Cartoon diagrams of few DNA-protein crystal

structure com plexes
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Figure 1: DNA-protein complexes showing different modegmftein-induced distor-
tions and curvature (or lack of it) (a) 1J59 - CAP-DNA compleshere the DNA is
curved via two kinks that occur about 10 basepairs apartt @W/F - integration host
factor-DNA complex, where the intercalation of two prolimsidues at steps about 10
basepairs apart kinks the DNA and causes it to assume a Wttiketure. Intercalating
proline residues in 1O0WF are shown in red. The CAA tripletiie DNA in 10WF,
which is the specific protein binding region, is shown in piKlnk regions are shown
in blue in 1J59 and 10WF; (c) 1RIO - c1 protein-sigma regidDMA ternary complex,
where distortions at the local level cancel each other authat the overall duplex is
straight; (d) 1APL - MAT alpha2 homeodomain-DNA complex,awé protein-binding

does not cause any curvature.



