.60
166.90
251.80
218.10
117.80
143.80
250.60
1640.80

139.20
1820.50

214.80
5388.90
533.40
114.40
98.20

8360.40
155.10,
7953.10
156.10

177.20
321.00
1203.70
263.10

7828.20
995.70
476.90

81.80
269.70
272.90

1383.90
990.00
210.00

1965.50
1322.60
162.50

222.10
304.30
397.30
1031.60
387.50
215.80
200.00
120.50
592.90
145.70
291.40
244.20
1140.20
219.40
388.80
1648.60

451.20
261.50
192.50
580.10
489.70

1667.00
900.30
281.80

61.10

2586.40
193.80
321.40

118.30
159.20
1271.60
201.00

797.40
1165.50
413.20
706.10
287.90
1248.40
721.00

154.80
938.10
424.30
294.20
798.00
127.40
450.60
340.50
209.30
727.60

649.00
79.20
466.20

1222.40
380.20

1011.50
451.50
236.80
742.30
262.80

7884.70
159.90
192.70
414.80
326.20

0.696289 A

0.000244 P
0.246094 A
0.753906 A

0.246094 A
0.037598 P
0.303711 A
0.567627 A
0.001953 P
0.095215 A
0.056152 M
0.095215 A
0.219482 A

0.00415 P
0.008057 P
0.000244 P

0.056152 M
0.000244 P

0.001953 P
0.000244 P
0.005859 P
0.129639 A
0.219482 A

0.000244 P
0.023926 P
0.000244 P
0.149658 A

0.046143 P
0.001953 P
0.000244 P
0.030273 P

0.000732 P
0.000244 P
0.001953 P

0.27417 A
0.008057 P
0.171387 A
0.000732 P
0.000244 P
0.037598 P

0.000732 P
0.000244 P
0.01416 P

0.030273 P
0.001953 P
0.023926 P
0.018555 P

0.01416 P
0.018555 P
0.046143 P
0.171387 A
0.001953 P

0.27417 A
0.056152 M
0.023926 P
0.000244 P
0.056152 M

0.01416 P

0.00293 P

0.001221 P
0.005859 P
0.023926 P
0.001953 P

0.00293 P

0.001221 P
0.000732 P
0.030273 P
0.665527 A
0.000244 P
0.080566 A

0.00415 P

0.19458 A
0.466064 A
0.000244 P
0.030273 P

0.008057 P
0.000244 P

0.00293 P
0.001953 P
0.001221 P
0.000244 P
0.000732 P

0.018555 P
0.001953 P
0.008057 P
0.008057 P
0.001221 P

0.27417 A
0.018555 P
0.001953 P
0.149658 A

0.00415 P

0.000244 P
0.219482 A
0.27417 A

0.001953 P
0.005859 P

0.000732 P
0.056152 M
0.030273 P
0.000244 P
0.018555 P
0.000244 P
0.095215 A
0.219482 A
0.000244 P
0.000732 P

155.10

727.90
217.80
152.40

335.50
614.80
396.70
173.40
1575.00
433.90
549.80
434.60
278.20
382.60
529.10
4945.80

304.70
3786.70

$597.00
11657.90
1789.40
269.90
198.80

18096.20
322.50
17506.90
333.70

378.50
539.90
1847.90
627.80

16793.80
2914.40
1078.30

193.50
545.60
451.50
3621.10
1778.10
376.90

3895.20
3434.00
337.50

642.60
620.90
819.70
1741.10
921.30
371.10
446.90
227.50
1132.00
325.20
452.70
358.60
2010.90
531.90
928.30
3879.90

745.80
470.30
481.90
1085.50
1016.00

3132.70
1821.00
496.50
169.80
4330.70
507.90
512.70

318.20
353.20
3378.70
375.60

1102.60
2147.70

733.20
1086.10

609.10
2469.80
1223.60

362.70
2270.30
950.10
455.10
1501.90
250.60
708.20
778.90
320.30
1130.60

1076.90
212.40
743.00

2035.50
804.60

1790.70
672.00
399.70

1227.20
612.10

12849.30
402.40
409.50
694.50
581.10

0.037598

0.000244
0.001221
0.018555

0.00293

0.00415
0.000244
0.030273
0.000244
0.001221
0.001221
0.000244
0.001221
0.000244
0.000244
0.000244

0.00293
0.000244

0.001221
0.000244
0.000732
0.000244
0.001221

0.000244
0.000244
0.000244
0.000244

0.001953
0.000244
0.000244
0.001221

0.000244
0.000732
0.000244

0.01416
0.000244
0.000244
0.000244
0.000244
0.001221

0.000732
0.000244
0.000732

0.001953
0.001221
0.000732
0.000244
0.000244
0.000244
0.001221
0.046143
0.000732
0.005859
0.001953
0.000244
0.000244
0.001953
0.001221
0.000732

0.000244
0.000732
0.001953
0.000732
0.010742

0.000244
0.000244
0.001221
0.001953
0.000244

0.00293
0.000244

0.030273

0.01416
0.000244
0.000244

0.000244
0.000244
0.001221
0.001953
0.000732
0.000244
0.000244

0.000244
0.001221
0.000732
0.000244
0.000732
0.018555
0.000244
0.000732

0.00415
0.001953

0.000244
0.00415
0.018555

0.000244
0.000732

0.000244
0.001221
0.000732
0.000244
0.001221
0.000244
0.037598
0.010742
0.000244
0.000244
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102.60

413.30
146.70
107.20

184.60
338.40
278.50
118.60
1024.40
267.00
298.00
216.50
160.40
238.80
278.50
3305.00

166.50
1966.20

382.20
6269.00
1256.00

155.50

100.60

9735.80
167.40
9553.80
178.60

201.30
218.90
644.20
364.70

8965.60
1918.70
601.40
111.70
275.90
178.60
2237.20
788.10
166.90

1929.70
2111.40
175.00

420.50
316.60
422.40
709.50
533.80
155.30
246.90
107.00
539.10
179.50
161.30
114.40
870.70
312.50
539.50
2231.30

294.60
208.80
289.40
506.40
526.30

1465.70
920.70
214.70
108.70

1744.30
314.10
191.30

199.90
194.00
2107.10
174.60

306.20
982.20
320.00
380.00
321.20
1221.40
502.60

207.90
1332.20
525.80
160.90
703.90
123.20
257.60
438.40
111.00
403.00

427.90
133.20
276.80

813.10
424.40

779.20
220.50
162.90
484.90
349.30
4964.60
242,50
216.80
279.70
254.90

246
246
2.46

246
246
2.46
246
246
246
2.30
2.30
2.30
2.30
2.30
2.30

2.30
214

214
214
214
214
214

214
2.00
2.00
2.00

2.00
2.00
2.00
2.00

2.00
2.00
2.00
2.00
2.00
2.00
2.00
2.00
2.00

2.00
2.00
2.00

2.00
1.87
1.87
1.87
1.87
1.87
1.87
1.87
1.87
1.87
1.87
1.87
1.87
1.87
1.87
1.87

1.87
1.87
1.87
1.87
1.87

1.87
1.87
1.87
1.87
1.87
1.87
1.87

1.87
1.87
1.87
1.87

1.87
1.87
1.87
1.87
1.74
1.74
1.74

1.74
1.74
1.74
1.74
1.74
1.74
1.74
1.74

1.74

1.74
1.74

1.74
1.74

1.74

1.74
1.74
1.74
1.74
1.74
1.74
1.74
1.74

EST, Weakly similar to CASR_MOUSE Extracellular calcium-
sensing receptor precursor (CaSR) (Parathyroid Cell calcium-
0.001336 - sensing receptor) [M.musculus]

0.00003 1810015C04Rik RIKEN cDNA 1810015C04 gene

0.000088 Rbm39 RNA-binding region (RNP1, RRM) containing 2
0.002753 Rab11fip5 DNA segment, Chr 6, ERATO Doi 32, expressed
0.001336/2210038L17Rik RIKEN cDNA 2210038L17 gene
0.000438 Foxo3a RIKEN cDNA 1110048816 gene
0001201 Son downstream neighbor of SON
0.004073 Elmo2 engulfment and cell motility 2, ced-12 homolog (C. elegans)
0.000389 Serpinh1 serine (or cysteine) proteinase inhibitor, clade H, member 1
0.000273 Wdr23 RIKEN cDNA 0710008A13 gene
0.000035 Fbxo31 RIKEN cDNA 2310046N15 gene
0.003355 Birc2 baculoviral IAP repeat-containing 3
0.000692 Cnnm2 cyclin M2
0.001201 Gphn gephyrin
0.000027 Sesn1 RIKEN cDNA 1110002G11 gene
0.000046 Entpd4. lysosomal apyrase-like 1
B230308N11Ri

0.004071 k RIKEN cDNA B230308N11 gene

0.00002 Cyp2e1 cytochrome P450, 2e1, ethanol inducible

ATP synthase, H+ transporting, mitochondrial FO complex, subunit

0.000273 AtpSg1 ¢ (subunit 9), isoform 1

0.00002 Mt1 metallothionein 1
0.000027 Lpint lipin 1
0.000618 Xprt xenotropic and polytropic retrovirus receptor 1
0.003041 Atp1b1 ATPase, Na+/K+ transporting, beta 1 polypeptide
0.000088 1200016E24Rik RIKEN cDNA 120001624 gene
0.000389 Prodh proline dehydrogenase

0.00002 Cfd adipsin
0.001336 Clns1a chloride channel, nucleotide-sensitive, 1A

0.000774 2210407C18Rik RIKEN cDNA 2210407C18 gene

0.001486 Sorl1 sortilin-related receptor, LDLR class A repeats-containing
0.000088 Ncam neural cell adhesion molecule 1
0.000492 Fycot FYVE and coiled-coil domain containing 1
1200003110Rik
7
1200015M12Ri
Kl
1200016E24Rik
"
A130040M12Ri
Kl
E430024C06Ri
0.000023 k
0.004481 KIf9 Kruppel-like factor 9
0.000101 Prei4 RIKEN cDNA 2310032D16 gene
0.003699 Scyl1 SCY1-like 1 (S. cerevisiae)
0.000438 Thi1x transducin (beta)-like 1 X-linked
0.000774 KIf15 Kruppel-like factor 15
0.00002 Hsd17b10 hydroxyacyl-Coenzyme A dehydrogenase type Il
0.00002 Hsd11b1 hydroxysteroid 11-beta dehydrogenase 1
0.003699 Fbxo21 similar to F-box only protein 21, isoform 1; F-box protein 21
1200016E24Rik
"
3930401B19Rik
i
A130040M12Ri
Kl
E430024C06Ri
0.00006 k
0.00002 Gnb1 guanine nucleotide binding protein, beta 1
0.000492 Uvrag RIKEN cDNA 9530039D02 gene
EG622147 /I/
EG668227 /I/
EG668269 ///
LOC669176 ///
LOC669658 ///
LOC669821 ///
0.000167 LOC676636
0.004073 Golph2 expressed sequence AW125446
0.001832 Coq7? demethyl-Q 7
0.00002 Por P450 (cytochrome) oxidoreductase
0.002753 Mecr nuclear receptor binding factor 1
0.003041 Ufd1l ubiquitin fusion degradation 1 like
0.001077 Csnk2al casein kinase Il, alpha 1 related sequence 4
0.002753 Cyp2d22 cytochrome P450, 2d22
0.000189 Rgs2 regulator of G-protein signaling 2
0.001336 Fahd1 RIKEN cDNA 1110025H10 gene
0.001651 Bcl211 Bcl2-like
0.003355 Mfap3 similar to Microfibril-associated glycoprotein 3 precursor
0.00002 Scpept tinoid-inducible serine
0.000492 Sord sorbitol dehydrogenase 1
0.000492 Crim1 cysteine-rich motor neuron 1
0.000273 Sult1at sulfotransferase family 1A, phenol-preferring, member 1

0.001336 1110038D17Rik RIKEN cDNA 1110038D17 gene

0.000035 Dhx40 RIKEN cDNA 2410016C14 gene
0.000167 Sic10a6 RIKEN cDNA 8430417G17 gene

0.00003 Nudt? nudix (nucleoside diphosphate linked moiety X)-type motif 7
0.001201 Foxo3a RIKEN cDNA 1110048816 gene

Mus musculus 11 days embryo head cDNA, RIKEN full-length
enriched library, clone:6230409N14 product:unknown EST, full

0.000078 Iqgap1 insert sequence.
0.00013 Vwf Von Willebrand factor homolog
0.002032 Ewsr1 Ewing sarcoma homolog
0.000027 Cep27 tumor necrosis factor receptor superfamily, member 19
0.00013 Ldhb lactate dehydrogenase 2, B chain
0.001486 Pdk2 pyruvate dehydrogenase kinase, isoenzyme 2
0.00225 Aphia hypothetical protein MGC7221
v-maf musculoaponeurotic fibrosarcoma oncogene family, protein B
0.002753 Mafb (avian)
0.000492 Rassf8 expressed sequence AW123240
0.000068 Atp1a2 expressed sequence AW060654
0.00006 lkap RIKEN cDNA 0710007A14 gene
Mus musculus, clone MGC:41689 IMAGE: 1348266, mRNA,
0.00002 Plac9 complete cds
0.000101 Gadd4Sg growth arrest and DNA-damage-inducible 45 gamma
0.00249 Cend2 cyclin D2
0.000552 Kif9 Kruppel-ike factor 9
0.001486 Perp p53 apoptosis effector related to Pmp22
0.00003 Slc27a2 solute carrier family 27 (fatty acid transporter), member 2
0.000068 Acox1 acyl-Coenzyme A oxidase 1, palmitoyl
0.0002413230401D17Rik RIKEN cDNA 3230401D17 gene
0.000052 Ddt D-dopachrome tautomerase
0.003355 Serinc3 tumor differentially expressed 1
0.000865 Copz2 coatomer protein complex, subunit zeta 2
0.000389 Fblim1 RIKEN cDNA 2410043F08 gene
0.00225 Bpnt1 bisphosphate 3-nucleotidase 1
0.000692 Myoz2 myozenin 2
0.00225 Mrpl35 RIKEN cDNA 1110066C01 gene
0.001486 Bol2113 BCL2-like 13 (apoptosis facilitator)
0.002032 Cdkn1a cyclin-dependent kinase inhibitor 1A (P21)

Mus musculus 0 day neonate head cDNA, RIKEN full-length
enriched library, clone:4833423D12 product:unknown EST, full

0.000046 Cald1 insert sequence.
0.001651 Ythdf3 RIKEN cDNA 9130022A11 gene
0.001201 Ngfrap1 nerve growth factor receptor (TNFRSF16) associated protein 1
0.000052 9430029L20Rik RIKEN cDNA 9430029L20 gene
0.003699 Mfn2 hypertension related protein 1
ducible, ic reiculum st ducible,
0.000101 Herpud1 ubiquitin-like domain member 1
0.000046 Lsmé U6 snRNA-associated SM-like protein 4
0.000438 Car4 carbonic anhydrase 4
0.004481 Atg3 RIKEN cDNA 2610016C12 gene
0.001486 Sec22b SEC22 vesicle trafficking protein-like 1 (S. cerevisiae)
0.00002 Gpx3 glutathione peroxidase 3
0.002032 Gadddsb growth arrest and DNA-damage-inducible 45 beta
0.003041 Aprt adenine phosphoribosyl transferase

0.003699 Osbpl11 expressed sequence AU019795
0.001201 Zfp187 ESTs



1416101_a_at
1416365_at
1416612_at
1416660_at
1417012_at
1417614_at
1417654_at
1417981_at
1420624_a_at
1422811_at
1423667_at
1425281_a_at

1425364_a_at

1425559 ¢

1429453

_a_at
1433816_at

at

1435137_s_at
1448104_at
1448330_at
1448425 _at
1448842_at
1449396_at
1451669_at

1451969_s_at
1452823 _at
1416183 _a_at
1416292_at
1416319_at

1416383 _

at

1416617_at
1416846_a_at
1416858_a_at
1417190_at
1417227 at
1418238 _at

1420089_at

1420772_
1421014 _

1421321 a_at
1423114_at

1423119_at

1423564_a_at
1423854_a_at
1424039_at

1424393

at

1424988 _at
1425196_a_at
1426236_a_at
1426688 _at
1426819_at

1427672_a_at
1428306_at

1434181_at
1434694_at
1434927 _at

1435626_
1436995_
1438391

1448306_at
1448864_at
1448881_at
1450395_at
1450958 _at
1451096_at
1451285_at
1451355_at
1452206_at
1455235_x_at
1460367_at
1416039_x_at
1416204_at

1416357_a_at
1416762_at

1416953_at

1417001

at

1417004_at
1417403 _at
1417466_at
1418511_at
1420613 _at
1420854_at
1420855_at
1421754_at

1422962_a_at
1423090_x_at
1423110_at
1423746_at
1423828 _at
1426808_at
1426904_s_at

1427168

1428361

1428538 _s_at
1431328 _at
1432526_a_at

1436783 _x_at
1437401_at
1437902_s_at
1439443 x_at
1448491 _at
1448605_at
1448682_at
1448694_at
1448700_at
1448862_at
1448868 _at
1448870_at
1448942_at
1449018_at

1450852_

at

1450981_at
1451015_at

1454086_:
1455789 )

at
at

1456125_a_at

1460179_

1416114_at
1416288_at
1416303 _at

1417339_a_at
1417917_at
1419298 _at
1419552_at

727.80
1109.70
860.20
440.50
152.10
92.30
4367.60
261.70
596.70
388.90
1017.30
496.50

634.40
1799.20
502.80
1116.60

5017.60

540.80
1794.00
1023.30
6147.40
1139.90
1066.30

208.20
620.60
3620.70
1735.70
381.50
789.50
596.20
266.40
175.90
877.70
985.30
497.30

514.10
373.80
338.00
597.80
155.20

1216.40

455.90
223.60
1395.00
511.90
590.60
534.50
2747.20
5320.20
332.10

246.60
632.10
855.60
390.40
1036.60
2241.00
316.70

516.50
12491.50
370.50

1164.00
1020.50
2799.70
553.20
7067.90
2422.10
337.30
362.20
4872.10
4120.70
1135.30
828.00
3618.30
902.00
2051.00
6556.90
633.10
571.50
1488.90
6507.10
2421.90
6468.20
812.40
7535.10
2220.90

310.70
1666.10
3858.90
637.20
12710.80
816.70
1058.10
566.90
75396.40
2138.30
312.40

608.00

1697.90
470.40
2562.50
11106.50
14374.50
415.90
2555.10
818.10
5792.50
654.00
718.10
485.40
1662.70
2601.50
460.40
928.80
7052.40
630.30
2366.00

2776.40

751.30
1919.50
1274.80
1594.30

3176.60
6740.30
674.30
486.30

0.000244 P
0.000244 P
0.001221 P
0.111572 A
0.037598 P
0.398926 A
0.000244 P
0.023926 P
0.018555 P

0.00293 P
0.000244 P
0.005859 P

0.001953 P
0.000244 P
0.023926 P
0.000244 P

0.001953 P
0.000732 P
0.000244 P
0.000732 P
0.000244 P

0.00293 P
0.000244 P

0.056152 M
0.000244 P
0.000244 P
0.000244 P
0.018555 P
0.001953 P
0.001953 P

0.01416 P
0.046143 P
0.000244 P
0.000244 P
0.001953 P

0.001221 P

0.01416 P
0.000244 P
0.001221 P
0.056152 M

0.001953 P

0.008057 P
0.01416 P
0.000732 P
0.00415 P
0.010742 P
0.01416 P
0.000244 P
0.000244 P
0.037598 P

0.010742 P
0.001953 P
0.000244 P
0.001953 P
0.000244 P
0.000244 P
0.005859 P

0.00415 P
0.000244 P
0.01416 P

0.000244 P
0.000732 P
0.000244 P
0.000244 P
0.000244 P
0.000244 P
0.001953 P

0.00415 P
0.000732 P
0.000244 P
0.000244 P
0.018555 P
0.000244 P
0.000244 P
0.000244 P
0.000244 P

0.00293 P

0.00415 P
0.000244 P
0.000244 P
0.000244 P
0.000244 P
0.000732 P
0.000244 P
0.000244 P

0.00415 P
0.001953 P
0.000244 P
0.000244 P
0.000244 P
0.000732 P
0.000244 P
0.000244 P
0.000244 P
0.000244 P
0.005859 P
0.001221 P

0.000244 P
0.023926 P
0.000244 P
0.000244 P
0.000244 P
0.001953 P
0.000244 P
0.000244 P
0.000244 P
0.001221 P
0.001953 P
0.000732 P

0.00293 P
0.000244 P
0.005859 P
0.000732 P
0.000244 P
0.000732 P
0.001221 P

0.000244 P
0.000244 P
0.000732 P
0.000244 P
0.000244 P

0.000244 P
0.000244 P
0.000244 P

0.00293 P

1102.10
1859.80
1767.00
653.50
344.60
269.50
7042.60
745.40
1062.50
699.40
1580.30
924.30

1008.90
2220.00

772.40
1464.90

7185.60
1126.70
3184.30
1561.20
9497.80
1905.40
1523.00

420.60
901.90
5296.60
2992.80
547.00
1429.10
720.00
371.80
283.20
1535.50
1553.10
1185.00

970.30
845.10
638.60
843.80
265.80

1579.70

610.50
1088.30
2104.80

925.10

992.60

901.50
4227.10
8527.90

578.60

452.80
1116.00
1218.10

570.10
1777.20
3175.00

643.40

904.50
16386.60
527.90

1839.80
1344.50
4473.30
818.40
11916.20
4189.00
498.00
642.40
6647.00
6106.00
1759.10
466.50
2363.20
445.40
1750.80
4550.90
421.20
236.50
877.00
14000.60
1904.60
3827.90
490.60
4801.90
1344.30

166.60
1254.50
2220.50
388.30
9676.30
484.40
649.60
451.40
54207.40
1457.50
167.70

376.00

1026.40
241.50
1138.10
6763.30
10282.90
290.50
1552.00
524.80
5465.40
286.10
484.70
317.50
761.80
1997.50
334.60
751.30
4281.40
408.10
3054.60

2257.40
388.60
1100.80
680.30
658.60

1630.60
4429.90
450.50
275.00

0.000244
0.000244
0.000244
0.037598
0.001221
0.010742
0.000244
0.008057

0.00293
0.001953
0.000244
0.000244

0.000244
0.000732
0.000244
0.000244

0.000732
0.000244
0.000244
0.000732
0.000244
0.000244
0.000244

0.000244
0.000244
0.000244
0.000244

0.00415
0.001953
0.000244
0.000244
0.008057
0.000244
0.000244
0.000244

0.001221
0.001221
0.000244
0.001221
0.000244

0.000732

0.00293
0.001953
0.000244

0.00293
0.000732
0.008057
0.000244
0.000244
0.001953

0.001953
0.000244
0.000244
0.000244
0.000244
0.000244
0.000732

0.000732
0.000244
0.001221

0.000244
0.000244
0.000244
0.000732
0.000244
0.000244
0.000244
0.001221
0.000244
0.001221
0.000244
0.030273
0.000732

0.01416
0.000732
0.000244
0.005859
0.095215
0.000732
0.000244
0.000244
0.000244
0.001953
0.000244
0.001221

0.001953
0.005859
0.000244
0.000244
0.000244
0.000732
0.000732
0.000732
0.000244
0.000244
0.035645
0.005859

0.001953
0.030273

0.00293
0.000244
0.000244
0.007568
0.000244

0.00415
0.000244
0.046143
0.008057
0.005615

0.00415
0.000244
0.018555

0.00415
0.000244
0.000732
0.001221

0.001221
0.000244
0.000244
0.001953
0.000244

0.000732
0.000244
0.000244
0.008057
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374.30
750.10
906.80
213.00
192.50
177.20
2675.00
483.70
465.80
310.50
563.00
427.80

374.50
420.80
269.60
348.30

2168.00
585.90
1390.30
537.90
3350.40
766.50
456.70

212.40
281.30
1675.90
1257.10
165.50
639.60
123.80
105.40
107.30
657.80
567.80
687.70

456.20
471.30
300.60
246.00
110.60

363.30

154.60
864.70
709.80
413.20
402.00
367.00
1479.90
3207.70
246.50

206.20
483.90
362.50
179.70
740.60
934.00
326.70

388.00
3895.10
157.40

675.80
324.00
1673.60
265.20
4848.30
1766.90
160.70
280.20
1774.90
1985.30
623.80
-361.50
-1255.10
-456.60
-300.20
-2006.00
-211.90
-336.00
-611.90
-2506.50
-517.30
-2640.30
-321.80
-2733.20
-876.60

-144.10
-411.60
-1638.40
-248.90
-3034.50
-332.30
-408.50
-115.50
-21189.00
-680.80
-144.70
-232.00

-671.50
-228.90
-1424.40
-4343.20
-4091.60
-125.40
-1003.10
-293.30
-327.10
-367.90
-233.40
-167.90
-900.90
-604.00
-125.80
-177.50
-2771.00
-222.20
688.60

-519.00
-362.70
-818.70
-594.50
-935.70

-1546.00
-2310.40
-223.80
-211.30

1.62
1.62
1.62
1.62
1.62
1.62
1.62
1.62
1.62
1.62
1.62
1.62

1.62
1.62
1.62
1.62

1.62
1.62
1.62
1.62
1.62
1.62
1.62

1.62
1.62
1.52
1.52
1.52
1.52
1.52
1.52
1.52
1.52
1.52
1.52

1.52
1.52
1.52
1.52
1.52

1.52
1.52
1.52
1.52
1.52
1.52
1.52
1.52
1.52

1.52
1.52
1.52
1.52
1.52
1.52
1.52

1.52

1.52

0.00003 Histthc
0.000189 Hsp90ab1
0.00003 Cyp1b1
0.000865 Eif3s10

0.003041 Sdc2
0.001077 Ckm
0.000241 Sdcd
0.000307 Insig2
0.000438 Vamp8
0.001336 Slc27at
0.000027 Mat2a
0.00002 Tsc22d3

0.000966 Slc3a2
0.000273 Acsm3
0.000865 Mrpl55

0.00006 Mcart1

1200015M12Ri

ki

1200016E24Rik
m
A130040M12Ri

ki
E430024CO6Ri

0.000035 k
0.000088 Aldh6a1
0.000101 Gstm1
0.002032 Eif3s10
0.000068 Cdo1
0.00002 Aoc3
0.003355 Ppm1b

0.000307 Parp3
0.001336 Gstk1
0.000214 Ldhb
0.000214 Prdx3
0.001651 Adk
0.003039 Pcx
0.003355 Acss1
0.000346 Pdzrn3
0.004071 Fkbp3
0.000167 Pbef1
0.000273 Mccc1
0.000052 Ivd

0.000346 Nfkbia
0.000147 Tsc22d3
0.000114 Clybl
0.002753 Net1
0.001832 Ube2d3
Rshi2a /Il
0.000389 Rshi2b

0.003699 Paics
0.000346 Rasl11b
0.000346 Tmem66
0.001832 Adhfet
0.000618 Mylip
0.000273 Hint2
0.000078 Glul
0.000052 Sdha
0.000552 Hipk3

0.000774 Utx
0.000046 Ddit4
0.001832 Pank1
0.000774 Vps41
0.003699 Plekhc1
0.000023 Lrrc8a
0.003041 Hspb7

0.003355 Herpud1
0.001077 Rpl26
0.002753 Hsd17b10

0.000865 Nfkbia
0.001486 Snrk
0.00002 Hp
0.000966 Slc22a5
0.00002 Tmd4sf1
0.000035 Ndufs2
0.001486 Fus
0.001486 Asah3|
0.001077 Sucla2
0.000307 Ldhb
0.000023 Hbp1
0.00133600 Cyré1
0.00096600 Gpd1
0.00077400 Mcam
0.00069200 S100a10
0.00013000 Ctgf
0.00249000 D4Wsu53e
0.00225000 Tsg101
0.00107700 Elovié
0.00407300 -
0.00007800 Dpt
0.00107700 Ptp4a2
0.00120100 EIn
0.00055200 Eln
0.00003000 AY036118

0.00043800 Psmb8
0.00004600 Sec61g
0.00275300 Col1a2
000448100 Txndc5
0.00014700 Fasn
0.00275300 Lgals3
000183200 Dnajc10
0.00021400 Col14at
0.00002000 Hba-a1
0.00002300 Rarres2
0.00183200 Pppich
0.00165100 Snf8

0.00006000 Ywhab
0.00369900 -
0.00003500 Rarres2
0.00002000 Tkt
0.00003000 Ech1
0.00448100 Rhoc
0.00018900 Dynil1
0.00096600 Jun
0.00002000 G0s2
0.00006800 Icam2
0.00013000 Scand1
0.00061800 Ltbp1
0.00034600 Gng11
0.00004600 Pfn1
0.00120100 F2r
0.00004600 Cnn2
0.00002300 Tkt
0.00027300 Lmo2
0.00275300 Hspag
Dynl /i
EG627788 ///
0.00013000 LOC672375
0.00448100 Dnajat
0.00008900 Sparci1
0.00027300 Dnajat
0.00004000 Litaf
Dynli1 /i
EG627788 ///
0.00010100 LOC672375
0.00003500 Cnn1
0.00014700 Pon3
0.00061800 Echdc1

histone 1, Hic
heat shock protein 1, beta
P450, 1b1, inducible
eukaryotic translation initiation factor 3
syndecan
creatine kinase, muscle
syndecan 4
RIKEN cDNA 2900053111 gene
vesicle-associated membrane protein 8
solute carrier family 27 (fatty acid transporter), member 1
methionine adenosyltransferase Il alpha
glucocorticoid-induced leucine zipper
solute carrier family 3 (activators of dibasic and neutral amino acid
transport), member 2
SA rat hypertension-associated homolog
mitochondrial ribosomal protein L55
fibrosin

RIKEN cDNA 1110038105 gene
glutathione S-transferase, mu 1

eukaryotic translation initiation factor 3

cysteine dioxygenase 1, cytosolic

amine oxidase, copper containing 3

protein phosphatase 1B, magnesium dependent, beta isoform

ADP-ribosyltransferase (NAD+; poly (ADP-ribose polymerase)-like 3
RIKEN cDNA 0610025119 gene
lactate dehydrogenase 2, B chain
peroxiredoxin 3
expressed sequence AI987814
pyruvate carboxylase
acetyl-Coenzyme A synthetase 2 (AMP forming)-like
semaF cytoplasmic domain associated protein 3
FK506 binding protein 3
pre-B-cell colony-enhancing factor
oenzyme A 1 (alpha)
isovaleryl coenzyme A dehydrogenase
nuclear factor of kappa light chain gene enhancer in B-cells
inhibitor, alpha
glucocorticoid-induced leucine zipper
citrate lyase beta like
neuroepithelial cell transforming gene 1
RIKEN cDNA 1100001F 19 gene

RIKEN cDNA 4930524H12 gene

synthetase
RIKEN cDNA 1190017818 gene
RIKEN cDNA 1810045K07 gene
RIKEN cDNA 6330565814 gene
hypothetical protein MGC11702
RIKEN cDNA 1190005L05 gene
glutamate-ammonia ligase (glutamine synthase)
succinate dehydrogenase complex, subunit A, flavoprotein (Fp)
Mus musculus, clone IMAGE:3595053, mRNA
ubiquitously transcribed tetratricopeptide repeat gene, X
chromosome
RIKEN cDNA 5830413E08 gene
pantothenate kinase 1
vacuolar protein sorting 41 (yeast)
hypothetical protein MGC36305
Mus musculus, clone IMAGE:5290106, mRNA
heat shock protein family, member 7 (cardiovascular)
ducibl reticulum stress-inducible,

ubiquitin-like domain member 1
ribosomal protein L26
hydroxyacyl-Coenzyme A dehydrogenase type Il

nuclear factor of kappa light chain gene enhancer in B-cells
inhibitor, alpha

SNF related kinase

haptoglobin

solute carrier family 22 (organic cation transporter), member 5
transmembrane 4 superfamily member 1

NADH dehydrogenase (ubiquinone) Fe-S protein 2

pigpen

cancer related gene-liver 1

succinate-Coenzyme A ligase, ADP-forming, beta subunit
lactate dehydrogenase 2, B chain

RIKEN cDNA 1700058005 gene

cysteine rich protein 61

glycerol-3-phosphate dehydrogenase 1 (soluble)

melanoma cell adhesion molecule

5100 calcium binding protein A10 (calpactin)

connective tissue growth factor

DNA segment, Chr 4, Wayne State University 53, expressed
tumor susceptibility gene 101

long chain fatty acyl elongase

regulator of G-protein signaling 5

dermatopontin

protein tyrosine phosphatase 4a2

elastin

elastin

proteosome (prosome, macropain) subunit, beta type 8 (large
multifunctional protease 7)
SEC61, gamma subunit (S. cerevisiae)

procollagen, type |, alpha 2

expressed sequence AL022641

fatty acid synthase

lectin, galactose binding, soluble 3

RIKEN cDNA 1200006L06 gene

procollagen, type XIV, alpha 1

hemoglobin alpha, adult chain 1

RIKEN cDNA 0610007L05 gene

protein phosphatase 1, catalytic subunit, beta isoform
DNA segment, Chr 11, KL Mohlke 34

tyrosine ptophan 5 activation
protein, beta polypeptide

RIKEN cDNA C730016P09 gene

RIKEN cDNA 0610007L05 gene

transketolase

enoyl coenzyme A hydratase 1, peroxisomal

ras homolog gene family, member C

dynein, cytoplasmic, light chain 1

Jun oncogene

GO/G1 switch gene 2

intercellular adhesion molecule 2

SCAN domain-containing

latent transforming growth factor beta binding protein 1
RIKEN cDNA 0610037821 gene

profilin 1

coagulation factor If (thrombin) receptor

calponin 2

transketolase

LIM only 2

heat shock protein 8

dynein, cytoplasmic, light chain 1
Dnad (Hsp40) homolog, subfamily A, member 1
SPARC-like 1 (mast9, hevin)

DnaJ (Hsp40) homolog, subfamily A, member 1
LPS-induced TN factor

dynein, cytoplasmic, light chain 1
calponin 1

paraoxonase 3

DNA segment, Chr 10, ERATO Doi 667, expressed



1419589_at
1420745_a_at

1420879_a_at
1423669_at
1424112_at
1425993 a_at

1426599_a_at
1427153 _at
1427201_at
1427883 _a_at
1433806_x_at

1434881_s_at
1436902_x_at

1437608 _x _at
1438133
1439364_a_:
1448201 _at
1448698_at
1450967_at
1452114_s_at

1452997 _at
1453473 a_at

1455815_a_at
1415834_at
1417430_at
1417730_at
1418377_a_at
1418435_at
1419641_at
1421816_at

1423889_at
1424010_at
1424176_a_at

1424214_at
1425937_a_at
1426662_at
1435222_at
1436584_at
1448592_at
1449379_at
1449525_at
1452352_at
1456170_x _at
1460239_
1460687_at
1415801_at
1416368_at
1416407_at
1417065_at
1417780_at
1418571_at
1419667_at
1420338 _at
1420612_s_at

1420622_a_at

1420878 _a_at
1423104_
1423619_at
1425927_
1426690_a_
1427256 _at

1428196_a_at
1431609_a_

1433860_at

1434256_s_at

1454712_at
1456271_at
1456424_s_at
1460285_at
1460707_at
1417409_at
1418699_s_at
1419043
1425914_
1426063_a_:
1426899_at
1428116_a_at
1428655_at

1429078 _a_at
1437165 ¢
1437211
1448775_at
1448944_at
1449009_at
1455504_a_at

1456603_at
1460411_s_at
1460544_at
1421694_a_at
1424208 _at

1427240_at
1428645_at
1429177,
1448406_at

at

1448715_x_at
1448830_at
1449465_at

1455981_at
1416701_at

1417184_s _at
1417394_at
1417741 _at

1417764_at

822.40
565.60

606.80
2756.00
728.90
792.80

349.50
1518.80
2316.90

10433.10

928.30

473.00
2688.00

405.50
409.30
517.90
681.30
251.30
1080.40
2470.20

1200.10

860.80

2976.90
475.70
659.70
886.60
395.00
404.00
417.40
698.10

468.10
2494.10
429.10

867.80
535.60
411.90
603.70
452.30
1006.20
629.50
686.20
331.60
1928.60
736.40
442.70
713.90
756.00
841.10
1188.00
207.30
1435.80
602.90
209.10
413.80

465.20

466.00
499.70
1029.80
615.10
1316.70,
374.80

1612.90
636.50

311.60

351.00
649.40
61224.30
1099.90
860.70
748.30
683.70
1263.00
784.20
2439.80
965.80
221.10
194.50
300.80
2330.00
440.20

311.00
982.20
1847.00
458.00
730.60
673.40
872.20

751.30
871.30
249.10
527.60
506.40

367.30
641.30
285.20
429.70

6391.40
3608.90
356.50

374.90
432.20

54515.80
426.20
1915.10

599.90

0.000244 P
0.000732 P

0.000732 P
0.000244 P
0.000732 P
0.001953 P

0.00415 P
0.000244 P
0.000732 P
0.000244 P
0.000244 P

0.000244 P
0.000244 P

0.005859 P

0.00293 P
0.023926 P
0.000732 P
0.005859 P
0.000732 P
0.000244 P

0.000244 P

0.00293 P

0.000244 P
0.000732 P
0.001953 P
0.001221 P
0.023926 P

0.00415 P
0.001953 P
0.008057 P

0.000732 P
0.000244 P
0.001953 P

0.023926 P
0.000244 P
0.000732 P
0.000244 P
0.000244 P
0.000732 P

0.00293 P
0.000244 P
0.000244 P

0.00415 P
0.001221 P
0.001953 P
0.000244 P
0.000244 P
0.000244 P
0.000244 P

0.00293 P
0.001953 P
0.001953 P
0.010742 P
0.000732 P

0.001953 P

0.001953 P

0.00293 P
0.001221 P
0.001953 P
0.000244 P
0.000244 P

0.001221 P
0.001221 P

0.010742 P

0.010742 P
0.023926 P
0.000244 P
0.000732 P
0.046143 P

0.00415 P
0.000732 P
0.000732 P
0.000244 P
0.000732 P
0.000244 P
0.000732 P
0.018555 P
0.001221 P
0.000732 P

0.00293 P

0.00293 P
0.000732 P
0.000244 P

0.00415 P
0.000732 P
0.000732 P
0.000244 P

0.030273 P
0.000732 P
0.008057 P
0.023926 P
0.023926 P

0.00415 P
0.000244 P
0.00293 P
0.001953 P

0.000244 P
0.000244 P
0.000244 P

0.008057 P
0.018555 P

0.000244 P
0.000732 P
0.000244 P

0.001221 P

420.70
323.30

282.80
1811.30
525.30
428.30

164.60
900.00
1472.00
7023.40
591.40

328.10
1584.30

189.40
153.30
287.40
413.90
122.90
496.00
1499.80

775.10
553.80

1885.60
257.50
364.70
406.70
24510
253.00
200.20
307.80,

237.80
1035.90
206.00

401.90
277.70
252.30
421.90
280.20
418.10
266.00
421.10
209.50
611.10
386.60
245.80
423.30
558.80
355.40
555.90
107.10
695.00
283.10

63.80
253.20

123.70

213.30
225.80
669.20
290.30
799.80
192.60

753.30
370.40

163.80

119.10
239.80
32447.80
561.90
219.20
545.30
331.40
717.00
429.20
1383.80
687.40
101.80
88.30
156.80
1197.30
170.20

121.80
497.20
864.70
244.00
206.00
460.20
313.10

283.70
347.40

73.60
239.30
182.30

157.50
319.80
108.80
175.60

3336.20
1567.40
157.90

170.20
185.10

24760.50
199.10
941.80

289.60

0.000244
0.001953

0.005859
0.001953
0.000732

0.00415

0.111572
0.001953
0.000732
0.000244

0.00415

0.018555
0.000244

0.080566
0.005859
0.129639
0.000244
0.111572
0.000732
0.001953

0.001953

0.010742

0.000244

0.00415
0.017578
0.008057
0.080566
0.018555
0.056152
0.030273

0.008057
0.005859
0.067627

0.111572
0.001953
0.001953
0.001221
0.001953

0.00415
0.001953

0.00415

0.00293
0.001221
0.000732
0.028564
0.000732
0.001953
0.001221
0.000244

0.27417
0.030273
0.000244
0.432373
0.037598

0.111572

0.067627

0.00293
0.000244
0.010742
0.000244
0.018555

0.001221
0.010742

0.149658

0.149658
0.149658
0.000244
0.001221
0.095215
0.046143
0.018555
0.000244
0.000732
0.001953
0.001953
0.246094

0.19458
0.111572
0.000244
0.171387

0.27417
0.008057
0.001221
0.046143
0.030273

0.00415

0.01416

0.171387
0.000732
0.171387
0.219482
0.056152

0.080566
0.000732
0.149658
0.001221

0.000732
0.000244
0.00293

0.080566
0.149658

0.000244
0.018555
0.000244

0.030273

v
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-401.70
-242.30

-324.00
-944.70
-203.60
-364.50

-184.90
-618.80
-844.90
-3409.70
-336.90

-144.90
-1103.70

-216.10
-256.00
-230.50
-267.40
-128.40
-584.40
-970.40

-425.00

-307.00

-1091.30
-218.20
-296.00
-479.90
-149.90
-151.00
-217.20
-390.30

-230.30
-1458.20
-223.10

-465.90
-257.90
-159.60
-181.80
-172.10
-588.10
-363.50
-2665.10
-122.10
-1317.50
-349.80
-196.90
-290.60
-197.20
-485.70
-632.10
-100.20
-740.80
-319.80
-145.30
-160.60

-341.50

-252.70
-273.90
-360.60
-324.80
-516.90
-182.20

-859.60
-266.10

-147.80

-231.90
-409.60
-28776.50
-538.00
-641.50
-203.00
-352.30
-546.00
-356.00
-1056.00
-278.40
-119.30
-106.20
-144.00
-1132.70
-270.00

-189.20
-485.00
-982.30
-214.00
-524.60
-213.20
-559.10

-467.60
-523.90
-175.50
-288.30
-324.10

-209.80
-321.50
-176.40
-254.10

-3055.20
-2041.50
-198.60

-204.70
-247.10

-29755.30
-227.10
-973.30

-310.30

2.14
214
2.14

-2.14
-2.30

-2.30
-2.30
-2.30

-2.30

0.00002700 Cd93
0.00448100 Cendbp1

0.00049200 Ywhab
0.00002300 Col1at
0.00448100 Igf2r

0.00020900 Hsp110

0.00249000 Sic2a1
0.00014700 Bckdhb
0.00024100 Mustn1
0.00005200 Col3at
0.00014700 Calr

0.00275300 Kctd12
0.00006000 Tmsb10

0.00203200 Ywhag
0.00225000 Cyr61
0.00038900 Mmp2
0.00304100 Sfrp2
0.00148600 Cend1
0.00249000 Ptplad2
0.00002000 Igfbp5

0.00003000 6820431F20Rik
Dynlt1 /Il
0.00133600 LOC671261

0.00011400 Ywhab
0.00335500 Duspé
0.00061800 Cdr2
0.00004600 Ext1
0.00030700 Sival
0.00133600 Mkrn1
0.00165100 Purb
0.00225000 LOC630729

0.00038900 EG434402
0.00002000 Mfap4
0.00014700 Anxa4

0.00183200 9130213B05Rik
0.00043800 Hexim1
0.00069200 Cmas
0.00013000 Foxp1
0.00275300 Spry2
0.00018900 Crtap
0.00165100 Kdr
0.00043800 Fmo3
0.00021400 Ctla2b
0.00069200 Calr
0.00024100 Tspan13
0.00183200 Setd8
0.00016700 Gja1
0.00120100 Gsta4
0.00004000 Pea15a
0.00069200 Egr1
0.00030700 Lass4
0.00002000 Tnfrsf12a
0.00096600 Sgcb
0.00275300 Alox15
0.00203200 Ptp4a2
EG666904 ///
Hspa /1]
LOC621284 /iI
0.00369900 LOC669493

0.00249000 Ywhab
0.00225000 Irs1
0.00165100 Rasd1
0.00006800 Atf5
0.00002000 Srebf1
0.00003000 Vcan

0.00002300 1200015F23Rik
0.00165100 Acp5

1.q receptor 1
maternal inhibition of differentiation

tyrosine ptophan 5 activation

protein, beta polypeptide
procollagen, type I, alpha 1
insulin-like growth factor 2 receptor
heat shock protein

solute carrier family 2 (facilitated glucose transporter), member 1
branched chain ketoacid dehydrogenase E1, beta polypeptide
RIKEN cDNA 1110028G01 gene

procollagen, type Ill, alpha 1

calreticulin

Mus musculus 2 days pregnant adult female ovary cDNA, RIKEN
full-length enriched library, clone:E330037P08 productinferred:
KIAA1317 protein {Homo sapiens}, full insert sequence.
thymosin, beta 10

tyrosine ptophan 5. activation

protein, theta polypeptide
cysteine rich protein 61

matrix metalloproteinase 2

secreted frizzled-related sequence protein 2
cyclin D1

RIKEN cDNA 4933428103 gene

insulin-like growth factor binding protein 5

cadherin 11

t-complex testis expressed 1

tyrosine ptophan 5 activation

protein, beta polypeptide
dual specificity phosphatase 6

cerebellar degeneration-related 2

exostoses (multiple) 1

Cd27 binding protein (Hindu God of destruction)
makorin, ring finger protein, 1

purine rich element binding protein B

glutathione reductase 1

Mus musculus, clone MGC:5739 IMAGE:3481870, mRNA,
complete cds

RIKEN cDNA 1110007F23 gene

annexin A4

similar to DKFZP56400823 protein

cardiac lineage protein 1

cytidine N ic acid

forkhead box P1

sprouty homolog 2 (Drosophila)

cartilage associated protein

kinase insert domain protein receptor

flavin containing monooxygenase 3

cytotoxic T lymphocyte-associated protein 2 beta

calreticulin

RIKEN cDNA 1100001123 gene

RIKEN cDNA 2410195805 gene

gap junction membrane channel protein alpha 1

glutathione S-transferase, alpha 4

phosphoprotein enriched in astrocytes 15

early growth response 1

RIKEN cDNA 2900019C14 gene

tumor necrosis factor receptor superfamily, member 12a
beta (43kD dystrophi i i

arachidonate 15-ipoxygenase

protein tyrosine phosphatase 4a2

heat shock protein 8

tyrosine ptopl activation

protein, beta polypeptide
insulin receptor substrate 1

RAS, dexamethasone-induced 1
activating transcription factor 5

sterol regulatory element binding factor 1
chondroitin sulfate proteoglycan 2

RIKEN cDNA 1200015F23 gene
acid phosphatase 5, tartrate resistant

0.00203200 6030458C11Rik RIKEN cDNA 6030458C11 gene

0.00165100 Cds2
0.00013000 Hspatb
0.00002000 Hba-a1
0.00069200 Mcart1
0.00335500 LOC620695
0.00003500 Pitp
0.00069200 ltga9
0.00148600 Ptpda2
0.00069200 Jun
0.00003000 Fech
0.00004000 ligp1
0.00407300 Armex1
000225000 Gem
0.00133600 The1d23
0.00003000 Dynit1
0.00049200 Codc128

0.00203200 Cops7a
0.00005200 Pcolce
0.00034600 Elovi5
0.00096600 203
0.00024100 Nrp1
0.00055200 Tgtp
0.00014700 Mkm 1

0.00069200 1500005K14Rik
0.00024100 AW548124
0.00203200 Mak10
0.00049200 Vcan
0.00369900 Ptger4

Docké /I
0.00030700 LOC670024
0.00120100 Gnai3
0.00086500 Sox17
0.00077400 Eid1

Cemdl /1] Cogb

m

ENSMUSGO000
00073624 /1/
0.00002000 Sgip1
0.00003000 Dusp1
0.00016700 Reln
EG214738 /I/
EG626259 ///
EG629575 /I/
EG666577 ///
LOC384383 ///
LOC545640 //f
LOC624159 /1
LOC638497 /I/
LOC639593 ///
LOCE67739 /If
LOC667922 /1
LOC671306 ///
LOC671432 /1f
LOC672620 //f
LOC675985 /If
0.00165100 Rpsé
0.00165100 Rnd3
Hbb-b1 /// Hbb-
0.00002000 b2
0.00203200 Kifd
0.00007800 Pygl
LOC636537 /if
0.00203200 Ssr1

CDP. synthase
heat shock protein 18

hemoglobin alpha, adult chain 1

hypothetical protein D130005A03

RIKEN cDNA 1500011J06 gene

phospholipid transfer protein

integrin alpha 9

protein tyrosine phosphatase 4a2

Jun oncogene

ferrochelatase

interferon-inducible GTPase

RIKEN cDNA 3010033109 gene

GTP binding protein (gene overexpressed in skeletal muscle)
RIKEN cDNA 4930451A13 gene

t-complex testis expressed 1

RIKEN cDNA 1110018J12 gene

COP9 (constitutive photomorphogenic) homolog, subunit 7a
(Arabidopsis thaliana)

procollagen C-proteinase enhancer protein

RIKEN cDNA 1110059123 gene

interferon activated gene 203

neuropilin

T-cell specific GTPase

makorin, ring finger protein, 1

RIKEN cDNA 1500005K14 gene
expressed sequence Al115348

RIKEN cDNA A330021G12 gene
chondroitin sulfate proteoglycan 2
prostaglandin E receptor 4 (subtype EP4)

RIKEN cDNA 4931431C02 gene

guanine nucleotide binding protein, alpha inhibiting 3
SRY-box containing gene 17

CREBBP/EP300 inhibitory protein 1

dual specificity phosphatase 1
reelin

ribosomal protein S6
ras homolog gene family, member E

hemoglobin, beta adult major chain
Kruppel-like factor 4 (gut)
liver glycogen phosphorylase

signal sequence receptor, alpha



1418118_at
1418572 x_at
1419469_at
1423607_at
1427110_at
1427341 _at

1433859_at
1448119_at

1448433

at

1450179_at
1452483 _a_at
1456388 _at
1416505_at
1417379 _at
1417552_at

1421254_a_at
1422473 _at
1423100_at
1424108 _at
1424650_at
1426225_at
1427820_at
1434328 _at
1435129_at
1437612_at
1448188_at
1452276_at

1455316_x_at

1415971

1416658 _at
1417648_s_at
1419494 _a_at
1420444_at
1422654_at

1424109 _

at

1424613_at

1429040_at
1448424 _at
1449088_at
1449181_at
1449363_at
1417893_at
1420841_at
1448752_at
1415865_s_at
1417750_a_at
1419301_at
1425894 _at
1448890_at
1449461_at
1449856_at
1455021_at
1416593_at
1417788 _at

1437523 s_at
1449254_at
1460685_at
1423450_a_at
1449466_at
1415864_at
1418350_at
1421008_at
1425156_at
1448386_a_at
1450175_a_at

1418701

at

1419684_at
1424337 _at
1424877 a_at

1450200_s_at
1451240_a_at

1435039_
1454993

1455136_at
1416757 _at

1417461_at
1418665_at
1426047_a_at

1440255_at
1418493 a_at
1419327_at

1422178 a_at
1424713 _at

1433532_a_at
1436058 _at

1418890_
1436736_)

1452257_at
1416704_at

1417462_at
1452253 _at
1451411_at
1451675_a_at
1426963 _at

1436853 _:

at

1420041 _at
1451445_at
1460719_a_at

1427790_at
1418235_at
1425901_at
1439376 _x_at
1456390_at
1460278_a_at

1417257 _:

1426076_at
1450170_x_at
1453753 _at
1416149_at
1422558 _at
1425829_a_at
1418323 at
1421030_at
1423432_at

1448021_at
1422036_at
1419139_at
1419477 _at

1419616_at

1449287 _at
1418349 _at

1429947 _

at

1448932_at
1419931_at
1450783 _at
1417714 _x_at
1455007_s_at
1423101_at
1420549 _at

301.40
1107.90
360.40
1353.70
276.40
215.10

162.30
707.60
555.20
993.10
287.90
183.70
2143.40
3190.30
184.50

989.70
515.00
554.40
1252.30
343.60
3008.80
660.10
617.30
2749.60
180.10
1097.00
189.90

16883.40
704.00
441.70
345.30
285.90
432.70
493.20

1544.30
669.30

409.30
407.90
279.50
230.80
421.60
300.80
190.40
577.40
480.00
465.40
2226.00
493.90
2256.70
1061.60
277.60
306.30
432.00
504.90

317.90
352.20
328.90
291.40
524.40
212.10
553.60
392.70
256.90
256.30
233.10
594.00
641.40
196.70
856.20

166.30
400.20
230.20
241.30
925.60
141.30

1702.30
227.40
306.40

173.80
759.50
483.20
240.50
171.00
145.30
2962.30
354.90
240.50
794.40
313.70

677.10
197.80
423.30
2148.10
267.90
284.50
6588.70
126.10
219.70

164.00
207.20
361.80
122.60
295.10
201.00
181.20

157.90
1519.20
118.00
219.10
175.50
205.20
132.90
183.10
169.70

758.80
105.30
190.20
266.10

188.40

260.00
203.20
232.10
108.50
127.30
409.70
87021.10
337.40
232.80
396.40

0.018555 P
0.001953 P
0.00293 P
0.000244 P
0.00415 P
0.01001 P

0.000732 P
0.000244 P
0.001953 P
0.000732 P
0.023926 P

0.01416 P
0.023926 P
0.000244 P
0.030273 P

0.001953 P
0.001953 P
0.001953 P
0.000244 P
0.018555 P
0.000244 P
0.023926 P

0.00293 P
0.000244 P
0.018555 P
0.000244 P
0.000244 P

0.000244 P
0.000732 P

0.00293 P
0.001953 P
0.001953 P
0.005859 P
0.030273 P
0.000244 P
0.010742 P

0.01416 P

0.00415 P
0.000244 P
0.001953 P
0.000244 P
0.001953 P
0.001221 P
0.000244 P

0.00293 P
0.001953 P
0.000732 P
0.000244 P
0.000244 P
0.000732 P
0.001221 P
0.000732 P
0.046143 P
0.000732 P

0.01416 P

0.01416 P
0.018555 P
0.001221 P
0.005859 P
0.043701 P
0.000244 P
0.000244 P
0.037598 P
0.030273 P
0.001221 P
0.000732 P
0.000732 P
0.056152 M
0.000244 P

0.046143 P
0.000244 P

0.01416 P
0.000732 P
0.000244 P
0.037598 P

0.000732 P
0.01416 P
0.00293 P

0.00415 P
0.030273 P
0.001221 P
0.023926 P
0.010742 P
0.030273 P
0.000244 P
0.005859 P
0.018555 P
0.000244 P
0.018555 P

0.00415 P
0.056152 M

0.00415 P
0.000244 P
0.023926 P
0.005859 P
0.000244 P
0.005859 P
0.046143 P

0.037598 P
0.018555 P
0.018555 P
0.018555 P
0.001221 P
0.010742 P
0.056152 M

0.010742 P
0.000244 P
0.046143 P
0.037598 P
0.018555 P
0.037598 P

0.00293 P

0.01416 P
0.010742 P

0.000732 P
0.037598 P
0.010742 P
0.030273 P

0.046143 P

0.037598 P
0.000244 P
0.056152 M
0.023926 P

0.00293 P
0.005859 P
0.000244 P
0.005859 P
0.037598 P
0.008057 P

131.80
533.80
143.60
612.30
100.60

93.80

59.80
260.40
218.40
409.10
131.20

69.70
823.10

1084.80

42.20

551.20
217.30
208.70
593.20
167.70
1165.70
252.70
265.70
1347.30
59.30
535.20
67.10

5248.20
237.80
165.10
116.00
111.30
170.40
151.70
437.80
177.60

118.80
130.70
105.10

96.10
128.40

94.80

64.40
197.10
238.00
184.10
672.50
221.50
675.50
278.80

83.10
141.70
105.90
124.70

61.30
64.30
102.60
78.50
120.30
53.50
138.10
114.10
60.80
63.80
65.10
112.80
205.50
50.20
217.80

36.10
74.60
47.80
34.20
265.60
34.30

255.60
63.30
51.50

34.40
130.90
78.70
76.40
26.60
10.30
540.50
39.20
42.00
121.10
51.80

99.80
9.10
65.60
299.50
43.50
36.10
895.30
14.00
16.80

13.60
12.60
16.60

7.20
29.40
26.30
17.80

5.60
68.00
12.60
13.40
13.70
22.70

5.90
10.80

6.30

51.40
5.20
9.50

15.40

5.60

14.40
10.70
13.90
3.70
4.00
12.10
2393.90
4.40
7.30
5.00

0.080566

0.00415
0.030273
0.000244
0.366211
0.334473

0.533936
0.056152
0.005859
0.010742
0.398926
0.239258
0.000244
0.000732
0.398926

0.00415
0.00415
0.01416
0.001221
0.129639
0.000244
0.056152
0.000244
0.000244
0.696289
0.00293
0.219482

0.000244
0.000244
0.080566
0.111572
0.19458
0.023926
027417
0.00293
0.067627

0.398926
0.023926
0.366211
0.149658
0.095215
0.171387
0.366211
0.046143
0.095215
0.171387
0.000732
0.010742
0.000732
0.095215
0.018555
0.149658
0.219482
0.067627

0.246094
0.525635
0.334473
0.432373
0.466064
0.334473
0.111572
0.067627

0.5

0.466064
0.633789
0.149658
0.067627
0.601074
0.001953

0.633789
0.171387
0.665527
0.456299
0.001953
0.633789

0.018555
0.398926
0.432373

0.567627
0.533936
0.601074
0.303711
0.780518
0.665527
0.001953
0.633789
0.466064

0.01416
0.633789

0.107178
0.533936
0.303711
0.008057

0.80542
0.696289
0.001221
0.870361

0.72583

0.753906
0.567627
0.601074
0.828613
0.334473
0.753906
0.901123

0.80542
0.334473
0.932373
0.850342

0.80542
0.780518
0.976074
0.850342

0.72583

0.491699
0.981445
0.904785
0.753906

0.932373

0.919434
0.919434
0.953857
0.850342
0.919434
0.870361
0.001953
0.850342
0.976074
0.981445
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-169.60
-574.10
-216.80
-741.40
-175.80
-121.30

-102.50
-447.20
-336.80
-584.00
-156.70
-114.00
-1320.30
-2105.50
-142.30

-438.50
-297.70
-345.70
-659.10
-175.90
-1843.10
-407.40
-351.60
-1402.30
-120.80
-561.80
-122.80

-11635.20
-466.20
-276.60
-229.30
-174.60
-262.30
-341.50

-1106.50
-491.70

-290.50
-277.20
-174.40
-134.70
-293.20
-206.00
-126.00
-380.30
-242.00
-281.30
-1553.50
-272.40
-1581.20
-782.80
-194.50
-164.60
-326.10
-380.20

-256.60
-287.90
-226.30
-212.90
-404.10
-158.60
-415.50
-278.60
-196.10
-192.50
-168.00
-481.20
-435.90
-145.50
-638.40

-130.20
-3265.60
-182.40
-207.10
-660.00
-107.00

-1446.70
-164.10
-254.90

-139.40
-628.60
-404.50
-164.10
-144.40
-135.00
-2421.80
-316.70
-198.50
-673.30
-261.90

-5677.30
-188.70
-357.70
-1848.60
-224.40
-248.40
-5693.40
-112.10
-202.90

-150.40
-194.60
-345.20
-115.40
-265.70
-174.70
-163.40

-152.30
-1451.20
-105.40
-205.70
-161.80
-182.50
-127.00
-172.30
-163.40

-707.40
-100.10
-180.70
-250.70

-182.80

-245.60
-192.50
-218.20
-104.80
-123.30
-397.60
-84627.20
-333.00
-225.50
-391.40

-4.00

-4.59

-4.59

-4.59

-13.93

-17.15

-17.15

-19.70
-21.11
-24.25
-25.99
-27.86
-34.30
-36.76
-45.25
-48.50
-73.52

0.00369900 Slc22a1
0.00027300 Tnfrsf12a
0.00165100 Gnb4
0.00011400 Lum
0.00148600 Raver1
0.00448100 Bbs9

solute carrier family 22 (organic cation transporter), member 1
tumor necrosis factor receptor superfamily, member 12a
guanine nucleotide binding protein, beta 4

lumican

RIKEN cDNA 1300006N24 gene

RIKEN cDNA E130103117 gene

0.00275300 D030070L09Rik RIKEN cDNA D030070L09 gene

0.00010100 Bpgm
0.00014700 Pcolce
0.00002000 Sost
0.00275300 Cd44
0.00335500 Atp11a
0.00077400 Nrda1
0.00002000 Iqgap1
0.00448100 Fap

0.00018900 Sgeg
0.00016700 Pdedb
0.00021400 Fos
0.00004000 Glo1
0.00165100 Pdia5
0.00002300 Rbp4
000203200 —
0.00183200 Rpl15
0.00002000 Ptpda2
0.00407300 Nup62
0.00002300 Ucp2
0.00069200 Smarcad1
ENSMUSGO000
0.00002000 00073624
0.00049200 Marcks
0.00004600 Frzb
0.00133600 Snx5
0.00275300 Tpd52
0.00069200 Slc22a3
0.00448100 Sgca
0.00002000 Glo1
0.00069200 Gpresb

0.00086500 6820431F20Rik
0.00049200 Frzb
0.00006000 Fbp2
0.00086500 Fech
0.00034600 Atf3
0.00024100 Sfxn3
0.00107700 Ptprf
0.00002000 Car2
0.00016700 Bpgm
0.00004000 Slc25a37
0.00014700 Fzd4
0.00003000 Mrgprf
0.00002000 Kif2
0.00002000 Rbp?
0.00021400 Rgs18
0.00021400 Gabbr1
0.00005200 Glrx
0.00055200 Sncg

0.00034600 Sgeg
0.00007800 Spp1
0.00335500 Timm17b
0.00016700 Hs3st1
0.00007800 Clec3b
0.00055200 Bpgm
0.00002000 Hbegf
0.00002000 Rsad2
000225000 Gbp6
0.00448100 Wap
0.00448100 Ctsm
0.00002000 Comt
0.00006000 Ccl8
0.00165100 Snx15
0.00013000 Alad
Csf2rbt /1]
0.00448100 Csf2rb2
0.00002000 Glo1
0.00055200 Pip5k1b
0.00034600 Sfrs3
0.00002300 Atp1a2
0.00407300 Zwilch

0.00004000 Cap1
0.00448100 Impa2
0.00034600 Ptprr

0.00275300 Mizf
0.00038900 Snca
0.00006000 Pdxdc1
0.00133600 Rab17
0.00055200 Calmi4
0.00165100 Mbp
0.00004000 Rsad2
0.00096600 Rab3d
0.00275300 DOH4S114
0.00002000 Bdh1
0.00304100 Mapk14

000005200 Cap1
0.00077400 Crim1
0.00043800 Gpro5b
0.00002000 Alas2
0.00335500 Pacs2
0.00011400 Snca
0.00002000 Rgs5
0.00448100 Umps
0.00086500 P2rx1
Adamfa /il
0.00043800 Mapkapks
0.00407300 Atg5
0.00107700 Nfatc2
000225000 —
0.00407300 Ppp2ca
0.00107700 D15Wsu75e
0.00249000 Cel

0.00096600 Cdc27
0.00002000 H2-D1
0.00225000 Dt
0.00034600 Olig1
0.00249000 Gamt
0.00165100 Steap4
0.00369900 Fem1b
0.00120100 Zfp64
0.00249000 Phip

0.00002300 4930431B09Rik
0.00096600 Strn
0.00069200 Gdf5
0.00018900 Clec2d

0.00034600 Bmpr2

0.00006800 Srms
0.00004600 Hbegf
0.00005200 Zbp1
0.00407300 Krt16
0.00049200 Abcb7
0.00016700 Ifit1
0.00002000 Hba-a1
0.00003000 Gpt2
0.00133600 Pagr4
0.00002700 Gbp1

2,3-bisphosphoglycerate mutase
procollagen C-proteinase enhancer protein
sclerostin

CD44 antigen

RIKEN cDNA 4930558F 19 gene

nuclear receptor subfamily 4, group A, member 1
1Q motif containing GTPase activating protein 1
fibroblast activation protein

sarcoglycan, gamma (35kD dystrophin-associated glycoprotein)
phosphodiesterase 4B, cAMP specific

FBJ osteosarcoma oncogene

RIKEN cDNA 1110008E19 gene

protein disulfide isomerase-related

retinol binding protein 4, plasma

Mus musculus, clone IMAGE:3983821, mRNA, partial cds
RIKEN cDNA 2510008H07 gene

protein tyrosine phosphatase 4a2

nucleoporin 62

uncoupling protein 2, mitochondrial

enhancer trap locus 1

myristoylated alanine rich protein kinase C substrate

frizzled-related protein

sorting nexin 5

tumor protein D52

solute carrier family 22 (organic cation transporter), member 3
alpha (50kDa dystroph

RIKEN cDNA 1110008E19 gene

G protein-coupled receptor, family C, group 5, member B

cadherin 11
frizzled-related protein

fructose bisphosphatase 2

ferrochelatase

activating transcription factor 3

sideroflexin 3

protein tyrosine phosphatase, receptor type, F
carbonic anhydrase

2,3-bisphosphoglycerate mutase

mitochondrial solute carier protein

frizzled homolog 4 (Drosophila)

CcDNA sequence BC019711

Kruppel-like factor 2 (lung)

retinol binding protein 7, cellular

regulator of G-protein signaling 18
gamma-aminobutyric acid (GABA-B) receptor, 1
glutaredoxin 1 (thioltransferase)

synuclein, gamma

sarcoglycan, gamma (35kD dystrophin-associated glycoprotein)
secreted phosphoprotein 1
of inner 17 kDa, b
heparan sulfate (glucosamine) 3-O-sulfotransferase 1
tetranectin (plasminogen binding protein)
2,3-bisphosphoglycerate mutase
diphtheria toxin receptor
viral hemorrhagic septicemia virus(VHSV) induced gene 1
RIKEN cDNA 9830147J24 gene
whey acidic protein
cathepsin M
RIKEN cDNA D330014B15 gene
chemokine (C-C moti) ligand 8
RIKEN cDNA 1500032808 gene
aminolevulinate, delta-, dehydratase
colony stimulating factor 2 receptor, beta 1, low-affinity (granulocyte-
macrophage)
RIKEN cDNA 1110008E19 gene
phosphatidylinositol-4-phosphate 5-kinase, type 1 beta
splicing factor, arginine/serine-rich 3 (SRp20)
Mus musculus, clone IMAGE: 1365759, mRNA
RIKEN cDNA 2310031L18 gene
adenylyl cyclase-associated CAP protein homolog 1 (S. cerevisiae,
S. pombe)
inositol (myo)-1(or 4)-monophosphatase 2
protein tyrosine phosphatase, receptor type, R

MBD2 (methyl-CpG-binding protein)-interacting zinc finger protein
synuclein, alpha

expressed sequence AA415817

RAB17, member RAS oncogene family

calmodulin-like 4

myelin basic protein

viral hemorrhagic septicemia virus(VHSV) induced gene 1
RAB3D, member RAS oncogene family

DNA segment, human D4S114
3

(heart,

mitogen activated protein kinase 14

adenylyl cyclase-associated CAP protein homolog 1 (S. cerevisiae,
S. pombe)

cysteine-rich motor neuron 1

G protein-coupled receptor, family C, group 5, member B
aminolevulinic acid synthase 2, erythroid

Mus musculus, clone IMAGE:5039248, mRNA
synuclein, alpha

regulator of G-protein signaling 5

uridine monophosphate synthetase

purinergic receptor P2X, ligand-gated ion channel, 1

a disintegrin and metalloproteinase domain 1a
autophagy 5-like (S. cerevisiae)

nuclear factor of activated T-cells, cytoplasmic 2

cyclin D binding myb-like transcription factor 1

protein phosphatase 2a, catalytic subunit, alpha isoform

DNA segment, Chr 15, Wayne State University 75, expressed
carboxyl ester lipase

similar to Protein CDC27Hs (Cell division cycle protein 27 homolog)
(H-NUC)

histocompatibility 2, D region locus 1

RIKEN cDNA 2810047L02 gene

oligodendrocyte transcription factor 1

guanidinoacetate methyltransferase

Tnfa-induced adipose-related protein

feminization 1 homolog b (C. elegans)

zinc finger protein 64

pleckstrin homology domain interacting protein

ESTs

striatin, caimodulin binding protein
growth differentiation factor 5
osteoclast inhibitory lectin

bone morphogenic protein receptor, type Il (serine/threonine kinase)
src-related kinase lacking C-terminal regulatory tyrosine and N-
terminal myristylation sites
diphtheria toxin receptor
Z-DNA binding protein 1
keratin complex 1, acidic, gene 16
ATP-binding cassette, sub-family B (MDR/TAP), member 7
terfe duced protein with repeats 1
hemoglobin alpha, adult chain 1
RIKEN cDNA 4631422C05 gene
RIKEN cDNA 1500004C10 gene
guanylate nucleotide binding protein 1

A: absent, detection P > 0.06; P: present, detection P < 0.04; M: marginal, detection P < 0.06 > 0.04
Genes in the calcium signaling pathway that are differentially expressed in the two strains are denoted in bold



