Supplemental Table 1:

EMSA

Probes

HS2-236bp:

5/ - ACCTGGAGACCTACGGCGCCGAGCTCACCGCTAACGTGCTGCGCGACATGGGCCTGCAGGAGATGEC
CGGGCAGCTGCAGGCGGCCACGCACCAGGGTGAGCCGCCCCCGTTCCCCTCCACCCCGTCTTTCCCCTCC
ACCCACACCAGCGCTTACCCCGCGGGCTCTTCCGCTTTCTGTTCCTCCTACCCCTAAACAAAGCTGCTCT
ACCGGAAAGGAGGCTCCCCACGCTTGGCC-3

HS2-55bp:
5/ -GCTCTTCCGCTTTCTGTTCCTCCTACCCCTAAACAAAGCTGCTCTACCGGAAAGG-3

Competitors

HS1:
5’ -CCAGCTGGAGGGCGCGATCCTGGCGTCCCCCGACGGLCCTGGGGCCccaAAT-3
5/ -ATTGGGGCCCCAGGCCGTCGGGGGACGCCAGGATCGCGCCCTCCAGCTGG-3

HS3/3A:
5’ -ACCCTCATCCCACTGCATGTGGGGTCCTGGTGGCCGCCCCCTGGAGCCCT -3
5’ -AGGGCTCCAGGGGGCGGCCACCAGGACCCCACATGCAGTGGGATGAGGGT -3

RCOIV:
5’ -CGGGACCCGCTCTTCCGGTCGCGAA-3"
5’ -TTCGCGACCGGAAGAGCGGGTCCCG-3"

CGBP:
5’ -CTATGCTTCTTCTTCCGGTGAGGAAATGAAAACAGCAG-3"
5’ -CTGCTGTTTTCATTTCCTCACCGGAAGAAGAAGCATAG-3"

HS2-NS:
5’ -GATGGCCGGGCAGCTGCAGGCGGCCACGCACCAGGGTGAGCCGLCCCCCGETTC-3"
5’ -GAACGGGGGCGGCTCACCCTGGTGCGTGGCCGCCTGCAGCTGCCCGGCCATC-3"

3C:
5’ -AGAGGAATTCCTGAAGAACTCAAGTTCAGCAGGGACAGGCCCCACACCCT-3
5’ -AGGGTGTGGGGCCTGTCCCTGCTGAACTTGAGTTCTTCAGGAATTCCTCT-3"

DNAsel Footprinting

Probe

5’ -TCCCCTCCACCCACACCAGCGCTTACCCCGCGGGCTCTTCCGCTTTCTGTTCC
TCCTACCCCTAAACAAAGCTGCTCTACCGGAAAGGAGGCTCCCCACGCTTGGCC-3



PCR Primers and Annealing Temperatures for Chromatin Immunoprecipitation

TMS1-1: (55°C)
5’ -GATGGAGTTTCGCTCTTGTTG-3"’
5’ -GGTGGGTGATCAGGAGTTTG-3"’

TMS1-2: (55°QC)
5’ -AATTCTGGCTCCCCTAGGAA-3'
5’ -AAAAGGGCAGAGAGTGCAAA-3'

TMS1-3: (55°C)
5’ -CCAGCTGGAGGGCGCGA-3’
5’ -GCAAAAGGCGCTTCCTTACT-3"

TMS1-4: (60°C)
5’ -CGCCTTGGACCTCACCGAC-3"
5’ -ATGTCGCGCAGCACGTTAGC-3"

TMS1-5: (65.5°C)
5’ -CCCATATCCTTCCAGGCTCTG-3"
5’ -CAGGCTGTGCAGGAGTGCG-3"

TMS1-6: (60°C)
5’ -AGAGCTCAGCTATGCTTCAG-3"
5’ -CCTGGGTCACAGGCTGTTA-3"

TMS1-7: (55°QC)
5’ -GGTCATAGGTTGCACTTTGC-3"
5/ -GTTTTAAATGTTCCTTTCAAATGA-3’

PCR Primers for Mutagenesis

For deletion of GABPa binding site 1 (418-426bp):
5’ -CGAATGGGGCGCCCGAGGARAAGACAAGGAGG-3"
5’ -CCTCCTTGTCTTTCCTCGGGCGCCCCATTCG-3"

For deletion of GABPa binding site 2 (458-466bp) :
5’ -GGATTTGTTTCGACGAGCTTTCCTCCGAGGG-3"
5’ -CCCTCGGAGGAAAGCTCGTCGAAACAAATCC-3"

siRNA sequences

GABPa-1:
5’ -UUUGCAGAGAAGCAGUAGCCAGAGC-3"
5’ -GCUCUGGCUACUGCUUCUCUGCAAA-3'

GABPa-2:

5’ -AUCAAUCUCAAUUUCUAUCAGCUCC-3"
5’ -GGAGCUGAUAGAAAUUGAGAUUGAU-3'

GABP«-3:
5’ -CAAUGCUUUCUUCUGUGCACUCUGC-3"
5’ -GCAGAGUGCACAGAAGAAAGCAUUG-3"

GABPB1:
5’ -AAAUACGAACUUCAUCAUCUUGACC -3’
5’ -GGUCAAGAUGAUGAAGUUCGUAUUU -3’



