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ZmOPR08-1  ----------------------------------------------------------------------  

  ....|....|....|....|....|....|....|....|....|....|....|....|....|....| 

ZmOPR09-1  ----------------------------------------------------------------------  
SbOPR10-2  ----------------------------------------------------------------------  
SbOPR10-1  ----------------------------------------------------------------------  
SbOPR10-4  ----------------------------------------------------------------------  
SbOPR10-5  ----------------------------------------------------------------------  
ZmOPR06-1  ----------------------------------------------------------------------  
SbOPR10-3  ----------------------------------------------------------------------  
OsOPR06-1  ----------------------------------------------------------------------  
OsOPR06-2  ----------------------------------------------------------------------  
OsOPR06-4  ----------------------------------------------------------------------  
OsOPR06-3  ----------------------------------------------------------------------  
OsOPR06-5  ----------------------------------------------------------------------  
OsOPR06-6  ----------------------------------------------------------------------  
ZmOPR08-2  ----------------------------------------------------------------------  
SbOPR09-1  ----------------------------------------------------------------------  
OsOPR01-1  ----------------------------------------------------------------------  
OsOPR01-2  ----------------------------------------------------------------------  
ZmOPR03-1  ----------------------------------------------------------------------  
SbOPR08-1  ----------------------------------------------------------------------  
OsOPR02-1  ----------------------------------------------------------------------  
SbOPR04-1  ----------------------------------------------------------------------  
OsOPR04-2  ----------------------------------------------------------------------  
OsOPR04-3  ----------------------------------------------------------------------  
SbOPR06- ----------------------------------------------------------------------  3  
PsOPR1  ----------------------------------------------------------------------     
PsOPR2  ----------------------------------------------------------------------     
PsOPR3    ----------------------------------------------------------------------   
OsOPR04-1  ----------------------------------------------------------------------  
ZmOPR02-1  ----------------------------------------------------------------------  
SbOPR06-2  ----------------------------------------------------------------------  
SbOPR06- ----------------------------------------------------------------------  1  
PtOPR6  ----------------------------------------------------------------------     
PtOPR7  ----------------------------------------------------------------------     
PtOPR2  ----------------------------------------------------------------------     
PtOPR3  ----------------------------------------------------------------------     
PtOPR1    ----------------------------------------------------------------------   
AtOPR01-1  ----------------------------------------------------------------------  
AtOPR01-4  ----------------------------------------------------------------------  
AtOPR01-5  ----------------------------------------------------------------------  
MtOPR05-2  ----------------------------------------------------------------------  
MtOPR05-7  ----------------------------------------------------------------------  
MtOPR05-1  ----------------------------------------------------------------------  
MtOPR05-3  ----------------------------------------------------------------------  
MtOPR05-4  ----------------------------------------------------------------------  
MtOPR05-5  ----------------------------------------------------------------------  
MtOPR05- ----------------------------------------------------------------------  6  
PpOPR4  ----------------------------------------------------------------------     
PpOPR5  ------------------------------------------------------------------ATGG     
PpOPR2  ------------------------------------------------------------------ATGG     
PpOPR1  ----------------------------------------------------------------------     
SmOPR1  ----------------------------------------------------------------------     
SmOPR2  ----------------------------------------------------------------------     
SmOPR3  ----------------------------------------------------------------------     
SmOPR4  ----------------------------------------------------------------------     
SmOPR6  ----------------------------------------------------------------------     
PpOPR3  ---------------------------------------------------------------------A     
SmOPR5  ----------------------------------------------------------------------     
PpOPR6  ----------------------------------------------------------------------     
PtOPR4  ----------------------------------------------------------------------     
PtOPR5    ----------------------------------------------------------------------   
AtOPR02-1  ----------------------------------------------------------------------  
OsOPR08-1  ----------------------------------------------------------------------  
ZmOPR01-1  ----------------------------------------------------------------------  
SbOPR07-1  ----------------------------------------------------------------------  
ZmOPR04- ----------------------------------------------------------------------  1  
VcOPR1  ATGAGCCATAAACCGAGCGTGGCGGGCGTGCGTACCGTGGTGGCGAGCAGCGCGGCGACCGCGCCGGCGG     
CrOPR2  ---------------------------------------ATGGTGTGCCGTAGCGCG---GCGGCGGTGA     
CrOPR3  ----------------------------------------------------------------------     
CrOPR1  ----------------------------------------------------------------------     
VcOPR2     --------------------------------ATGCAGCGTTTTGCGTTTACCAGCCGTCTGCGTCTGGC  

Sub. Ⅲ 

Sub. Ⅳ 

Sub. Ⅴ 

Sub. Ⅰ 

Sub. Ⅵ 

Sub. Ⅱ 

Sub. Ⅶ 



                       80          90         100        110         120        130        140        
             ....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
ZmOPR08-1  --------------------------------------------------------ATGGTGCAGCAGGC  
ZmOPR09-1  --------------------------------------------------------ATGGTGCAGCAGGC  
SbOPR10-2  ----------------------------------------------------------------------  
SbOPR10-1  --------------------------------------------------------ATGGTGCGTGATGC  
SbOPR10-4  -----------------------------------------------------ATGGTGCAGCAGCAGGC  
SbOPR10-5  -----------------------------------------------------ATGGTGCAGCAGCAGGC  
ZmOPR06-1  --------------------------------------------------------ATGGGCCATCAGGA  
SbOPR10-3  --------------------------------------------------------ATGGGCCATCAGGA  
OsOPR06-1  -----------------------------------ATGGTGCAGCATCATCAGGCGGCGGCGAACGATGA  
OsOPR06-2  ---------------------------------------------------------------ATGGTGA  
OsOPR06-4  --------------------------------------ATGGTGCAGGCGCAGGCGGCGGCGAAAGAAGC  
OsOPR06-3  --------------------------------------------ATGGCGCGTGAAGCGGAAAAAGATGC  
OsOPR06-5  --------------------------------------------ATGGTGCATGCGCCGGCGAAAGAAGC  
OsOPR06-6  --------------------------------------------ATGGTGCATGCGCCGGCGAAAGTGGC  
ZmOPR08-2  -----------------------------------ATGGCGATGGAAACCCAGACCCCGGAAACCATTGT  
SbOPR09-1  --------------------------------------------------------------ATGGCGAT  
OsOPR01-1  ----------------------------------------------------------------------  
OsOPR01-2  ----------------------------------------------------------------------  
ZmOPR03-1  -----------------------------------------------------------------ATGGA  
SbOPR08-1  -----------------------------------------------------------------ATGGA  
OsOPR02-1  ----------------------------------------------------------------------  
SbOPR04-1  ----------------------------------------------------------------------  
OsOPR04-2  ----------------------------------------------------------------------  
OsOPR04-3  ----------------------------------------------------------------------  
SbOPR06- ----------------------------------------------------------------------  3  
PsOPR1  -----------------------------------------ATGGCGGGCAAAGAAAACACCGAAGAAAA     
PsOPR2  -----------------------------------------ATGGCGGGCAAAGAAAACATTGAAGAAAA     
PsOPR3    -----------------------------------------ATGGGCGGCAAAGAAAACACCGAAGAAAA   
OsOPR04-1  ----------------------------------------------------------------------  
ZmOPR02-1  -----------------------------------------------------------ATGGGCAGCGG  
SbOPR06-2  -----------------------------------------------ATGAGCAAAACCAGCGCGAGCGT  
SbOPR06- -----------------------------------------------------ATGACCAGCAACGATGA  1  
PtOPR6  --------------------------------------------------------------ATGGCGGC     
PtOPR7  --------------------------------------------------------------ATGGCGGG     
PtOPR2  -----------------------------------------------------------------ATGGT     
PtOPR3  -----------------------------------------------------------------ATGGA     
PtOPR1    -----------------------------------------------------------------ATGGT   
AtOPR01-1  ----------------------------------------------------------------------  
AtOPR01-4  -----------------------------------------------------------ATGGAAAACGG  
AtOPR01-5  -----------------------------------------------------ATGGAAATGGTGAACGC  
MtOPR05-2  -----------------------------------------------------------ATGGAAGCGGC  
MtOPR05-7  -----------------------------------------------------ATGGAAATGGCGGGCGC  
MtOPR05-1  ----------------------------------------------------------------------  
MtOPR05-3  ----------------------------------------------------------------------  
MtOPR05-4  -----------------------------------------------------------ATGGCGGGCAT  
MtOPR05-5  -----------------------------------------------------------ATGGCGGGCAT  
MtOPR05- -----------------------------------------------------------ATGGCGGGCAT  6  
PpOPR4  --------------------------ATGGAAAGCG---GCAGCCTGAGCGTGGATAACGAAGTGCCGCA     
PpOPR5  GCCATGGCGCGGCGGCGAGCCTGAGCGTGGAAGGCAGCATTGGCGCGATTCCGGATAACAGCATTCCGCA     
PpOPR2  AAGATGGCG-GCCA--GGGCCAGGGCGCGAACGGCGTGCGTGGCCAGGATGCGGAAAAAACCATTCAGGA     
PpOPR1  -------ATGGATTGCTATTGGAGCTATGGCAAACGTGTGTGCAGCAAAGGCAGCGGCCTGGAACATGAT     
SmOPR1  -----------------------------------ATGGATGCGCCGCAGGAACATGAAGAACCGCCGAA     
SmOPR2  --------------ATGGGCTGCGGCCAGACCCCGAGCAACGATCAGCATGAACATCATCAGTGCAAAGT     
SmOPR3  --------------------------------------------------------------------AT     
SmOPR4  --------------------------------------------------------------------AT     
SmOPR6  --------------------------------------------------------------------AT     
PpOPR3  TGAACTATACCGCGATTAGCATGTGCAACGATGAAAGCAGCAAAGTGTGCACCACCACCACCACCGATAG     
SmOPR5  ----------------------------------------------------------------------     
PpOPR6  --------------------------------------------------ATGGGCGATGCGGTGAACGG     
PtOPR4  ---------------------------------------------------ATGGCGGAAGA-A------     
PtOPR5    ---------------------------------------------------ATGGCGGAAAA-CCGTACC   
AtOPR02-1  ---------------------------------------------ATGACCGCGGCGCAGGG-CAACAGC  
OsOPR08-1  ------------------------------------ATGGATCGT------CCGCCGCCGGATCAGCAGC  
ZmOPR01-1  ---------------------------ATGGCGAGCACCGATCGTAGCACCCCGGCGGAAGATGAACAGC  
SbOPR07-1  ---------------------------ATGGCGAGCACCGATCGTAGCACCCCGGCGGAAGATCAGCAGC  
ZmOPR04- ---------------------------ATGGCGAGCACCGATCGTAGCGCGCCGGCGGAAGATCAGCAGC  1  
VcOPR1  CGACCGCGACCACCACCACCACCAGCCAGCCGGCGCATTTTGATGTGGGCGATGGCAAC---CTGATTCC     
CrOPR2  GCACCGCGCCGGCGCAGACCGTGGCGCCGCCGACCAGCTTTGATCTGGGCGATGGCAGCGCGCCGGTGCC     
CrOPR3  --------------------------------------ATTGATCTGGGCGATGTGAGCGCGCCGGTGCC     
CrOPR1  -----------------------------------------------------------ATGGCGGCGCT     
VcOPR2     GCAGAAAGTGAGCCGTGCGCATCAGATTGTGCTGCAGAGCACCACCATGGCGACCGCGAGCGATGCGGGC  
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ZmOPR08-1  GGCGA---AAGAAG-TGATTCCGCTGCTGACCCCGTATAAAATGG------------------GCCAGTT  
ZmOPR09-1  GGCGA---AAGAAG-TGATTCCGCTGCTGACCCCGTATAAAATGG------------------GCCAGTT  
SbOPR10-2  -----------------ATGCCGCTGCTGACCCCGTTTAAAATGG------------------GCCAGTT  
SbOPR10-1  GGCGA---AAGAAA-CCATTCCGCTGCTGACCCGTTATAAAATGG------------------GCCATCT  
SbOPR10-4  GGCGA---AAGAAG-TGATTCCGCTGCTGACCCCGTATAAAATGG------------------GCCAGTT  
SbOPR10-5  GGCGA---AAGAAG-TGATTCCGCTGCTGACCCCGTATAAAATGG------------------GCCAGTT  
ZmOPR06-1  ACAGGAACAGGAAG-TGATTCCGCTGATGACCCCGTATAAAATGG------------------GCCAGCT  
SbOPR10-3  ACAG---CAGGAAG-TGATTCCGCTGATGACCCCGTATAAAATGG------------------GCCATCT  
OsOPR06-1  -TCAT--CAGGCG----ATTCCGCTGCTGACCCCGTATAAACAGGCGGGCCGTCCGGGCA---GCAAACT  
OsOPR06-2  ACCAG--GCGGCG----ATGCCGCTGCTGACCCCGTATAAACAGG---------CGGGCG---GCAAAAT  
OsOPR06-4  GGCGGCGGCGGCG----ATTCCGCTGATGGCGCCGTATAAAATGG------------------GCCGTTT  
OsOPR06-3  GGCGGCGGCGGCGG-AAATTCCGCTGCTGACCCCGTATAAAATGG------------------GCCGTTT  
OsOPR06-5  G----------------ATTCCGCTGCTGACCCCGTATAAAATGG------------------GCCAGCT  
OsOPR06-6  GGCGGCGGCGGCG----ATTCCGCTGCTGACCCCGTATAAAATGG------------------GCCAGCT  
ZmOPR08-2  GCCGCCGACCACCA-TTCCGCCGCTGCTGACCCCGTATAAAATGG------------------GCGCGTT  
SbOPR09-1  GGAAACCACCAACC-ATCCGCCGCTGCTGACCCCGTATGAAATGG------------------GCGAATT  
OsOPR01-1  -ATGGAAGCGAGCA-CC---CCGCTGCTGACCCCGTATAAAATGG------------------GCCAGTT  
OsOPR01-2  -ATGGAAG---ATA-CC---CATCTGCTGACCCCGTATAAAATGG------------------GCCAGCT  
ZmOPR03-1  AATGGAAAGCACC-------CCGCTGCTGACCCCGTATAAAATGG------------------GCGATTT  
SbOPR08-1  AATGGAAAGCACCA-CCCTGCCGCTGCTGACCCCGTATAAAATGG------------------GCGAATT  
OsOPR02-1  -ATGGAAGCGAAA----ATTCCGCTGCTGACCCCGCATACCATGG------------------GCCGTTT  
SbOPR04-1  -ATGGAAGCGAAAG-CGATTCCGCTGCTGACCCCGTATACCATGG------------------GCCGTTT  
OsOPR04-2  -------ATGAAAC-CGATTCCGCTGCTGAGCAGCTATGATATGG------------------GCAAATT  
OsOPR04-3  -------ATGGATC-CGGTGCCGCTGTTTAACCCGTGCGAAATGG------------------GCCGTTT  
SbOPR06- -------ATGGAAA-ACATTCCGCTGCTGAGCCCGTATGAAACCA------------------AACGTTT  3  
PsOPR1  ACAGAGCAAACAGC-AGATTCCGCTGATTACCCCGTATCAGCTGG------------------GCCCGTT     
PsOPR2  ACAGAGCAAACAGC-AGATTCCGCTGATTACCCCGTATCAGCTGG------------------GCCCGTT     
PsOPR3     CCAGAGCAAACAGC-AGATTCCGCTGATTACCCCGTATCAGCTGG------------------GCCCGTT  
OsOPR04-1  ATGAGC----AGCA-CCGCGCCGCTGCTGACCCCGTATAAAATGG------------------GCCGTTT  
ZmOPR02-1  CGGCGCG---AACA-CCGCGCCGCTGATTACCCCGTATAAAATGG------------------GCAAATT  
SbOPR06-2  GAGCGCG---AGCA-CCATTCCGCTGCTGACCCCGTATAAAATGG------------------GCAAATT  
SbOPR06- TGGCGCGAACAACA-ACGGCCCGCTGCTGACCCCGTATAAAATGG------------------GCAAATT  1  
PtOPR6  GAGCACC---AACC-CGATTCCGCTGCTGACCCCGTATAAAATGG------------------GCAAATT     
PtOPR7  CAGCACC---AACC-CGATTCCGCTGCTGACCCCGTATAAAATGG------------------GCAAAGT     
PtOPR2  GGCGGTGACCCCGA-CCCTGCCGCTGCTGACCCCGTATAAAATGG------------------GCAAATT     
PtOPR3  TGCGGTGACCCCGA-CCATGCCGCTGTTTACCCCGTATAAAATGG------------------GCAAATT     
PtOPR1     GGCGGAAACCCCGA-CCCTGCCGCTGCTGACCCCGTATAAAATGG------------------GCAAATT  
AtOPR01-1  -----------------ATGCCGCTGCTGACCCCGTATAAAATGA------------------AAAACTT  
AtOPR01-4  CGAAGCGAAACAGA-GCGTGCCGCTGCTGACCCCGTATAAAATGG------------------GCCGTTT  
AtOPR01-5  GGAAGCGAAACAGA-GCGTGCCGCTGCTGACCCCGTATAAAATGG------------------GCCGTTT  
MtOPR05-2  GAACATTACCAACA-GCATTCCGCTGCTGACCCCGTATAAAATGG------------------GCAAATT  
MtOPR05-7  GCTGACCGTGGATC-CGATTCCGCTGCTGACCCCGTATAAAATGG------------------GCAAATT  
MtOPR05-1  -ATGGAAGCGGATC-CGATTCCGCTGCTGACCCCGTATAAAATGG------------------GCAACTT  
MtOPR05-3  -ATGGAAGCGGATC-CGATTCCGCTGCTGACCCCGTATAAAATGG------------------GCAACTT  
MtOPR05-4  TGTGGAAAGCGATC-CGATTCCGCTGCTGACCCCGTATAAAATGG------------------GCAAATT  
MtOPR05-5  TGTGGAAAGCGATC-CGATTCCGCTGCTGACCCCGTATAAAATGC------------------GTAAATT  
MtOPR05- TGTGGGCAGCGATA-GCATTCCGCTGCTGACCCCGTATAAAATGG------------------GCAAATT  6  
PpOPR4   GGTGGGCCTGGAAA-AAAAACCGCTGCTGAGCCCGTATCAGCTGG------------------GCCCGTT    
PpOPR5  GGTGGATGTGGAAA-AAATGCCGCTGCTGAGCCCGTATCAGCTGG------------------GCCCGTT     
PpOPR2  A-------CAGAAA---------CTGCTGACCCCGCTGCAGCTGG------------------GCCCGTT     
PpOPR1  GAAAAAC-ATGAAC-GTAGCCCGCTGGCGACCCCGACCAAACTGG------------------GCCGTTT     
SmOPR1  AGAACCGATTCCGC-AGTGCCCGCTGCTGAGCCCGTATGAACTGG------------------GCAAATT     
SmOPR2  GATTCAGGGCAAAG-ATATTCCGCTGCTGACCCCGTTTAAACTGG------------------GCGGCTT     
SmOPR3  GGAAAACGATGAAA-AAATTCCGCTGCTGACCCCGTTTCAGCTGG------------------GCCCGTT     
SmOPR4  GGAAAACGATGAAG-AAATTCCGCTGCTGACCCCGTTTCAGCTGG------------------GCCCGTT     
SmOPR6  GGAAAACGATGAAG-AAATTCCGCTGCTGACCCCGTTTCAGCTGG------------------GCCCGTT     
PpOPR3  CGAACCGGTGGATG-AAAACCCGCTGTTTTGGCCGCTGCAGGTGG------------------GCAGCAT     
SmOPR5  -ATGGAAAGCAGCA-GCAACCCGCTGATGGAACCGTTTCAGCTGG------------------GCCCGTT     
PpOPR6  CGGCGCGGCGAGCA-TGGAACTGATG---AAACCGATTCAGATTG------------------GCGATCA     
PtOPR4  GGCATTAGC--------------CTGTTTAGCCCGTATAAAATGG------------------GCAAATT     
PtOPR5    GGCACCAGC--------------CTGTTTAGCCCGTGCAAAATGG------------------GCAAATT   
AtOPR02-1  AACGAAACC--------------CTGTTTAGCAGCTATAAAATGG------------------GCCGTTT  
OsOPR08-1  GTCAGAAAC------AGGCGCCGCTGTTTAGCCCGTATCAGATGC------------------CGCGTTT  
ZmOPR01-1  AGCAGAAAC------GTCCGAGCCTGTTTAGCCCGTATCAGATGC------------------CGCGTTT  
SbOPR07-1  AGCAGCAGCCGCAGCGTCCGAGCCTGTTTAGCCCGTATCAGATGC------------------CGCGTTT  
ZmOPR04- AGCCGCAGC------GTCCGAGCCTGTTTAGCCCGTATCAGATGC------------------CGCATTT  1  
VcOPR1  GGTGCCGAGCGATG-TGGCGCCGCTGTTTAC-----CAGCTATAAACTGAGCGGCGG------CCGT-TT     
CrOPR2  GGTGCCGGCGGCGG-TGGCGCCGCTGTTTGCGCCGCTGACCCTGACCGGCGCGCCGAAAAAAACCGCGTT     
CrOPR3  GGTGCCGGCGGCGG-TGGCGCCGCTGTTTGCGCCGCTGACCCTGACCGGCGCGCCGAAAAAAACCGCGTT     
CrOPR1  GCCGATGGCGAGC----AGCCTGATT---GCGCCGCTGAAAGTGG------------------GCGCGCA     
VcOPR2     GCGGATAGCGCGCG--TAGCCCGCTGTGGACCCCGGTGAAAATTG------------------GCGAAGT  
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ZmOPR08-1  TGAACTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTTGCCGTAGCTAT---GGCAACGTG  
ZmOPR09-1  TGAACTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTTGCCGTAGCTAT---GGCAACGTG  
SbOPR10-2  TGAACTGAGCCATCGT------GTGGTGCTGGCGCCGATGACCCGTTGCCGTAGCTAT---GGCAACGTG  
SbOPR10-1  GGAACTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTTGCCGTAGCTAT---GGCCAGGTG  
SbOPR10-4  TCAGCTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTTGCCGTAGCTAT---GGCAACGTG  
SbOPR10-5  TCAGCTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTTGCCGTAGCTAT---GGCAACGTG  
ZmOPR06-1  GGAACTGAGCCATCGT------GTGGTGCTGGCGCCGATGACCCGTTGCCGTGCGATT---GGCGATGTG  
SbOPR10-3  GGAACTGAGCCATCGT------GTGGTGCTGGCGCCGATGACCCGTTGCCGTGCGGATCGTAGCGGCGTG  
OsOPR06-1  GGATCTGAGCCATCGT------GTGCTGCTGGCGCCGATGACCCGTTGCCGTAGCTAT---GGCAACGTG  
OsOPR06-2  TGATCTGAGCCATCGT------GTGCTGCTGAGCCCGATGACCCGTTGCCGTAGCTAT---GGCAACGTG  
OsOPR06-4  TGAACTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTTGCCGTAGCTAT---GATCATGTG  
OsOPR06-3  TGAACTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTAACCGTAGCTAT---GGCAACGTG  
OsOPR06-5  GGAACTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTTGCCGTAGCTAT---GGCCATGTG  
OsOPR06-6  GGAACTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTTGCCGTAGCTAT---GGCAACGTG  
ZmOPR08-2  TGAACTGGAACATCGT------GTGGTGCTGGCGCCGCTGACCCGTCAGCGTAGCTAT---GGCAACGTG  
SbOPR09-1  TGAACTGGAACATCGT------GTGGTGCTGGCGCCGCTGACCCGTCAGCGTAGCTAT---GGCAACGTG  
OsOPR01-1  TGATCTGGCGCATCGT------GTGGTGCTGGCGCCGCTGACCCGTTGCCGTAGCTAT---GGCAACGTG  
OsOPR01-2  GAACCTGGCGCATCGT------ATTGTGCATGCGCCGGTGAGCCGTTTTCGTAGCTAT---GGCAGCATG  
ZmOPR03-1  TAACCTGGCGCATCGT------GTGGTGCTGGCGCCGCTGACCCGTTGCCGTGCGTTT---GGCAACGTG  
SbOPR08-1  TAACCTGGCGCATCGT------GTGGTGCTGGCGCCGCTGACCCGTTGCCGTGCGTAT---GGCAACGTG  
OsOPR02-1  TCATCTGGCGCATCGT------GTGGTGCATGCGCCGCTGACCCGTAGCCGTTGCTAT---AACAACCTG  
SbOPR04-1  TCATCTGAGCCATCGT------GTGGTGCATGCGCCGCTGACCCGTAGCCGTTGCTAT---AACAACCTG  
OsOPR04-2  TAACCTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTAGCCGTAGCTAT---GATAACCTG  
OsOPR04-3  TACCTTTAGCCATCGT------ATTGTGCTGGCGCCGCTGACCCGTGCGCGTAGCTAT---GGCAACCTG  
SbOPR06- TCGTTTTAGCCATCGT------ACCGTGCTGGCGCCGCTGACCCGTGCGCGTAGCTAT---GGCAACCTG  3  
PsOPR1  TAGCCTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTCAGAAAAGCTAT---AAATATATT     
PsOPR2  TAGCCTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTCAGCGTAGCTAT---AAATATATT     
PsOPR3    TAGCCTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTCAGCGTAGCTAT---AAATGCGTG   
OsOPR04-1  TGATCTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTCAGCGTAGCTAT---GGCAACGTG  
ZmOPR02-1  TGATGTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTCAGCGTAGCTAT---GGCAACGTG  
SbOPR06-2  TGATCTGAGCCATCGT------GTGGTGCATGCGCCGCTGACCCGTCAGCGTAGCTTT---GGCGGCATT  
SbOPR06- TCGTCTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTCAGCGTAGCTAT---GGCAACGTG  1  
PtOPR6  TAACCTGAGCCATCGT------GTGGTGATGGCGCCGCTGACCCGTAACCGTAGCTAT---AACAACATG     
PtOPR7  GAACCTGAGCCATCGT------GCGGTGATGGCGCCGCTGACCCGTAACCGTAGCTAT---AACAACATG     
PtOPR2  TAACCTGAGCCATCGT------ATTGTGCTGGCGCCGCTGACCCGTCAGCGTAGCTAT---GATAACGTG     
PtOPR3  TAACCTGAGCCATCGT------ATTGTGCTGGCGCCGCTGACCCGTCAGCGTAGCTAT---GATAACGTG     
PtOPR1    TAACCTGAGCCATCGT------ATTGTGCTGGCGCCGCTGACCCGTCAGCGTAGCTAT---AACAACGTG   
AtOPR01-1  TAACCTGACCCATCGT------ATTGTGATGGCGCCGATGGCGCGTATGCGTAGCTAT---GGCAACATT  
AtOPR01-4  TAACCTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTCAGCGTAGCTAT---GGCAACGTG  
AtOPR01-5  TAACCTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTCAGAAAAGCTAT---GGCAGCGTG  
MtOPR05-2  TAACCTGGCGCATCGT------GTGGTGCTGGCGCCGCTGACCCGTATGCGTAGCTAT---AACAACGTG  
MtOPR05-7  TAACCTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTCAGCGTTTTTAT---CATAACGCG  
MtOPR05-1  TAGCCTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTATTCGTAGCTAT---GGCAACGTG  
MtOPR05-3  TAGCCTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTATTCGTAGCTAT---GGCAACGTG  
MtOPR05-4  TAACCTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTAACCGTAGCTAT---GGCAACGTG  
MtOPR05-5  TAACCTGGCGCATCGT------GTGGTGCTGGCGCCGCTGACCCGTCAGCGTAGCTAT---GGCAACGTG  
MtOPR05- TAACCTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTCAGCGTAGCTAT---GGCAACGTG  6  
PpOPR4  TAAACTGAGCCATCGT------ATTGTGCTGGCGCCGCTGACCCGTTGCCGTAGCTAT---CATACCATT     
PpOPR5  TAAACTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTTGCCGTAGCTAT---GGCTGCGTG     
PpOPR2  TAAACTGGCGCATCGT------GTGGTGCTGGCGCCGCTGACCCGTAGCCGTAGCTAT---GGCTGCAAA     
PpOPR1  TGATCTGTGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTTGCCGTAGCTAT---AACCATATT     
SmOPR1  TAAACTGAACCATCGT------GTGGTGCTGGCGCCGCTGACCCGTTGCCGTAGCTAT---GGCAGCATT     
SmOPR2  TCAGCTGAAACATCGT------GTGGTGCTGGCGCCGCTGACCCGTTGCCGTAGCTAT---GGCCATGTG     
SmOPR3  TCTGCTGAACCATCGT------GTGGTGCTGGCGCCGATGACCCGTTGCCGTAGCTAT---GGCAGCATT     
SmOPR4  TCTGCTGAACCATCGTCTGCGTGTGGTGCTGGCGCCGATGACCCGTTGCCGTAGCTAT---CGTAGCATT     
SmOPR6  TCTGCTGAACCATCGTCTGCGTATTGTGCTGGCGCCGATGACCCGTTGCCGTAGCTAT---GGCAGCATT     
PpOPR3  GACCCTGAACCATCGT------GTGGTGCTGGCGCCGATGACCCGTTGCCGTGCGATT---GGCGGCGTG     
SmOPR5  TGCGCTGAGCCATCGT------GTGGTGCTGGCGCCGGTGACCCGTTGCCGTGCGACC---GATCATATT     
PpOPR6  TCAGCTGCAGCATCGT------ATGGTGCTGTGCCCGATGACCCGTTGCCGTGCGCGT---GATACCCTG     
PtOPR4  TAGCCTGAGCCATCGT------GTGGTGCTGGCGCCGCTGACCCGTTGCCGTGCGCTG---GGCGGCATT     
PtOPR5    TAGCCTGAGCCATCGT------GTGGTGCTGGCGCCGATGACCCGTTGCCGTGCGCTG---AACGGCATT   
AtOPR02-1  TGATCTGAGCCATCGT------GTGGTGCTGGCGCCGATGACCCGTTGCCGTGCGCTG---AACGGCGTG  
OsOPR08-1  TCGTCTGAACCATCGT------GTGGTGCTGGCGCCGATGACCCGTTGCCGTGCGATT---GGCGGCGTG  
ZmOPR01-1  TCGTCTGGCGCATCGT------GTGGTGCTGGCGCCGATGACCCGTTGCCGTGCGCCG---GATGCGGTG  
SbOPR07-1  TCGTCTGGCGCATCGT------GTGGTGCTGGCGCCGATGACCCGTTGCCGTGCGCCG---GATGCGATT  
ZmOPR04- TCGTCTGGCGCATCGT------GTGGTGCTGGCGCCGATGACCCGTTGCCGTGCGCCG---GATGCGCTG  1  
VcOPR1  TCAGCTGAGCAACCGT------ATTGTGTATGCGCCGCTGACCCGTCTGCGT-GCGATT--GGCAGCGTG     
CrOPR2  TCAGCTGACCAACCGT------ATTGTGTATGCGCCGCTGACCCGTTGCCGT-GCGGTG--GGCAACCTG     
CrOPR3  TCAGCTGACCAACCGT------ATTGTGTATGCGCCGCTGACCCGTATGCGT-GCGACC--GGCACCATT     
CrOPR1  GCAGCTGGCGCATCGT------ATTAGCATGAGCGCGATGACCCGTCTGCGTATGAGCCCGGGCACCGAA     
VcOPR2     GCAGCTGAGCCATCGT------ATTGCGATGAGCCCGATGACCCGTCTGCGTATGACCCCGGGCAGCGAA  
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ZmOPR08-1  CCGCAGCCG---CATGCGGCGGTGTATTATAGCCAGCGTGCGA------CCCGTGGCGGCCTGCTGATTG  
ZmOPR09-1  CCGCAGCCG---CATGCGGCGGTGTATTATAGCCAGCGTGCGA------CCCGTGGCGGCCTGCTGATTG  
SbOPR10-2  CCGCAGCCG---CATGCGGCGGTGTATTATAGCCAGCGTGCGA------CCCGTGGCGGCCTGCTGATTA  
SbOPR10-1  CCGCAGCCG---CATGCGGCGGCGTATTATAGCCAGCGTGCGA------CCAGCGGCGGCCTGCTGATTA  
SbOPR10-4  CCGCAGCCG---CATGCGGCGGTGTATTATAGCCAGCGTGCGA------CCAAAGGCGGCCTGCTGATTG  
SbOPR10-5  CCGCAGCCG---CATGCGGCGGTGTATTATAGCCAGCGTGCGA------CCAAAGGCGGCCTGCTGATTG  
ZmOPR06-1  CCGCAGCCG---CATGCGGCGGTGTATTATAGCCAGCGTGCGA------GCCGTGGCGGCGTGCTGATTA  
SbOPR10-3  CCGCAGCCG---CATGCGGCGGTGTATTATAGCCAGCGTGCGA------CCCGTGGCGGCCTGCTGATTA  
OsOPR06-1  CCGCAGCCG---CATGCGGCGCTGTATTATACCCAGCGTGCGA------CCCGTGGCGGCCTGCTGATTA  
OsOPR06-2  CCGCAGCCG---CATGCGGCGCTGTATTATACCCAGCGTGCGA------CCAGCGGCGGCCTGCTGATTA  
OsOPR06-4  CCGCAGCCG---CATGCGGCGCTGTATTATAGCCAGCGTGCGA------CCAACGGCGGCCTGCTGATTA  
OsOPR06-3  CCGCGTCCG---CATGCGGTGCTGTATTATACCCAGCGTGCGA------CCAGCGGCGGCCTGCTGGTGA  
OsOPR06-5  CCGCAGCCG---CATGCGGCGGTGTATTATAGCCAGCGTGCGA------CCAACGGCGGCCTGCTGATTG  
OsOPR06-6  CCGCAGCCG---CATGCGGCGGTGTATTATAGCCAGCGTGCGA------CCCGTGGCGGCCTGCTGATTG  
ZmOPR08-2  CCGCAGCCG---CATGGCGCGGTGTATTATGCGCAGCGTGCGA------CCCGTGGCGGCCTGCTGATTA  
SbOPR09-1  CCGCAGCCG---CATGCGGCGGTGTATTATAGCCAGCGTGCGA------CCCGTGGCGGCCTGCTGATTA  
OsOPR01-1  CCGGGCCCG---CATAACGCGGCGTATTATGCGCAGCGTGCGG------CGCGTGGCGCGCTGCTGGTGG  
OsOPR01-2  CCGCAGCCG---CATAACCTGCTGTATTATGCGCAGCGTGCGA------CCCCGGGCGCGCTGCTGATTG  
ZmOPR03-1  CCGCAGCCGGAACATATGGCGCTGTATTATCGTCAGCGTGCGA------CCCCGGGCGGCTTTCTGATTG  
SbOPR08-1  CCGCAGCCGGAACATATGGCGGTGTATTATTGCCAGCGTGCGA------CCCCGGGCGGCCTGCTGATTG  
OsOPR02-1  CCGCAGGAA---CATGTGCAGCTGTATTATAGCCAGCGTGCGA------CCAACGGCGGCCTGCTGATTG  
SbOPR04-1  CCGGGCGAA---CATGTGGCGCTGTATTATAGCCAGCGTGCGA------GCGAAGGCGGCCTGCTGATTA  
OsOPR04-2  CCGCAGAGC---CATGCGATGGAATATTATAGCCAGCGTGCGA------CCAAAGGCGGCCTGCTGATTG  
OsOPR04-3  CCGCAGAGC---CATGCGATTCTGTATTATAGCCAGCGTGCGA------CCAAAGGCGGCCTGCTGATTA  
SbOPR06- CCGCAGAGC---CATGCGATTCTGTATTATAGCCAGCGTGCGA------CCGAAGGCGGCCTGCTGATTG  3  
PsOPR1  CCGCAGCCG---CATGCGATTCTGTATTATAGCCAGCGTACCA------GCCCGGGCGGCCTGCTGATTG     
PsOPR2  CCGCAGCCG---CATGCGATTCTGTATTATAGCCAGCGTACCA------GCCCGGGCGGCCTGCTGATTG     
PsOPR3    CCGCAGCCG---CATGCGATTCTGTATTATAGCCAGCGTACCA------GCCCGGGCGGCCTGCTGATTG   
OsOPR04-1  CCGCAGCCG---CATGCGATTCTGTATTATCAGCAGCGTACCA------CCAAAGGCGGCCTGCTGATTG  
ZmOPR02-1  CCGCAGCCG---CATGCGATTCTGTATTATCAGCAGCGTGCGA------CCAAAGGCGGCCTGCTGATTG  
SbOPR06-2  GCGCAGCCG---CATGCGATTCTGTATCATGAACAGCGTGCGA------CCAAAGGCGGCCTGCTGATTG  
SbOPR06- CCGCAGCCG---CATGCGATTCTGTATTATCAGCAGCGTACCA------CCGAAGGCGGCCTGCTGATTA  1  
PtOPR6  CCGCAGCCG---CATGCGATTCTGTATTATAGCCAGCGTGCGA------CCAACGGCGGCTTTCTGATTA     
PtOPR7  CCGCAGCCG---CATGCGATTCTGTATTATAGCCAGCGTGCGA------CCAACGGCGGCTTTCTGATTA     
PtOPR2  CCGCAGCCG---CATGCGGTGCTGTATTATAGCCAGCGTGCGA------CCAAAGGCGCGCTGCTGATTA     
PtOPR3  CCGCAGCCG---CATGCGGTGCTGTATTATAGCCAGCGTGCGA------CCAAAGGCGGCCTGCTGATTA     
PtOPR1    CCGCAGCCG---CATGCGATTCTGTATTATAGCCAGCGTACCA------CCGAAGGCGGCCTGCTGATTG   
AtOPR01-1  CCGCAGCCG---CATGTGGCGCTGTATTATTGCCAGCGTACCA------CCCCGGGCGGCCTGCTGATTA  
AtOPR01-4  CCGCAGCCG---CATGCGGCGATTTATTATAGCCAGCGTACCA------CCCCGGGCGGCTTTCTGATTA  
AtOPR01-5  CCGCAGCCG---CATGCGATTCTGTATTATAGCCAGCGTACCA------GCCCGGGCGGCTTTCTGATTG  
MtOPR05-2  CCGCAGCCG---ATTGCGGTGAAATATTATAGCCAGCGTACCA------GCAAAGGCGGCATTCTGATTG  
MtOPR05-7  CCGCAGCCG---CATACCACCCTGTATTATAGCCAGCGTACCA------GCCAGGGCGGCCTGCTGATTG  
MtOPR05-1  CCGCAGCCG---CATGCGGTGCTGTATTATAGCCAGCGTGCGA------GCAAAGGCGGCCTGCTGATTG  
MtOPR05-3  CCGCAGCCG---CATGCGGTGCTGTATTATAGCCAGCGTGCGA------GCAAAGGCGGCCTGCTGATTG  
MtOPR05-4  CCGCAGCCG---CATGCGATTCTGTATTATAGCCAGCGTGCGGCGGGCAGCAACGGCGGCCTGCTGATTA  
MtOPR05-5  CCGCAGCCG---CATGCGATTCTGTATTATAGCCAGCGTGCGACCGGCAGCAACGGCGGCCTGCTGATTA  
MtOPR05- CCGCAGCCG---CATGCGATTCTGTATTATAGCCAGCGTGCGA------GCAAAGGCGGCCTGCTGATTG  6  
PpOPR4  CCGCAGCCGAGCCATGCGGCGCTGTATTATGCGCAGCGTACCA------CCCGTGGCGGCCTGCTGATTG     
PpOPR5  CCGCAGCCGAGCCATGCGGCGCTGTATTATGCGCAGCGTACCA------CCCCGGGCGGCCTGGTGATTA     
PpOPR2  CCGCAGCCG---CATGCGGCGCTGTATTATGCGCAGCGTACCA------GCCCGGGCGGCCTGCTGATTG     
PpOPR1  CCGCAGCCG---CATGCGGCGCTGTATTATAGCCAGCGTGCGA------CCCATGGCGGCCTGCTGATTA     
SmOPR1  CCGCAGCCG---CATGCGGCGACCTATTATGCGCAGCGTGCGA------CCCAGGGCGGCCTGCTGATTG     
SmOPR2  CCGCAGCCG---CATGCGGCGATTTATTATAGCCAGCGTGCGA------CCCAGGGCGGCCTGCTGATTG     
SmOPR3  CCGCAGCCG---CATGCGGCGGTGTATTATAGCCAGCGTGCGA------CCCCGGGCGGCCTGCTGATTG     
SmOPR4  CCGCAGCCG---CATGCGGCGGTGTATTATAGCCAGCGTGCGA------CCCCGGGCGGCCTGCTGATTG     
SmOPR6  CCGCAGCCG---CATGCGGCGGTGTATTATAGCCAGCGTGCGA------CCCCGGGCGGCCTGGTGATTG     
PpOPR3  CCGCAGGATG--CGCATG-TGGAACATTATATGCAGCGTGCGA------CCCCGGGCGGCCTGCTGATTA     
SmOPR5  CCGCAGCCGG--CGAACG-TGCTGTATTATAGCCAGCGTGCGA------GCCCGGGCGGCCTGCTGATTA     
PpOPR6  GCG-ACCCCG--CTGATGACCGAATATTATTGCCAGCGTGCGA------CCGAAGGCGGCCTGCTGATTA     
PtOPR4  CCGGGCGATG--CGC-TGGTGGAATATTATACCCAGCGTAGCA------CCCCGGGCGGCTTTCTGATTA     
PtOPR5    CCGGGCGATG--CGC-TGGCGGAATATTATGCGCAGCGTAGCA------CCCCGGGCGGCTTTCTGATTA   
AtOPR02-1  CCGAACGCGG--CGC-TGGCGGAATATTATGCGCAGCGTACCA------CCCCGGGCGGCTTTCTGATTA  
OsOPR08-1  CCGGGCCCGG--CGC-TGGCGGAATATTATGCGCAGCGTACCA------CCCAGGGCGGCCTGCTGATTA  
ZmOPR01-1  CCGGGCCCGG--CGC-TGGCGGAATATTATGCGCAGCGTAGCA------CCGATGGCGGCCTGCTGATTA  
SbOPR07-1  CCGGGCCCGG--CGC-TGGCGGAATATTATGCGCAGCGTAGCA------CCGAAGGCGGCCTGCTGATTA  
ZmOPR04- CCGGGCCCGG--CGC-TGGCGGAATATTATGCGCAGCGTAGCA------CCGAAGGCGGCCTGCTGATTA  1  
VcOPR1  CCGCAGCCG---AGCGCGGCGGTGTATTATAGCCAGCGTGCGG------TGCCGGGCACCCTGCTGATTA     
CrOPR2  CAGCCGCCG---CAGGCGGCGGAATATTATAGCCAGCGTACCG------TGCCGGGCACCCTGCTGATTA     
CrOPR3  CCGCAGCCG---AGCGCGGCGACCTATTATGGCCAGCGTGCGG------TGCCGGGCACCCTGATGATTA     
CrOPR1  CTGCCGAACGATCTGGTGGCGCAGTATTATGAACAGCGTGCGA------GCAAAGGCGGCCTGCTGGTGA     
VcOPR2     CTGCCGAACGATCTGGTGGCGACCTATTATGAACAGCGTGCGA------GCAAAGGCGGCCTGATTATTA  
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ZmOPR08-1  CGGAAG-CGACCGGCGTGAGCGCGACCGCGCAGGGC--TTTC-------CGGAAAGCCCG-GGCATTTGG  
ZmOPR09-1  CGGAAG-CGACCGGCGTGAGCGCGACCGCGCAGGGC--TATC-------CGGAAACCCCG-GGCATTTGG  
SbOPR10-2  CCGAAG-CGACCGGCGTGAGCGCGACCGCGCAGGGC--TATC-------CGGAAACCCCG-GGCGTGTGG  
SbOPR10-1  GCGAAG-CGACCGATGTGAGCCCGACCGCGCAGGGC--TATC-------CGGAAACCCCG-GGCATTTGG  
SbOPR10-4  CGGAAG-CGACCGGCGTGAGCCCGACCGCGCAGGGC--TATC-------CGGAAGCGCCG-GGCATTTGG  
SbOPR10-5  CGGAAG-CGACCGGCGTGAGCCCGACCGCGCAGGGC--TATC-------CGGAAGCGCCG-GGCATTTGG  
ZmOPR06-1  CCGAAG-GCACCGGCGTGAGCGCGACCGCGCAGGGC--TTTC-------CGGGCAGCCCG-GGCATTTGG  
SbOPR10-3  CCGAAG-GCACCAGCGTGAGCCCGACCGCGCAGGGC--TTTC-------CGGGCAGCCCG-GGCATTTGG  
OsOPR06-1  CCGAAG-CGACCGGCGTGAGCGCGACCGCGCAGGGC--TATC-------CGGAAACCCCG-GGCGTGCGT  
OsOPR06-2  CCGAAG-CGACCGGCGTGAGCGATACCGCGCAGGGC--TATC-------CGGAAACCCCG-GGCGTGTGG  
OsOPR06-4  GCGAAG-CGACCGGCGTGAGCGCGACCGGCGAAGGC--TATC-------CGGAAATTCCG-GGCGTGTGG  
OsOPR06-3  CCGAAG-CGACCGGCGTGAGCGATACCGCGCAGGGC--TATC-------CGGATACCCCG-GGCATTTGG  
OsOPR06-5  CGGAAG-CGACCGTGATTAGCCCGACCGCGCAGGGC--TATC-------CGGATACCCCG-GGCATTTAT  
OsOPR06-6  CGGAAG-CGACCGATATTAGCCCGACCGCGCAGGGC--TATC-------CGGAAACCCCG-GGCATTTAT  
ZmOPR08-2  CCGAAG-CGACCGGCGTGAGCGATACCGCGCAGGGC--TATA-------CCGATACCCCG-GGCGTGTGG  
SbOPR09-1  CCGAAG-CGACCGGCGTGAGCGATACCGCGCAGGGC--TATA-------CCGATACCCCG-GGCGTGTGG  
OsOPR01-1  CGGAAG-CGTGCGCGGTGAGCGAAACCGCGCGTGGC--TATC-------CGGATGTGCCG-GGCATTTGG  
OsOPR01-2  CGGAAG-CGAGCGCGGTGAGCTATGCGGCGCTGGGC--CGTAG------CGAAGATGATGCGGCGAACGA  
ZmOPR03-1  CGGAAG-CGTGCGCGGTGAGCGAAAGCGCGCGTGGC--TATC-------CGGATGTGCCG-GGCCTGTGG  
SbOPR08-1  CGGAAG-CGTGCGCGGTGAGCGAAAGCGCGCGTGGC--TATC-------CGGATGTGCCG-GGCCTGTGG  
OsOPR02-1  CGGAAG-CGACCGGCGTGAGCGAAACCGCGCAGGGC--TATC-------CGAACACCCCG-GGCATTTGG  
SbOPR04-1  GCGAAA-GCACCGGCGTGAGCGAAAGCGCGCAGGGC--TATC-------CGAGCACCCCG-GGCATTTGG  
OsOPR04-2  CGGAAG-CGACCGGCGTGAGCAGCGATGCGCAGGGCATGAGCGTGATTCCGCATACCCCG-GGCATTTGG  
OsOPR04-3  GCGAAG-CGACCGGCGTGAGCAGCGATGCGCCGTGCACCAAC------------ACCCCG-GGCATTTGG  
SbOPR06- CGGAAG-CGACCGGCGTGAGCAGCGATGCGCAGGGCATGAGCCTGATTCCGCATACCCCG-GGCATTTGG  3  
PsOPR1  CGGAAG-CGACCGGCGTGAGCGATAGCGCGCAGGGC--TATC-------CGAACACCCCG-GGCATTTGG     
PsOPR2  CGGAAG-CGACCGGCGTGAGCGATAGCGCGCAGGGC--TATC-------CGAACACCCCG-GGCATTTGG     
PsOPR3    CGGAAG-CGACCGGCGTGAGCGATACCGCGCAGGGC--TATC-------CGGATACCCCG-GGCATTTGG   
OsOPR04-1  CGGAAG-CGACCGGCATTAGCGATACCGCGCAGGGC--TATA-------AAGATACCCCG-GGCATTTGG  
ZmOPR02-1  CGGAAG-CGACCGGCGTGAGCGATACCGCGCAGGGC--TATA-------AAGATACCCCG-GGCATTTGG  
SbOPR06-2  CGGAAG-CGACCGCGATTAGCGATACCGCGCAGGGC--TATA-------ACAACGTGCCG-GGCATTTGG  
SbOPR06- GCGAAG-CGACCGGCGTGAGCGATACCGCGCAGGGC--TATA-------AAGATACCCCG-GGCATTTGG  1  
PtOPR6  GCGAAG-CGACCGTGGTGAGCGATACCGCGCAGGGC--TATC-------CGGAAACCCCG-GGCATTTGG     
PtOPR7  CCGAAG-CGACCGGCGTGAGCGATACCGCGCAGGGC--TATC-------CGGAAACCCCG-GGCATTTGG     
PtOPR2  GCGAAG-CGACCGGCGTGAGCGATACCGCGCAGGGC--TTTC-------TGCATGCGCCG-AGCATTTGG     
PtOPR3  GCGAAG-CGACCGGCGTGAGCGATACCGCGCAGGGC--TATC-------TGCATACCCCG-GGCATTTGG     
PtOPR1    CGGAAG-CGACCGGCGTGAGCGATACCGCGCAGGGC--TATC-------CGAACACCCCG-GGCATTTGG   
AtOPR01-1  GCGAAG-CGACCGGCGTGAGCGAAACCGCGATGGCG--TATC-------AGAACATGCCG-GGCATTTGG  
AtOPR01-4  CCGAAG-CGACCGGCGTGAGCGATACCGCGCAGGGC--TATC-------AGGATACCCCG-GGCATTTGG  
AtOPR01-5  CGGAAG-CGACCGGCGTGAGCGATACCGCGCAGGGC--TATC-------CGGATACCCCG-GGCATTTGG  
MtOPR05-2  CGGAAG-CGACCGGCGTGAGCGATACCGCGCAGGGC--TATC-------CGAACACCCCG-GGCATTTGG  
MtOPR05-7  CGGAAA-GCACCGGCGTGAGCGAAACCAGCCTGGGC--TATC-------CGAACACCCCG-GGCATTTGG  
MtOPR05-1  CGGAAG-CGACCGGCGTGAGCGATACCGCGCAGGGC--TATC-------CGGATACCCCG-GGCATTTGG  
MtOPR05-3  CGGAAG-CGACCGGCGTGAGCGATACCGCGCAGGGC--TATC-------CGGATACCCCG-GGCATTTGG  
MtOPR05-4  CCGAAG-CGACCGGCATTAGCGATACCGCGCAGGGC--TATC-------CGGATACCCCG-GGCATTTGG  
MtOPR05-5  CCGAAG-CGACCGGCGTGAGCGATACCGCGCAGGGC--TATC-------CGGATACCCCG-GGCATTTGG  
MtOPR05- CGGAAG-CGACCGGCGTGAGCGATACCGCGCAGGGC--TATC-------CGAACACCCCG-GGCATTTGG  6  
PpOPR4  CGGAAG-CGACCGGCATTAACGAAACCAGCAACGGC--TATC-------CGCATACCCCG-GGCATTTGG     
PpOPR5  CCGAAG-CGACCGGCATTGATGCGACCAGCAACGGC--TATC-------CGCATACCCCG-GGCATTTGG     
PpOPR2  CGGAAG-CGACCGGCATTAGCGAAGATAGCAACGGC--TATC-------CGCATACCCCG-GGCATTTGG     
PpOPR1  CCGAAG-CGACCGGCATTAGCGATTGCAGCTATGGC--TATC-------CGCATACCCCG-GGCGCGTAT     
SmOPR1  CGGAAG-CGACCGCGGTGAGCCCGACCGGCTTTGGC--TTTC-------CGTGCACCCCG-GGCGTGTTT     
SmOPR2  CGGAAG-CGACCGCGGTGAGCCCGAGCGGCCTGGGC--TATC-------CGCATAGCCCG-GGCATTTGG     
SmOPR3  CGGAAG-CGACCGGCGTGAGCGATACCAGCATGGGC--TATA-------GCTGCACCCCG-GGCATTTGG     
SmOPR4  CGGAAG-CGACCGGCGTGAGCGATACCAGCATGGGC--TATC-------CGTGCACCCCG-GGCATTTGG     
SmOPR6  CGGAAG-CGACCGGCGTGAGCGATACCAGCATGGGC--TATC-------CGTGCACCCCG-GGCATTTGG     
PpOPR3  CCGAAG-CGAACGCGGTGGCGCCGGAAGGCTATGGC--TTTG-------CGCATACCCCG-GGCATTTTT     
SmOPR5  GCGAAG-CGGCGGCGGTGAGCCAGCAGGGCATTGGC--TGGC-------CGCATAGCCCG-GGCATTTGG     
PpOPR6  GCGAAGGCGTGTGCG-TGGCGGCGAACGGCCATGGC--TTTG-------TGAACACCGCG-GGCATTTAT     
PtOPR4  CCGAAG-GCACCCTGATTAGCCCGACCGCGCCGGGC--TTTC-------CGCATGTGCCG-GGCATTTAT     
PtOPR5    CCGAAG-GCGCGCTGATTAGCCCGACCGCGCCGGGC--TTTC-------CGCATGTGCCG-GGCATTTAT   
AtOPR02-1  GCGAAG-GCACCATGGTGAGCCCGGGCAGCGCGGGC--TTTC-------CGCATGTGCCG-GGCATTTAT  
OsOPR08-1  GCGAAG-GCACCGTGGTGAGCCCGGCGGGCCCGGGC--TTTC-------CGCATGTGCCG-GGCATTTAT  
ZmOPR01-1  GCGAAG-GCACCATTATTAGCCCGAGCGGCCCGGGC--TTTC-------CGCGTGTGCCG-GGCATTTAT  
SbOPR07-1  GCGAAG-GCACCATTATTAGCCCGAGCGGCCCGGGC--TTTC-------CGCGTGTGCCG-GGCATTTAT  
ZmOPR04- GCGAAG-GCACCATTATTAGCCCGGCGGGCCCGGGC--TTTC-------CGCGTGTGCCG-GGCATTTAT  1  
VcOPR1  GCGAAG-CGACCATTGTGGCGCCGGATGGCCTGGGC--TATA-------TGAACAGCCCG-GGCGTGTAT     
CrOPR2  CCGAAG-CGACCAACATTACCGCGGAAGGCCTGGGC--TATC-------TGAACACCCCG-GGCCTGTAT     
CrOPR3  CCGAAG-CGACCAACATTAGCGCGGAAGCGTATGGC--TATC-------TGAACAGCCCG-GGCCTGTAT     
CrOPR1  CCGAATGCG-CGTATGTGCGTCCGGATGGCCGTGGC--TATG-------TGCGTGCGCCG-GGCCTGGCG     
VcOPR2     CCGAATGCG-CGTATGTGGTGCCGGAAGGCCGTGGC--TATG-------TGCGTGCGCCG-GGCATGGCG  

Sub. Ⅲ 

Sub. Ⅳ 

Sub. Ⅴ 

Sub. Ⅰ 

Sub. Ⅵ 

Sub. Ⅱ 

Sub. Ⅶ 



                       430        440        450         460        470         480        490       
             ....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
ZmOPR08-1  ACCCAGGAACAGGTGGAAGCGTGGAAACCGATTGTGGATGCGGTGCATCGTAAAGGC-GCGATTTTTGTG  
ZmOPR09-1  ACCCAGGAACAGGTGGAAGCGTGGAAACCGATTGTGGATGCGGTGCATCGTAAAGGC-GCGATTTTTGTG  
SbOPR10-2  ACCCAGGAACATGTGCAGGCGTGGAAACCGATTGTGGATGCGGTGCATCGTAAAGGC-GCGCTGTTTTTT  
SbOPR10-1  ACCCATGAACAGGTGGAAGCGTGGAAACCGATTGTGGATGCGGTGCATCGTAAAGGC-GCGTTTTTTATT  
SbOPR10-4  ACCCAGGAACAGGTGGAAGCGTGGAAACCGATTGTGGATGCGGTGCATCGTAAAGGC-GGCATTTTTTTT  
SbOPR10-5  ACCCAGGAACAGGTGGAAGCGTGGAAACCGATTGTGGATGCGGTGCATCGTAAAGGC-GGCATTTTTTTT  
ZmOPR06-1  ACCCAGGAACAGGTGGCGGCGTGGAAACCGATTGTGGATGCGGTGCATCGTAAAGGC-GCGCTGTTTTTT  
SbOPR10-3  ACCCCGGAACAGGTGGCGGCGTGGAAACCGATTGTGGATGCGGTGCATCGTAAAGGC-GCGCTGTTTTTT  
OsOPR06-1  ACCCGTGAACATGTGGAAGCGTGGAAACCGATTGTGGATGCGGTGCATCGTAAAGGC-GCGCTGTTTATT  
OsOPR06-2  ACCCGTGAACATGTGGAAGCGTGGAAACCGATTGTGGATGCGGTGCATCGTAAAGGC-GCGCTGTTTATT  
OsOPR06-4  ACCCGTCAGCAGGTGAAAGCGTGGAAACCGATTGTGGATGCGGTGCATCGTAAAGGC-GCGCTGTTTTTT  
OsOPR06-3  ACCCAGCAGCAGGTGGAAGCGTGGAAACCGATTGTGGATGCGGTGCATCGTAAAGGC-GCGCTGTTTATT  
OsOPR06-5  ACCCAGCAGCAGATTGAAGCGTGGAAACCGATTGTGGATGCGGTGCATCGTAAAGGC-GCGCTGTTTTTT  
OsOPR06-6  ACCCAGCAGCAGATTGAAGCGTGGAAACCGATTGTGGATGCGGTGCATCGTAAAGGC-GCGCTGTTTTTT  
ZmOPR08-2  ACCCCGGATCAGGTGGCGGCGTGGCGTCCGATTGTGGATGCGGTGCATGCGAAAGGC-GCGGTGTTTTTT  
SbOPR09-1  ACCCCGCATCATGTGGCGGCGTGGCGTCCGATTGTGGATGCGGTGCATGCGAAAGGC-GCGGTGTTTTTT  
OsOPR01-1  AGCGCGGAACAGGTGGGCGCG--TGGGTGCATGCGAAAGGCGCGGTGTTTTTTTGCC-A-GATTTGG--C  
OsOPR01-2  TGCGCCGGGCCTGTGGAACCA--GGAACAGAT---TGAAGCGTGGCGTCCGATTGT--G-GATGCGGTGC  
ZmOPR03-1  ACCCATCAGCAGGTGGAAGCGTGGAAACCGATTGTGGATGCGGTGCATGCGAGCGGC-GCGGTGTTTTTT  
SbOPR08-1  ACCGATCAGCAGGTGGAAGCGTGGAAACCGATTGTGGATGCGGTGCATGCGAGCGGC-GCGGTGTTTTTT  
OsOPR02-1  ACCAAAGAACAGGTGGAAGCGTGGCGTACCGTGGTGGATGCGGTGCATCAGAAAGGC-GGCGTGTTTTTT  
SbOPR04-1  ACCAAAGATCAGGTGGAAGCGTGGAAACCGGTGGTGGAAGGCGTGCATCAGAAAGGC-GGCGTGTTTTTT  
OsOPR04-2  ACCAAAGAACAGGTGGAAGCGTGGAAACCGATTGTGGATGCGGTGCATGCGAAAGGC-GGCATTTTTTTT  
OsOPR04-3  ACCAAAGAACAGGTGGAAGCGTGGAAACCGGTGGTGGATGCGGTGCATGCGAAAGAT-GGCATTTTTTTT  
SbOPR06- ACCAAAGAACAGGTGGAAGCGTGGAAACCGGTGGTGGATGCGGTGCATGCGAAAGGC-GGCATTTTTTTT  3  
PsOPR1  ACCGAAGAACAGGTGGAAGCGTGGAAACCGATTGTGAACGGCGTGCATGAAAAAGGC-GGCGTGTTTTTT     
PsOPR2  ACCGAAGAACAGGTGGAAGCGTGGAAACCGATTGTGAACGGCGTGCATGAAAAAGGC-GGCGTGTTTTTT     
PsOPR3    ACCGAAGAACAGGTGGAAGCGTGGAAACCGATTGTGAACGGCGTGCATGAAAAAGGC-GGCGTGTTTTTT   
OsOPR04-1  ACCAAAGAACAGGTGGAAGCGTGGAAACCGATTGTGGATGGCGTGCATGCGAAAGGC-GGCATTTTTTTT  
ZmOPR02-1  ACCCATGAACAGGTGGAAGCGTGGAAACCGATTGTGGATGGCGTGCATCAGAAAGGC-GGCATTTTTTTT  
SbOPR06-2  ACCAAAGAACATGTGGAAGCGTGGAAACCGATTGTGGATGCGGTGCATGAAAAAGGC-GGCATTTTTTTT  
SbOPR06- ACCAAAGAACAGGTGGAAGCGTGGAAACCGATTGTGGATGGCGTGCATGCGAAAGGC-GGCACCTTTTTT  1  
PtOPR6  ACCGAAGAACAGGTGAAAGCGTGGAAACCGATTGTGGATGCGGTGCATGAAAAAGGC-GGCATTCTGTTT     
PtOPR7  ACCGAAGAACAGGTGAAAGCGTGGAAACCGATTGTGGATGCGGTGCATGAAAAAGGC-GGCATTCTGTTT     
PtOPR2  ACCCGTGAACAGGTGGAAGCGTGGAAACCGATTGTGGATGCGGTGCATGCGAAAGGC-GGCATTTTTTTT     
PtOPR3  ACCCGTGAACAGGTGGAAGCGTGGAAACCGATTGTGGATGCGGTGCATGCGAAAGGC-GGCATTTTTTTT     
PtOPR1    ACCAAAGAACAGGTGGAAGCGTGGAAACCGATTGTGGATGCGGTGCATGCGAAAGGC-GGCATTTTTTTT   
AtOPR01-1  CGTAAAGAACAGATTGAAGCGTGGAAACCGATTGTGGATGCGGTGCATAGCCATGGC-GGCATTTTTTTT  
AtOPR01-4  ACCAAAGAACATGTGGAAGCGTGGAAACCGATTGTGGATGCGGTGCATGCGAAAGGC-GGCATTTTTTTT  
AtOPR01-5  ACCAAAGAACATGTGGAAGCGTGGAAACCGATTGTGGATGCGGTGCATGCGAAAGGC-GGCATTTTTTTT  
MtOPR05-2  ACCAAAGAACAGGTGGAAGCGTGGAAACCGATTGTGGATGCGGTGCATGATAAAGGC-GGCATTTTTTTT  
MtOPR05-7  CGTAAAGATCAGGTGGAAACCTGGAAACCGATTATTGATGCGGTGCATGCGAAAGAA-GGCATTTTTTTT  
MtOPR05-1  ACCAAAGAACATGTGGAAGCGTGGAAACCGATTGTGGATGCGGTGCATGCGAAAGGC-GCGACCTTTTTT  
MtOPR05-3  ACCAAAGAACATGTGGAAGCGTGGAAACCGATTGTGGATGCGGTGCATGCGAAAGGC-GCGACCTTTTTT  
MtOPR05-4  ACCAAAGAACATGTGGAAGCGTGGAAACCGATTGTGGATGCGGTGCATGCGAAAGGC-GCGACCTTTTTT  
MtOPR05-5  ACCAAAGAACATGTGGAAGCGTGGAAACCGATTGTGGATGCGGTGCATGCGAAAGGC-GCGACCATTTTT  
MtOPR05- ACCAAAGAACAGGTGGATGCGTGGAAACCGATTGTGGATGCGGTGCATGATAAAGGC-GGCGTGTTTTTT  6  
PpOPR4  ACCCAGGAACAGATGGAAGCGTGGAAACCGATTGTGAAAGCGGTGCATGATAAAGGC-GGCGTGTTTTTT     
PpOPR5  ACCCAGGAACAGGTGGAAGCGTGGAAACCGATTGTGAAAGCGGTGCATGATAAAGGC-GGCATTTTTCTG     
PpOPR2  ACCCAGGAACATGTGGAAGCGTGGAAACCGATTGTGCAGGCGGTGCATGAAAAAGGC-GGCATTTTTATT     
PpOPR1  ACCGATGAACAGGTGGAAGCGTGGAAACCGATTGTGAAAGCGGTGCATGATAAAGGC-GGCATTTTTATT     
SmOPR1  AGCGAAGAACAGGTGGAAGCGTGGAAACCGATTGTGAAAGCGGTGCATGATAAAGGC-GGCATTTTTTTT     
SmOPR2  AGCGAAGAACAGGTGGAAGCGTGGAAACCGATTGTGCAGGCGGTGCATGATAAAGGC-GCGGTGTTTTTT     
SmOPR3  ACCCAGGAACAGGTGGAAGCGTGGAAACCGATTGTGAAAGCGGTGCATGCGAAAGGC-GCGGTGTTTTTT     
SmOPR4  ACCCAGGAACAGGTGGAAGCGTGGAAACCGATTGTGAAAGCGGTGCATGATAAAGGC-GCGGTGTTTTTT     
SmOPR6  ACCCAGGAACAGGTGGAAGCGTGGAAACCGATTGTGAAAGCGGTGCATGATAAAGGC-GCGGTGTTTTTT     
PpOPR3  ACCGAAGAACAGGTGAACGCGTGGCGTAAAGTGGTGGATGCGGTGCATGTGAAAGGCTGCTATATTTATT     
SmOPR5  AGCGATGAACAGGTGCAGGCGTGGAAACCGGTGGTGAAAGCGGTGCATGATAAAGGC-GCGATTTTTTTT     
PpOPR6  ACCAGCGAACAGATTGAAAGCTGGAAAGCGGTGACCCAGGGCGTGCATAAACGTGGC-GCGATTTTTTTT     
PtOPR4  AGCGATGCGCAGGTGGAAGCGTGGAAAAAAGTGGTGAACGCGGTGCATGCGAAAGGC-AGCATTATTTTT     
PtOPR5    AGCGATGCGCAGGTGGAAGCGTGGAAAAAAGTGGTGGATGCGGTGCATGCGAAAGGC-AGCGTGATTTTT   
AtOPR02-1  AGCGATGAACAGGTGGAAGCGTGGAAACAGGTGGTGGAAGCGGTGCATGCGAAAGGC-GGCTTTATTTTT  
OsOPR08-1  AACCAGGAACAGACCGATGCGTGGAAAAAAGTGGTGGATGCGGTGCATGCGAAAGGC-GGCATTTTTTTT  
ZmOPR01-1  AACCAGGAACAGACCGATGCGTGGCGTAAAGTGGTGGATGCGGTGCATGCGAAAGGC-GCGATTTTTTTT  
SbOPR07-1  AACCAGGAACAGACCGATGCGTGGCGTAAAGTGGTGGATGCGGTGCATGCGAAAGGC-GCGATTTTTTTT  
ZmOPR04- AACCAGGAACAGACCGATGCGTGGAAAAAAGTGGTGGATGCGGTGCATGCGAAAGGC-GCGATTTTTTTT  1  
VcOPR1  AGCAGCGAACAGCTGGAAGCGTGGAAACCGGTGGTGAAAGCGGTGAAAGATAAAGGC-GCGCTGTTTTTT     
CrOPR2  ACCCCGGAACAGCTGGAAAGCTGGAAACCGGTGACCAAAGCGGTGCATGATAAAGGC-GGCGTGTTTTTT     
CrOPR3  ACCCCGGAACAGCTGCAGGCGTGGAAACCGATTGTGCGTACCGTGCGTGATAAAGGC-GCGGTGTTTTTT     
CrOPR1  ACCGAAGCGCAGGCGACCGCGTGGAAACCGGTGGTGCAGAAAGTGCATGGCAAAGGCGGCATTCTGTATG     
VcOPR2     ACCGATCCGCAGGCGGCGGCGTGGCGTCCGGTGGTGGAACGTGTGCATGCGAAAGGCGGCCATATTTATA  
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ZmOPR08-1  TGCCAGATTTGGCATGTGGGCCGTGTGAGCACCAACGAACTGCAGCCGAACGGCGATGCGCCGATTAGC-  
ZmOPR09-1  TGCCAGATTTGGCATGTGGGCCGTGTGAGCACCAACGAACTGCAGCCGAACGGCGATGCGCCGATTAGC-  
SbOPR10-2  TGCCAGATTTGGCATGTGGGCCGTGTGAGCACCAACGATTTTCAGCCGGATGGCCAGGCGCCGATTAGC-  
SbOPR10-1  TGCCAGATTTGGCATGTGGGCCGTGCGAGCACCAACGAATTTCAGCCGGATGGCCAGGCGCCGATTAGC-  
SbOPR10-4  TGCCAGATTTGGCATGTGGGCCGTGTGAGCACCTATGAATTTCAGCCGGATGGCCAGGCGCCGATTAGC-  
SbOPR10-5  TGCCAGATTTGGCATGTGGGCCGTGTGAGCACCTATGAATTTCAGCCGGATGGCCAGGCGCCGATTAGC-  
ZmOPR06-1  TGCCAGATTGCGCATGTGGGCCGTGCGAGCACCAACGATTTTCAGCCGGATGGCCAGGCGCCGGTGAGC-  
SbOPR10-3  TGCCAGATTGCGCATGCGGGCCGTGCGAGCACCAACGATTTTCAGCCGGATGGCGAAGCGCCGATTAGC-  
OsOPR06-1  TGCCAGCTGTGGCATGTGGGCCGTGTGAGCAACAACGGCTTTCAGCCGGATGGCCTGGCGCCGATTAGC-  
OsOPR06-2  TGCCAGCTGTGGCATGTGGGCCGTGTGAGCACCAACGATTATCAGCCGAACGGCCAGGCGCCGATTAGC-  
OsOPR06-4  TGCCAGCTGGCGCATGTGGGCCGTGCGAGCACCAACGATCAGCAGCCGAACGGCCAGGCGCCGATTAGC-  
OsOPR06-3  TGCCAGCTGTGGCATGTGGGCCGTGTGAGCACCAACGAATATCAGCCGGATGGCCAGGCGCCGATTAGC-  
OsOPR06-5  CTGCAGATTTGGCATGTGGGCCGTGTGAGCACCACCGATTTTCAGCCGAACGGCCAGGCGCCGATTAGC-  
OsOPR06-6  CTGCAGATTTGGCATGTGGGCCGTGTGAGCACCACCGATTTTCAGCCGAACGGCCAGGCGCCGATTAGC-  
ZmOPR08-2  TGCCAGCTGTGGCATGTGGGCCGTGTGAGCACCACCGCGCTGCAGCCGGGCGGCGCGGCGCCGATTAGC-  
SbOPR09-1  TGCCAGCTGTGGCATGTGGGCCGTGTGAGCACCACCGCGTTTCAGCCGGGCGGCGCGGCGCCGATTAGC-  
OsOPR01-1  ATACCGGC--CGTGTGAGCCCGACCGG--------CCGTTTTCAGCCGAACGGCCAGGCGCCGATTAGC-  
OsOPR01-2  ATGCGAAA--GGCGCGCTGTTTTTTTG--------CCAGATTTGGCATAACGGCCGTGTGTT------T-  
ZmOPR03-1  GCGCAGCTGTGGCATACCGGCCGTGCGAGCCCGAGCGAATTTCAGCCGAACGGCCAGGCGCCGATTAGC-  
SbOPR08-1  GCGCAGATTTGGCATACCGGCCGTGCGAGCGCGCCGGAATTTCAGCCGAACGGCCAGGCGCCGATTAGC-  
OsOPR02-1  TGCCAGATTTGGCATGTGGGCCGTGCGAGCACCAACGATTATCAGCCGAACGGCCAGACCCCGATTCCG-  
SbOPR04-1  TGCCAGATTTGGCATGTGGGCCGTGCGAGCACCTATGATTATCAGCCGAACGGCCAGGCGCCGATTAGC-  
OsOPR04-2  TGCCAGATTTGGCATGTGGGCCGTGCGAGCG---------ATATG------GAAGAACGTCCGATTAGC-  
OsOPR04-3  TGCCAGATTTGGCATGTGGGCCGTGCGAGCG---------ATCTG------GAACAGGAACCGATTAGC-  
SbOPR06- TGCCAGATTTGGCATGTGGGCCGTGCGAGCG---------ATATG------GAAAAAGAACCGATTAGC-  3  
PsOPR1  TGCCAGATTTGGCATAGCGGCCGTGCGAGCCATGTGGATTATCAGCCGAACGGCCAGGCGCCGCTGAGC-     
PsOPR2  TGCCAGATTTGGCATAGCGGCCGTGCGAGCCATGTGGATTATCAGCCGAACGGCCAGGCGCCGCTGAGC-     
PsOPR3     TGCCAGATTTGGCATACCGGCCGTGCGAGCCATGTGGATTATCAGCCGAACGGCCAGGCGCCGGTGAGC-  
OsOPR04-1  TGCCAGATTTGGCATGTGGGCCGTGTGAGCAACAACACCTTTCAGCCGAACGGCCAGGCGCCGATTAGC-  
ZmOPR02-1  TGCCAGATTTGGCATGTGGGCCGTGTGAGCAACAGCACCTTTCAGCCGAACGGCCAGGCGCCGATTAGC-  
SbOPR06-2  TGCCAGATTTGGCATGCGGGCCGTGTGAGCAGCTGCAACTTTCAGCCGAACGGCCAGGCGCCGATTAGC-  
SbOPR06- TGCCAGATTTGGCATGTGGGCCGTGTGAGCAACAGCACCTTTCAGCCGAACGGCCAGGCGCCGATTAGC-  1  
PtOPR6  TGCCAGATTTGGCATGTGGGCCGTGTGAGCACCTATGGCTTTCAGCCGAACGGCGAAGCGCCGATTAGC-     
PtOPR7  TGCCAGATTTGGCATGTGGGCCGTGTGAGCACCTATGGCTTTCAGCCGAACGGCGAAGCGCCGATTAGC-     
PtOPR2  TGCCAGATTTGGCATGCGGGCCGTGTGAGCAACAGCGGCTTTCAGCCGGATGGCCAGGCGCCGGTGAGC-     
PtOPR3  TGCCAGATTTGGCATGTGGGCCGTGTGAGCAAAAGCGTGTTTCAGCCGGATGGCCAGGCGCCGGTGAGC-     
PtOPR1     TGCCAGCTGTGGCATGTGGGCCGTGTGAGCAACCGTGATTTTCAGCCGAACGGCCAGGCGCCGATTAGC-  
AtOPR01-1  TGCCAGCTGTGGCATGCGGGCCGTGTGAGCCATCAGGATTGCCAGCCGAACGGCGAAAGCCCGGTGAGC-  
AtOPR01-4  TGCCAGATTTGGCATGTGGGCCGTGTGAGCAACAGCGGCTTTCAGCCGAACGGCAAAGCGCCGATTAGC-  
AtOPR01-5  TGCCAGATTTGGCATGTGGGCCGTGTGAGCAACCGTGGCTTTCAGCCGCGTCGTCAGGCGCCGATTAGC-  
MtOPR05-2  TGCCAGATTTGGCATGTGGGCCGTGTGAGCAACAGCGTGTATCAGCCGAACGGCCAGGCGCCGATTAGC-  
MtOPR05-7  TGCCAGATTTGGCATGGCGGCCGTGCGAGCAACAGCGGCTATCAGCCGAACGGCCAGGCGCCGATTAGC-  
MtOPR05-1  TGCCAGATTTGGCATGTGGGCCGTGTGAGCAACAGCAGCTTTCAGCCGAACGGCCAGGAACCGATTAGC-  
MtOPR05-3  TGCCAGATTTGGCATGTGGGCCGTGTGAGCAACAGCATTTGCCAGCCGAACGGCCAGGCGCCGATTAGC-  
MtOPR05-4  TGCCAGATTTGGCATGTGGGCCGTGTGAGCGATACCGTGTTTCAGCCGAACGGCCAGGCGCCGATTAGC-  
MtOPR05-5  TGCCAGATTTGGCATGTGGGCCGTGTGAGCGATAGCGTGTTTCAGCCGAACGGCCAGGCGCCGATTAGC-  
MtOPR05- TGCCAGATTTGGCATGTGGGCCGTGTGAGCGATACCGTGTATCAGCCGAACGGCCAGGCGCCGATTAGC-  6  
PpOPR4  TGCCAGATTTGGCATGTGGGCCGTGTGAGCCATGCGAGCTATCAGCCGAACGGCGCGGCGCCGGTGAGC-     
PpOPR5  TGCCAGATTTGGCATGTGGGCCGTGTGAGCCATACCAGCTATCATCCGAACGGCGCGGCGCCGCCGAGC-     
PpOPR2  TGCCAGATTTGGCATGTGGGCCGTGTGAGCCATACCAGCTATAAC---AAAGGCAACGCGCCGGTGAGC-     
PpOPR1  TGCCAGCTGTGGCATGTGGGCCGTGCGACCCATAACAGCTATCAGCCGGATGGCGTGTTTCCGGTGAGC-     
SmOPR1  CTGCAGATTTGGCATGTGGGCCGTGTGAGCCATACCAGCTATCAGCCGCATGGCGAAGCGCCGCTGAGC-     
SmOPR2  CTGCAGATTTGGCATGTGGGCCGTGTGAGCCATACCAGCTATCAGCCGAACGGCCAGGCGCCGGTGAGC-     
SmOPR3  CTGCAGATTTGGCATGTGGGCCGTCTGAGCCATACCAGCTATCAGCCGAAAGGCCAGGCGCCGATTAGC-     
SmOPR4  CTGCAGATTTGGCATGTGGGCCGTCTGAGCCATACCAGCTATCAGCCGAAAGGCCAGGCGCCGATTAGC-     
SmOPR6  CTGCAGATTTGGCATGTGGGCCGTCTGAGCCATACCAGCTATCAGCCGAAAGGCCAGGCGCCGATTAGC-     
PpOPR3  GC-CAGATTTGGCATGTGGGCCGTGCGAGCCATAAATATCATCAGCCGAACGGCGCGGCGCCGGTGAGCC     
SmOPR5  TGCCAGCTGTGGCATGTGGGCCGTGCGAGCCATACCTGCTTTCAGCCGCGTGGCCAGGCGCCGGTGAGC-     
PpOPR6  CTGCAGCTGTGGCATGTGGGCCGTGCGAGCCATACCGAACTGCAGCCGGGCAACGCGGCGCCGATTAGCC     
PtOPR4  TGCCAGCTGTGGCATGTGGGCCGTGCGAGCCATCAGGTGTATCAGCCGGGCGGCGCGGCGGCGATTAGC-     
PtOPR5     TGCCAGCTGTGGCATGTGGGCCGTGCGAGCCATCAGGTGTATCAGCCGGGCGGCGTGCCGCCGATTAGC-  
AtOPR02-1  TGCCAGCTGTGGCATGTGGGCCGTGCGAGCCATGCGGTGTATCAGCCGAACGGCGGCAGCCCGATTAGC-  
OsOPR08-1  TGCCAGCTGTGGCATGTGGGCCGTGCGAGCCATCAGGTGTATCAGCCGAACGGCGCGGCGCCGATTAGC-  
ZmOPR01-1  TGCCAGCTGTGGCATGTGGGCCGTGCGAGCCATCAGGTGTATCAGCCGGGCGCGGCGGCGCCGATTAGC-  
SbOPR07-1  TGCCAGCTGTGGCATGTGGGCCGTGCGAGCCATCAGGTGTATCAGCCGGGCGGCGCGGCGCCGATTAGC-  
ZmOPR04- TGCCAGCTGTGGCATGTGGGCCGTGCGAGCCATCAGGTGTATCAGCCGGGCGGCAGCGCGCCGATTAGC-  1  
VcOPR1  TGCCAGCTGTGGCATTGCGGCCGTGCGAGCCATCCGGAACTGCAGCCGGGCGGCGCGGCGCCGCTGAGC-     
CrOPR2  TGCCAGCTGTGGCATACCGGCCGTGTGAGCCATAGCGATCTGCAGCCGGGCAACCAGCTGCCGATTAGC-     
CrOPR3  TGCCAGCTGTGGCATACCGGCCGTGCGAGCCATAACGATCTGCAGCCGCATGGCACCGCGCCGATTAGC-     
CrOPR1  CG-CAGCTGTTTCATGCGGGCCGTGTGAGCCATAGCAG---CCTGGTGGGCAGCAAACCGACCGTGTGCG     
VcOPR2     TG-CAGCTGTTTCATGCGGGCCGTGTGAGCCATAGCAG---CCTGGTGGGCAAACAGCTGCCGGTGAGCG  
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ZmOPR08-1  --AGCACCGATA--AACAG-ATTA---------------GCCCGAACGCG---GAAAGCGGCAC------  
ZmOPR09-1  --AGCACCGATA--AACAG-ATTA---------------GCCCGGATGCG---GAAAGCGGCAC------  
SbOPR10-2  --AGCACCGATA--AACAG-ATTA---------------GCCCGGATGCGGCGGAACCGGGCAT------  
SbOPR10-1  --AGCACCGATA--AACAG-ATTA---------------GCCCGGATCCG---GAAAGCGGCAT------  
SbOPR10-4  --AGCACCGATA--AACAG-ATTACCCCGGCGGAAATTAGCCCGAGCGGC---GAACCGGTGAT------  
SbOPR10-5  --AGCACCGATA--AACAG-ATTACCGCGGCGGAAATTAGCCCGAGCGGC---GAACCGGTGAT------  
ZmOPR06-1  --AGCACCGATG--CGCAG-CTGC---------------CGCCGGATGCG---GAAAGCGGCAC------  
SbOPR10-3  --AGCACCGATA--CCCAG-CTGC---------------CGGCGGATGCG---GAAAGCGGCAC------  
OsOPR06-1  --AGCACCGATA--AAGCG-ATTA---------------CCCCGGATGGC------TATGGCAT------  
OsOPR06-2  --AGCAGCGATA--TTCAG-ATTA---------------CCCCGGATGGC------AGCGGCAT------  
OsOPR06-4  --AGCACCGATA--AACAG-ATTA---------------CCCCGGATGAT------AGCCATAC------  
OsOPR06-3  --AGCACCGATC--GTCAG-ATTA---------------CCCCGGATGAT------AGCGGCAT------  
OsOPR06-5  --AGCACCGATA--AACAG-ATTA---------------CCCCGGATGAT------AGCGGCAT------  
OsOPR06-6  --AGCACCGATA--AACAG-ATTA---------------CCCCGGATGAT------AGCGGCAT------  
ZmOPR08-2  --AGCACCGATC--GTGCG-GTGGCGCCG---CAGCTGAGCTTTGATGGC------CATCTGGA------  
SbOPR09-1  --AGCACCGATC--GTGGC-GTGACCCCG---CAGGTGAGCCATGATGGC------CATGTGGA------  
OsOPR01-1  --AGCACCGAT---AAACAGGTGACCCCG---CAGGTGAGCCATGATGGCCA----GGTG--CT------  
OsOPR01-2  --AGCACCGAT---AACCCGGTGACCCCG---CAGGTGAGCTATTTTGGCAACACCGATGATCT------  
ZmOPR03-1  --AGCACCGAT---AAACAGATTCCGGCG---CAGGTGAACCATAGCGGCGA----TGTGAAC-------  
SbOPR08-1  --AGCACCGAT---AAACAGATTCCGCCG---CAGGTGAGCCATGCGGGCGT----GGTGAAC-------  
OsOPR02-1  --TGCACCGATA--AAAAA-ATTACCCC------GACCGTGCTGAAAGATG---GCACCGTGGA------  
SbOPR04-1  --TGCACCGATA--AACAG-ATTACCCC------GAAAGTGCTGGATGATG---GCACCGTGGA------  
OsOPR04-2  --AGCACCGATA--AACCG-ATT-----------GAAAAAACCGAA-GAAA---ACTATTTTCT------  
OsOPR04-3  --AGCACCGATA--AACCG-GTG-----------GAAAAAAACGAA-GAT------------AT------  
SbOPR06- --AGCACCGATA--AACCG-GTG-----------GAAAAAAACGGC-GATG---ATCAT---AT------  3  
PsOPR1  --AGCACCGATC--GTAAA-ATTAGCG-G--CCAGATTGTGCTGCCGAACGGCAAAGATCTGGC------     
PsOPR2  --AGCACCGATC--GTAAA-ATTAGCG-G--CCAGATTGTGCTGCCGAACGGCAAAGATCTGGC------     
PsOPR3    --AGCACCGATC--GTAAA-ATTAGCG-G--CCAGGTGGTGCTGCCGAACGGCAAAGATCTGGC------   
OsOPR04-1  --AGCACCAAC---AAAAG-CCTGAAA-----CCGGCGGTGCGTGCGAACGGCATTGATGTGGC------  
ZmOPR02-1  --AGCACCGAT---AAACC-GCTGAAA-----CCGCAGGTGCGTGCGAACGGCATTGATGTGGC------  
SbOPR06-2  --AGCACCGAT---AAACT-GCTGAAA-----CCGCAGGTGCGTAGCAACGGCATTGATATTGC------  
SbOPR06- --AGCACCGAT---AAACC-GGTGCA----------------GAGCAAACA-TGTGGATAAATT------  1  
PtOPR6  --TGCACCGAT---AAAGG-CGTGACC-----CCG---------------GGCCTGGATGGCGA------     
PtOPR7  --TGCACCGAT---AAAGG-CGTGACC-----CCG---------------GGCCTGTATGGCGA------     
PtOPR2  --AGCACCGAT---AAACC-GATTA---------GCAG--CCAGGTGGAAGGCAT---------------     
PtOPR3  --AGCACCGAT---AAACC-GCTGA---------GCAG--CCAGCGTGAAGGCAC---------------     
PtOPR1    --TGCACCGAT---AAACC-GCTGGCG-----CCGCAGATTCGTGCGAACGGCATTGATGCGGT------   
AtOPR01-1  --AGCACCGAT---AAACC-GTT--TG-----CGGATGATCCG-AGCAACGA------------------  
AtOPR01-4  --TGCAGCGAT---AAACC-GCTGATG-----CCGCAGATTCGTAGCAACGGCATTGATGAAGC------  
AtOPR01-5  --TGCACCGGC---AAACC-GATTATG-----CCGCAGATGCGTGCGAACGGCATTGATGAAGC------  
MtOPR05-2  --AGCACCGAT---AAAAG-CCTGACC-----------------AGCAACGATGTGCA------------  
MtOPR05-7  --AGCACCAAC---ATGAG-CCTGAAA-----CCGCAGACCCGTAGCAACGGCATTGATATTGC------  
MtOPR05-1  --AGCACCGAT---AAAAG-CCTGACC-----------------AGCAACGATTTTGAAA----------  
MtOPR05-3  --AGCACCAAC---AAACT-GCTGACC-----CCGCAGATTGGCGGCGATGGCTTTCAGATGCC------  
MtOPR05-4  --CCGACCGAT---AAACC-GCTGACC-----CCGCAGCTGCGTAGCAACGGCATTGATGTGGC------  
MtOPR05-5  --AGCACCGAT---AAAAG-CCTGACC-----CCGCAGATTCGTAGCAACGGCTTTAACATTGC------  
MtOPR05- --AGCACCGAT---AAACC-GCTGAAA-----CCGCAGATTCGTAGCAACGGCATTGATGTGGC------  6  
PpOPR4  --AGCAGCAGCC--AGACC-TGCACCAGCGATAAAATTTATCTGCCGCAGGCGGATGGCGCGGT------     
PpOPR5  --AGCACCAACA--AAGCG-ATTAAAGAAGGCGTGGTGTATCTGCCGACCGCGGATGGCGCGGC------     
PpOPR2  --AGCACCAACC--GTGCG-ATTAGCGAAGGCAAACTGCAGCTGCCGACCTGCGATGGCTATGT------     
PpOPR1  --AGCACCAACA--AAGCG-ATTAACG---GCCAGCTGGTGCTGCCGACCGGCGATGGCACCGC------     
SmOPR1  --AGCAGCAAC---AAAAT-TGCGACCG--GCAAACTGACCCTGCCGAGCGGCGAAGAA---GG------     
SmOPR2  --AGCACCAAC---CGTAA-AGCGCCGG--GCCAGCTGATGCTGCCGGAAGGCACCCCGATGGC------     
SmOPR3  --TGCAGCAGC---AAACG-TGCGCCGG--GCC---CGAGCCCGAGCGGCGATATTCTG-----------     
SmOPR4  --TGCAGCAGC---AAACG-TGCGCCGG--GCC---CGAGCCCGAGCGGCGATATTCTG-----------     
SmOPR6  --TGCAGCAGC---AAACG-TGCGCCGG--GCC---CGAGCCCGAGCGGCGATATTCTG-----------     
PpOPR3  CGACCAGCATTGGCATTCAGACCCCGT----TTCTGTTTCGTCTGA-GCGG-CGGCAAAATGGT------     
SmOPR5  --AGCACCAACAACCCGCTGCTGCCGCG---TTGGACCGTGCGTCTGCCGGATGGCACCCCGGT------     
PpOPR6  CGACCAGCAACAGCGTGCCGCTGCCGTGGCGTGTGACCCTGATTGATGCGGATGGCAAAGCGACCAAACA     
PtOPR4  --AGCACCAAC---AAAGCGATTAGC----AACCGTTGGCGTATTCTGATGCCG--GATGGCACCTATAG     
PtOPR5    --AGCACCAAC---AAACCGATTAGC----AACCGTTGGCGTATTCTGATGCCG--GATGGCACCTATGG   
AtOPR02-1  --AGCACCAAC---AAACCGATTAGCGA-AAACCGTTGGCGTGTGCTGCTGCCG--GATGGCAGCCATGT  
OsOPR08-1  --AGCACCGAT---AAACCGATTAGC----GCGCGTTGGCGTATTCTGATGCCG--GATGGCAGCTATGG  
ZmOPR01-1  --AGCACCGAT---AAACCGATTAGC----AGCCGTTGGCGTATTCTGATGCCG--GATGGCAGCTATGG  
SbOPR07-1  --AGCACCGAT---AAACCGATTAGC----AGCCGTTGGCGTATTCTGATGCCG--GATGGCAGCTATGG  
ZmOPR04- --AGCACCGAT---AAACCGATTAGC----AGCCGTTGGCGTATTCTGATGCCG--GATGGCAGCTATGG  1  
VcOPR1  --AGCAGCACC--CGTCCG-ATTACCAGCCCGGAATATGTGGTGTATACCCCGAGCGGCCCGAA------     
CrOPR2  --AGCAGCAGCACCACCCGTATTGCGGCGGAAGGCTATCAGGTGTATACCCCGAGCGGCCCGAA------     
CrOPR3  --AGCAGCACC--CGTCCG-ATTAC---------CAGCCCGGAATATACCCCGTAT---CCGAC------     
CrOPR1  CGAGC-CCGGTG--GGCATGGCGGGCA------------ACCTGTATGTGGAAGGCGGCGTGAA---AGC     
VcOPR2     CGAGC-CCGGTG--GGCATGGCGGGCC------------AGCTGTATGTGGAAGGCGGCGTGAA---ACA  
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ZmOPR08-1  CGCGTATAGCAAACCGCGTCGTCTGCGTACCGATGAAGTGCCGGGCATTGTGGATGATTTTCGTCGTGCG  
ZmOPR09-1  CGCGTATAGCAAACCGCGTCGTCTGCGTACCGATGAAGTGCCGGGCATTGTGGATGATTTTCGTCGTGCG  
SbOPR10-2  GGTGTATAGCAAACCGCGTCGTCTGCGTAAAGATGAAATTCCGGGCATTGTGGATGATTTTCGTCGTGCG  
SbOPR10-1  GGTGTATAGCAAACCGCGTCGTCTGCGTACCGAAGAAATTCCGGGCATTGTGGATGATTTTCGTCGTGCG  
SbOPR10-4  GGTGTATAGCAAACCGCGTCGTCTGCGTACCGAAGAAATTCCGGGCATTGTGGATGATTTTCGTCGTGCG  
SbOPR10-5  GGTGTATAGCAAACCGCGTCGTCTGCGTACCGAAGAAATTCCGGGCATTGTGGATGATTTTCGTCGTGCG  
ZmOPR06-1  CGTGTTTAGCCGTCCGCGTCGTCTGCGTGCGGATGAAGTGCCGGGCATTGTGGATGATTTTCGTCGTGCG  
SbOPR10-3  CGTGTTTAGCAAACCGCGTCGTCTGCGTAGCGATGAAATTCCGGGCATTGTGGGCGATTTTCGTCGTGCG  
OsOPR06-1  GGTGTATAGCAAACCGCGTCGTCTGCGTACCGATGAAATTCCGCAGATTGTGGATGATTTTCGTCTGGCG  
OsOPR06-2  TGTGTATAGCAAACCGCGTCGTCTGCGTGTGGATGAAATTCCGCAGATTGTGGATGATTTTCGTCTGGCG  
OsOPR06-4  CGTGTATAGCAAACCGCGTCGTCTGCGTACCGATGAAATTCCGCATGTGGTGGATGATTTTCGTGTGGCG  
OsOPR06-3  TGTGTATAGCAAACCGCGTCGTCTGCGTACCGAAGAAATTCCGCAGATTATTGATGATTTTCGTCGTGCG  
OsOPR06-5  GGTGTATAGCAAACCGCGTCGTCTGCGTACCGATGAAATTCCGCAGATTGTGGATGATTTTCGTCGTGCG  
OsOPR06-6  GGTGTATAGCAAACCGCGTCGTCTGCGTACCGATGAAATTCCGCAGATTATTGATGATTTTCGTCGTGCG  
ZmOPR08-2  AAAATTTAGCCCGCCGCGTCGTCTGGAAGCGCGTGAAATTCCGGCGATTGTGGATGATTTTCGTCGTGCG  
SbOPR09-1  AGAATTTAGCCCGCCGCGTCGTCTGGAACCGCGTGAAATTCCGAGCGTGGTGGATGATTTTCGTAAAGCG  
OsOPR01-1  GGAATTTGCGCCGCCGCGTCGTCTGAAAACCGAAGAAATTCCGAACATTGTGGATGATTTTCGTATTGCG  
OsOPR01-2  GGCGCCGGCGGCGCGTCAGCGTCTGGAAACCGGCGAAATTGTGCAGATTGTGGAAGATTTTCGTGTGGCG  
ZmOPR03-1  -ACCTTTGCGGTGCCGCGTCGTCTGGAAACCGAAGAAATTCCGCATGTGGTGAACGATTTTCGTGTGGCG  
SbOPR08-1  -ACCTTTGCGGTGCCGCGTCGTCCGGAAACCGAAGAAATTCCGCATGTGGTGAACGATTTTCGTATTGCG  
OsOPR02-1  AGAATTTAGCGCGCCGCGTCGTCTGCGTGAAGATGAAATTCCGCAGATTGTGGATGATTTTCGTATTGCG  
SbOPR04-1  AGAATTTAGCGCGCCGCGTCGTCTGCGTGAAGATGAAATTCCGCAGATTGTGAACGATTTTCGTCTGGCG  
OsOPR04-2  GGGCTTTAGCACCCCGCGTAGCCTGACCGTGGAAGAAATTCCGGATGTGATTAAACATTTTACCCTGGCG  
OsOPR04-3  GGATTTTCCGGTGCCGCGTCGTCTGGCGGTGGAAGAAATTCCGGATGTGATTAACCATTTTCGTATTGCG  
SbOPR06- GGATTTTCCGATTCCGCGTTGCCTGACCGTGGAAGAAATTCCGGATGTGATTAACCATTTTCGTATTGCG  3  
PsOPR1  GGATTATAGCCCGCCGCGTGCGCTGAAAATTGAAGAAATTCCGCATATTGTGAACGATTTTCGTCTGGCG     
PsOPR2  GGATTATAGCCCGCCGCGTGCGCTGAAAATTGAAGAAATTCCGCATATTGTGAACGATTTTCGTCTGGCG     
PsOPR3    GGATTATAGCCCGCCGCGTGCGCTGAAAATTGAAGAAATTCCGCAGATTATTAACGATTTTCGTCTGGCG   
OsOPR04-1  GACCTTTAGCACCCCGCGTCGTCTGGAAACCGATGAAATTCCGTTTGTGGTGAACGATTATCGTGTGGCG  
ZmOPR02-1  GACCTTTGCGGTGCCGCGTCGTCTGGAAACCGATGAAATTCCGCTGGTGGTGAACGATTTTCGTGTGGCG  
SbOPR06-2  GAACTTTAGCATTCCGCGTCGTCTGGATACCCATGAAATTCCGCTGGTGGTGAACGGCTTTAAAATTGCG  
SbOPR06- TACCCCGCTGCCGCCGCGTCGTCTGGAAACCGATGAAATTCCGTTTATTGTGAACGATTTTCGTGTGGCG  1  
PtOPR6  AGATTGGAGCCCGCCGCGTCGTCTGCGTGCGGATGAACTGCCGCGTATTGTGAACGATTTTCGTCTGGCG     
PtOPR7  AGATTGGAGCCCGCCGCATCGTCTGCGTGCGGATGAACTGCCGCGTATTGTGAACGATTTTCGTCTGGCG     
PtOPR2  GGAATTTACCCCGCCGCGTCGTCTGCGTACCGATGAAATTCCGCAGATTGTGAACGATTTTCGTATTGCG     
PtOPR3  CGAATTTACCCCGCCGCGTCGTCTGCGTACCGATGAAATTCCGCAGATTGTGAACGATTTTCGTATTGCG     
PtOPR1    GGATTTTACCACCCCGCGTCGTCTGCGTACCGATGAAATTCCGCATGTGGTGAACGATTTTCGTATTGCG   
AtOPR01-1  ---ATTTACCCCGCCGCGTCGTCTGCGTACCGATGAAATTCCGACCATTATTAACGATTTTCGTCTGGCG  
AtOPR01-4  GCTGTTTACCCCGCCGCGTCGTCTGGGCATTGAAGAAATTCCGGGCATTGTGAACGATTTTCGTCTGGCG  
AtOPR01-5  GCGTTTTACCCCGCCGCGTCGTCTGAGCATTGAAGAAATTCCGGGCATTGTGAACGATTTTCGTCTGGCG  
MtOPR05-2  GCAGTTTACCAAACCGCGTCGTCTGAGCACCGATGAAATTCCGCATATTGTGAACGATTTTCGTCTGGCG  
MtOPR05-7  GAAATTTACCCCGCCGCGTCGTCTGCGTACCTGCGAAATTCCGCGTATTGTGAACGATTTTCGTCTGGCG  
MtOPR05-1  --AATTTAGCCCGCCGCGTCGTCTGCGTACCGATGAAATTCCGAACATTGTGAACGATTTTCGTCTGGCG  
MtOPR05-3  GCAGTTTACCCAGCCGCGTCGTCTGCGTACCGAAGAAATTCCGAACATTGTGAACGATTTTCGTCTGGCG  
MtOPR05-4  GGAATTTACCCCGCCGCGTCGTCTGCGTATTGATGAAATTCCGAACCTGGTGAACGATTTTCGTCTGGCG  
MtOPR05-5  GAAATTTACCCCGCCGCGTCGTCTGCGTACCGATGAAATTCCGAACATTGTGAACGATTTTCGTCTGGCG  
MtOPR05- GAAATTTACCCCGCCGCGTCGTCTGCGTACCGATGAAATTCCGAACATTGTGAACGATTTTCGTCTGGCG  6  
PpOPR4  GGAATGCAGCACCCCGCGTCCGCTGGAAATTCATGAAATTGCGGAATATGTGGATGATTTTCGTAAAGCG     
PpOPR5  GCCGTATAGCACCCCGCGTGCGCTGGAAACCGATGAAGTGGCGGAATATGTGGATCATTTTCGTAAAGCG     
PpOPR2  GGATTGCAGCACCCCGCGTGCGCTGGAAACCAGCGAAATTCCGAAATATGTGGATTATTATCGTAGCGCG     
PpOPR1  GGAATTTAGCACCCCGCGTGCGCTGGAAACCGAAGAAATTCCGCGTTATGTGGAACTGTTTCGTAAAAGC     
SmOPR1  CAGCTATAGCACCCCGCGTGCGCTGGAAACCCATGAAGTGCGTGCGATTGTGCAGGATTTTCGTCTGGCG     
SmOPR2  GGATTATAGCCCGCCGCGTGCGCTGGAAACCCATGAAATTGCGGGCGTGGTGGAAGATTTTCGTCTGGCG     
SmOPR3  -GAATATAGCACCCCGCGTGCGCTGGAAACCCGTGAAATTCCGCTGCTGATTCAGGATTTTTGCACCGCG     
SmOPR4  -GAATATAGCACCCCGCGTGCGCTGGAAACCCGTGAAATTCCGCTGCTGATTCAGGATTTTTGCACCGCG     
SmOPR6  -GAATATAGCACCCCGCGTGCGCTGGAAACCCGTGAAATTCCGCTGCTGATTCAGGATTTTTGCACCGCG     
PpOPR3  GCCGTTTAGCGAACCGCGTGCGCTGGCGACCCATGAAATTCCGCCGATTCTGCAGCAGTTTAAACAGGCG     
SmOPR5  GCCGTGCAGCGCGCCGCGTGCGCTGCAGACCGATGAAATTCCGCAGCTGATTACCGATTTTCAGCTGGCG     
PpOPR6  GATGTATAGCGCGCCGCGTCCGCTGCATATTGATGAAATTCCGCAGATTATTCAGTATTTTCGTAACGGC     
PtOPR4  CACCTGCAGCGCGCCGCGTGCGCTGGAAACCAGCGAAATTCTGGAAGTGGTGGAACATTATAGCCAGGCG     
PtOPR5    CATTTATCCGGCGCCGCGTGCGCTGAAAACCAGCGAAATTCTGGAACTGGTGGAACATTATAGCCAGGCG   
AtOPR02-1  GAAATATCCGAAACCGCGTGCGCTGGAAGCGAGCGAAATTCCGCGTGTGGTGGAAGATTATTGCCTGAGC  
OsOPR08-1  CAAATATCCGAAACCGCGTCGTCTGGCGGCGAGCGAAATTCCGGAAATTGTGGAACAGTATCGTCAGGCG  
ZmOPR01-1  CAAATATCCGACCCCGCGTCGTCTGGCGACCAGCGAAATTCCGGAAATTGTGGAACAGTATCGTCAGGCG  
SbOPR07-1  CAAATATCCGACCCCGACCCGTCTGGCGACCAGCGAAATTCCGGAAATTGTGGAACAGTATCGTCAGGCG  
ZmOPR04- CAAATATCCGACCCCGCGTCGTCTGGCGACCAGCGAAATTCCGGAAATTGTGGAACAGTATCGTCAGGCG  1  
VcOPR1  ACAGTATGCGGTGCCGCGTGCGGCGACCAAAGAAGATATTAAACGTGTGGTGGCGGATTATGCGCGTGCG     
CrOPR2  ACCGCATGAACATCCGCGTGCGGCGACCCGTGAAGATATTAAACGTATTGTGAAAGAATATGCGGCGGCG     
CrOPR3  ------------CCCGCGTGCGGCGACCCGTGAAGATATTAAACGTATTATTAAAGAATATGCGGCGGCG     
CrOPR1  GGATTATGAAGTGCCGCGTGCGCTGAGCACCGAAGAAGTGGAACAGGTGCCGAAAGATTTTGCGGCGGCG     
VcOPR2     GGATTATGAAGTGCCGCGTGAACTGACCACCGCGGAAGTGGAAGCGCTGCCGAGCAAATTTGCGGAAGCG  
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ZmOPR08-1  GCGCGTAACGCGGTGGAAG---CGGGCTTTGATGCGGTGGAAATTCATGGCGCGCATGGCTATCTGCTGG  
ZmOPR09-1  GCGCGTAACGCGATTCAGG---CGGGCTTTGATGCGGTGGAAATTCATGGCGCGCATGGCTATCTGCTGG  
SbOPR10-2  GCGCGTAACGCGGTGGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGAACGGCTATCTGCTGG  
SbOPR10-1  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGCTGG  
SbOPR10-4  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTTTATTCTGG  
SbOPR10-5  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTTTATTCTGG  
ZmOPR06-1  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTTTCTGCTGG  
SbOPR10-3  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTTTCTGCTGG  
OsOPR06-1  GCGCGTAACGCGGTGGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGAACGGCTATCTGCTGG  
OsOPR06-2  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGAACGGCTATCTGCTGG  
OsOPR06-4  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGATTG  
OsOPR06-3  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGCTGG  
OsOPR06-5  GCGCGTAACGCGATTGAAA---GCGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGCTGG  
OsOPR06-6  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGCTGG  
ZmOPR08-2  GCGCGTAACGCGCTGCTGG---CGGGCTTTGATGGCGTGGAAGTGCATGGCGCGAACGGCTATCTGATTG  
SbOPR09-1  GCGCGTAACGCGATTGATG---CGGGCTTTGATGGCGTGGAAGTGCATGGCGCGAACGGCTATCTGATTG  
OsOPR01-1  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGAACGGCTATCTGATTG  
OsOPR01-2  GCGCGTAACGCGATTAAAG---CGGGCTTTGATGGCGTGGAAATTCATGCGGCGAACGGCCATCTGCTGC  
ZmOPR03-1  GCGCGTAACGCGATTAAAG---CGGGCTTTGATGGCGTGGAAATTCATGCGGCGAACGGCTATCTGTTTG  
SbOPR08-1  GCGCGTAACGCGATTAAAG---CGGGCTTTGATGGCGTGGAAATTCATGCGGCGAACGGCTATCTGTTTG  
OsOPR02-1  GCGCGTAACTGCATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATTGCGCGTTTGGCTATCTGATTG  
SbOPR04-1  GCGCGTAACTGCATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATTGCGCGTTTGGCTATCTGATTG  
OsOPR04-2  GCGAAAAACGCGCTGGAAG---CGGGCTTTGATGGCGTGGAAGTGCATGCGGCGAACGGCTTTCTGCTGG  
OsOPR04-3  GCGCGTAACGCGATTGATG---CGGGCTTTGATGGCGTGGAAGTGCATGGCGCGCATGGCTTTCTGCTGG  
SbOPR06- GCGCGTAACGCGGTGGATG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTTTCTGCTGG  3  
PsOPR1  GCGCGTAACGCGATTAAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGATTG     
PsOPR2  GCGCGTAACGCGATGAAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGATTG     
PsOPR3    GCGCGTAACGCGATTAAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGCTGG   
OsOPR04-1  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGATTG  
ZmOPR02-1  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGATTG  
SbOPR06-2  GCGCGTAACGCGGTGGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGATTG  
SbOPR06- GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGATTG  1  
PtOPR6  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGAACGGCTATCTGATTG     
PtOPR7  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGAACGGCTATCTGATTG     
PtOPR2  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGATTG     
PtOPR3  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGAGCG     
PtOPR1    GCGCGTAACGCGATGGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGATTG   
AtOPR01-1  GCGCGTAACGCGACCGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGATTG  
AtOPR01-4  GCGCGTAACGCGATGGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGAACGGCTATCTGATTG  
AtOPR01-5  GCGCGTAACGCGATGGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGATTG  
MtOPR05-2  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGCTGG  
MtOPR05-7  GCGCGTAACGCGATTGCGG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGCTGG  
MtOPR05-1  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAACTGCATGGCGCGCATGGCTATCTGCTGG  
MtOPR05-3  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGGTGG  
MtOPR05-4  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGAACGGCTATATTCTGG  
MtOPR05-5  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGCTGG  
MtOPR05- GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGCTGG  6  
PpOPR4  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTTTCTGATTG     
PpOPR5  GCGCGTAACGCGCGTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGATTG     
PpOPR2  GCGCGTAACGTGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGCGGCGCATGCGTATCTGATTG     
PpOPR1  GCGCGTAAAGCGATTGAAG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGATTG     
SmOPR1  GCGCGTAACGCGATTAGCG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGATTG     
SmOPR2  GCGCGTAACGCGATGCGTG---CGGGCTTTGATGGCGTGGAACTGCATGGCGCGCATGGCTATCTGATTG     
SmOPR3  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAACTGCATGGCGCGCATGGCTATCTGATTG     
SmOPR4  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAACTGCATGGCGCGCATGGCTATCTGATTG     
SmOPR6  GCGCGTAACGCGATTGAAG---CGGGCTTTGATGGCGTGGAACTGCATGGCGCGCATGGCTATCTGATTG     
PpOPR3  GCGAAAAACGCGATTGCGG---CGGGCTTTGATGGCGTGGAACTGCATGCGGCGCATGGCTATCTGCTGG     
SmOPR5  GCGCGTAACGCGCTGGCGG---CGGGCTTTGATGGCGTGGAAATTCATGCGGCGCATGGCTATCTGCTGG     
PpOPR6  GCGAAAAACGCGCGTGAAG---CGGGCTTTGATGGCTGCGAAATTCATGGCGCGCATGGCTATATTCTGG     
PtOPR4  GCGCTGAACGCGATTCGTG---CGGGCTTTGATGGCGTGGAAATTCATGGCGGCTATGGCTATCTGATTG     
PtOPR5    GCGCTGAACGCGATTCGTG---CGGGCTTTGATGGCGTGGAAATTCATGGCGCGCATGGCTATCTGATTG   
AtOPR02-1  GCGCTGAACGCGATTCGTG---CGGGCTTTGATGGCATTGAAATTCATGGCGCGCATGGCTATCTGATTG  
OsOPR08-1  GCGATTAACGCGATTGAAG---CGGGCTTTGATGGCATTGAAATTCATGGCGCGCATGGCTATATTATTG  
ZmOPR01-1  GCGGTGAACGCGATTAAAG---CGGGCTTTGATGGCATTGAAATTCATGGCGCGCATGGCTATCTGATTG  
SbOPR07-1  GCGATTAACGCGATTAAAG---CGGGCTTTGATGGCATTGAAATTCATGGCGCGCATGGCTATCTGATTG  
ZmOPR04- GCGATTAACGCGATTAAAG---CGGGCTTTGATGGCATTGAAATTCATGGCGCGCATGGCTATCTGATTG  1  
VcOPR1  GCGAAAAACGCGATTGAAGTGGCGGGCTTTGATGGCGTGGAAATTCATGGCGCGAACGGCTATTTTATTG     
CrOPR2  GCGGTGGCGGCGGTGGAAGTGGCGGGCTTTGATGGCGTGGAAATTCATGCGGCGAACGGCTATCTGATTG     
CrOPR3  GCGGTGGCGGCGGTGGAAGTGGCGGGCTTTGATGGCGTGGAAATTCATGGCGCGAACGGCTATCTGATTG     
CrOPR1  GCGCTGCGTGCGATTCAGGCGGGCGGCTTTGATGGCATTGAAATTCATGGCGGCAACGGCTATCTGCTGC     
VcOPR2     GCGGTGCGTGCGGTGAAACTGGGCGGCTTTGATGGCGTGGAACTGCATGCGGGCAACGGCTATCTGCTGC  
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ZmOPR08-1  AACAGTTTATGAAAGATAGCTGCAACGAT---CGTACCGATCAGT---------------------ATGG  
ZmOPR09-1  AACAGTTTATGAAAGATAGCTGCAACGAT---CGTACCGATCAGT---------------------ATGG  
SbOPR10-2  AACAGTTTATGAAAGATGGCGCGAACGAT---CGTGATGATGAAT---------------------ATGG  
SbOPR10-1  AACAGTTTATGAAAGATGGCACCAACGATGATCGTGATGATGAAT---------------------ATGG  
SbOPR10-4  AACAGTTTATGAAAGATAGCAGCAACGAT---CGTACCGATGAAT---------------------ATGG  
SbOPR10-5  AACAGTTTATGAAAGATAGCAGCAACGAT---CGTACCGATGAAT---------------------ATGG  
ZmOPR06-1  AACAGTTTATGAAAGATGGCGCGAACGAT---CGTGCGGATGAAT---------------------ATGG  
SbOPR10-3  AACAGTTTATGAAAGATGCGGCGAACGAT---CGTACCGATGAAT---------------------ATGG  
OsOPR06-1  AACAGTTTATGAAAGATAGCAGCAACGAT---CGTACCGATGAAT---------------------ATGG  
OsOPR06-2  AACAGTTTATGAAAGATAGCAGCAACGAT---CGTACCGATGAAT---------------------ATGG  
OsOPR06-4  ATCAGTTTATGAAAGATAGCGCGAACGGC---CGTACCGATCAGT---------------------ATGG  
OsOPR06-3  AACAGTTTATGAAAGATAGCGCGAACGAT---CGTAGCGATGAAT---------------------ATGG  
OsOPR06-5  ATCAGTTTATGAAAGATAGCGCGAACGAT---CGTACCGATGAAT---------------------ATGG  
OsOPR06-6  AACAGTTTATGAAAGATAGCGCGAACGAT---CGTACCGATGAAT---------------------ATGG  
ZmOPR08-2  AACAGTTTCTGAAAGATAGCGCGAACGAT---CGTGATGATGAAT---------------------ATGG  
SbOPR09-1  A------------------TGCGAACGAT---CGTGATGATGAAT---------------------ATGG  
OsOPR01-1  ATCAGTTTATGAAAGATAGCGTGAACGAT---CGTACCGATGCGT---------------------ATGG  
OsOPR01-2  ATCAGTTTATGAAAGCGAGCGTGAACGAT---CGTACCGATGAAT---------------------ATGG  
ZmOPR03-1  ATCAGTTTATGAAAGATAGCACCAACGAT---CGTGATGATAGCT---------------------ATGG  
SbOPR08-1  ATCAGTTTATGAAAGATAGCACCAACGAT---CGTGATGATGCGT---------------------ATGG  
OsOPR02-1  AACAGTTTATGAAAGATGGCGTGAACGAT---CGTACCGATAAAT---------------------ATGG  
SbOPR04-1  AACAGTTTATGAAAGATAGCGTGAACGAT---CGTACCGATGAAT---------------------ATGG  
OsOPR04-2  ATCAGTTTATGAAAGATGGCGTGAACGCG---CGTGCGGATGAAT---------------------ATGG  
OsOPR04-3  AACAGTTTATGAAAGATGGCGTGAACGAT---CGTGCGGATGAAT---------------------ATGG  
SbOPR06- AACAGTTTATGAAAGATAGCGTGAACGAT---CGTACCGATAAAT---------------------ATGG  3  
PsOPR1  ATCAGTTTATGAAAGATAGCATTAACAAC---CGTACCGATGAAT---------------------ATGG     
PsOPR2  ATCAGTTTATGAAAGATAGCATTAACAAC---CGTACCGATGAAT---------------------ATGG     
PsOPR3    ATCAGTTTATGAAAGATAGCATTAACAAC---CGTATTGATCAGT---------------------ATGG   
OsOPR04-1  ATCAGTTTCTGAAAGATCAGGTGAACGAT---CGTAGCGATAAAT---------------------ATGG  
ZmOPR02-1  ATCAGTTTCTGAAAGATGGCGTGAACGAT---CGTACCGATAAAT---------------------ATGG  
SbOPR06-2  ATCAGTTTCTGAAAGATCAGGTGAACGAT---CGTACCGATAAAT---------------------ATGG  
SbOPR06- ATCAGTTTCTGAAAGATCATGTGAACGAT---CGTACCGATATTT---------------------ATGG  1  
PtOPR6  ATCAGTTTCTGAAAGATCAGGTGAACGAT---CGTACCGATAACT---------------------ATGG     
PtOPR7  ATCAGTTTCTGAAAGATCAGGTGAACGAT---CGTACCGATAACT---------------------ATGG     
PtOPR2  ATCAGTTTATGAAAGATCAGGTGAACAAC---CGTACCGATCAGT---------------------ATGG     
PtOPR3  ATCAGTTTATGAAAGATCAGGTGAACAAC---CGTACCGATCAGT---------------------ATGG     
PtOPR1    ATCAGTTTATGAAAGATCAGGTGAACGAT---CGTACCGATCAGT---------------------ATGG   
AtOPR01-1  ATCAGTTTATGAAAGATAGCGTGAACGAT---CGTACCGATAGCT---------------------ATGG  
AtOPR01-4  ATCAGTTTATGAAAGATACCGTGAACGAT---CGTACCGATGAAT---------------------ATGG  
AtOPR01-5  ATCAGTTTATGAAAGATAAAGTGAACGAT---CGTACCGATGAAT---------------------ATGG  
MtOPR05-2  AACAGTTTATGAAAGATAAAGTGAACGAT---CGTACCGATGAAT---------------------ATGG  
MtOPR05-7  AACAGTTTATGAAAGATAAAGTGAACGAT---CGTACCGATAAAT---------------------ATGG  
MtOPR05-1  AACAGTTTATGAAAGATAAAGTGAACGAT---CGTACCGATGAAT---------------------ATGG  
MtOPR05-3  AACAGTTTATGAAAGATAAAGCGAACGAT---CGTACCGATGAAT---------------------ATGG  
MtOPR05-4  AACAGTTTATGAAAGATCAGGTGAACGAT---CGTACCGATGAAT---------------------ATGG  
MtOPR05-5  AACAGTTTATGAAAGATAAAGTGAACGAT---CGTACCGATGAAT---------------------ATGG  
MtOPR05- AACAGTTTATGAAAGATAAAGTGAACGAT---CGTACCGATGAAT---------------------ATGG  6  
PpOPR4  ATCAGTTTCTGAAAGATGGCATTAACGAT---CGTAGCGATAAAT---------------------ATGG     
PpOPR5  ATCAGTTTCTGAAAGATGGCATTAACGAT---CGTACCGATAAAT---------------------ATGG     
PpOPR2  ATCAGTTTCTGAAAGATGGCGTGAACGAT---CGTACCGATGAAT---------------------ATGG     
PpOPR1  AACAGTTTCTGAAAAGCAGCGTGAACGAT---CGTACCGATAAAT---------------------ATGG     
SmOPR1  ATCAGTTTCTGAAAGATGGCGTGAACGAT---CGTACCGATGAAT---------------------ATGG     
SmOPR2  ATCAGTTTTTTAAAGATAGCACCAACGAT---CGTACCGATGAAT---------------------ATGG     
SmOPR3  ATCAGTTTCTGAAAGATGGCATTAACGAT---CGTACCGATGGCT---------------------ATGG     
SmOPR4  ATCAGTTTCTGAAAGATGGCATTAACGAT---CGTACCGATGGCT---------------------ATGG     
SmOPR6  ATCAGTTTCTGAAAGATGGCATTAACGAT---CGTACCGATGGCT---------------------ATGG     
PpOPR3  ATCAGTTTCTGAAAGATGGCATTAACGAT---CGTAAAGATGAAT---------------------ATGG     
SmOPR5  ATCAGTTTCTGAAAGATGGCATTAACGAT---CGTGATGATGCGT---------------------ATGG     
PpOPR6  ATGCGTTTATTAAAGATACCATTAACGAT---CGTACCGATGCGT---------------------ATGG     
PtOPR4  ATCAGTTTCTGAAAGATGGCATTAACGAT---CGTATTGATGATCTGTGCCATACCAGCGCGTATGATGG     
PtOPR5    ATCAGTTTCTGAAAAACGGCATTAACGAT---CGTGTGGATGAAT---------------------ATGG   
AtOPR02-1  ATCAGTTTCTGAAAGATGGCATTAACGAT---CGTACCGATCAGT---------------------ATGG  
OsOPR08-1  ATCAGTTTCTGAAAGATGGCATTAACGAT---CGTACCGATGAAT---------------------ATGG  
ZmOPR01-1  ATCAGTTTCTGAAAGGCGGCATTAACGAT---CGTACCGATGAAT---------------------ATGG  
SbOPR07-1  ATCAGTTTCTGAAAGATGGCATTAACGAA---CGTACCGATGAAT---------------------ATGG  
ZmOPR04- ATCAGTTTCTGAAAGATGGCATTAACGAT---CGTGCGGATGAAT---------------------ATGG  1  
VcOPR1  ATCAGTTTATTAAAGATAGCGTGAACGAT---CGTACCGATGAAT---------------------ATGG     
CrOPR2  ATCAGTTTCTGAAAGATAACGTGAACGAT---CGTACCGATGAAT---------------------ATGG     
CrOPR3  ATCAGTTTATTAAAGATAACGTGAACGAT---CGTACCGATGAAT---------------------ATGG     
CrOPR1  AGGCGTTTATGGCGCAGAAAACCAACCAG---CGTACCGATAAAT---------------------ATGG     
VcOPR2     AGAGCTTTCTGGCGAAAAAAACCAACCTG---CGTACCGATAAAT---------------------ATGG  
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ZmOPR08-1  CGGC---AGCCTGGAAAACCGTTGCCGTCTGGCGGTGGAAGTGGTGGATGCGGTGGTGCGTGAAGTGGGC  
ZmOPR09-1  CGGC---AGCCTGGAAAACCGTTGCCGTCTGGCGGTGGAAGTGGTGGATGCGGTGGTGCGTGAAGTGGGC  
SbOPR10-2  CGGC---AGCCTGGAAAACCGTTGCCGTTTTGCGGTGGAAGTGGTGGATGCGGTGGTGCGTGAAGTGGGC  
SbOPR10-1  CGGC---AGCCTGGAAAACCGTTGCCGTTTTGCGGTGGAAGTGGTGGATGCGGTGGTGCATGAAGTGGGC  
SbOPR10-4  CGGCGGCAGCCTGGAAAACCGTTGCCGTTTTGCGGTGGAAGTGGTGGATGCGATTGTGGGCGAAGTGGGC  
SbOPR10-5  CGGCGGCAGCCTGGAAAACCGTTGCCGTTTTGCGGTGGAAGTGGTGGATGCGATTGTGGGCGAAGTGGGC  
ZmOPR06-1  CGGC---AGCGTGGAAAACCGTTGCCGTTTTGTGGTGGAAGTGGTGGATGCGCTGGTGCGTGAAATTGGC  
SbOPR10-3  CGGC---AGCGTGGAAAACCGTTGCCGTTTTGTGGTGGAAATTGTGGATGCGCTGGTGCATGAAGTGGGC  
OsOPR06-1  CGGC---AGCCTGGAAAACCGTTGCCGTTTTGCGGTGGAAGTGATTGATGCGGTGGTGGGCGAAATTGGC  
OsOPR06-2  CGGC---AGCCTGGAAAACCGTTGCCGTTTTGCGGTGGAAGTGATTGATGCGGTGGTGGGCGAAATTGGC  
OsOPR06-4  CGGC---AGCCTGGAAAACCGTTGCCGTTTTGCGGTGGAAGTGATTGATGCGGTGGTGGCGGAAGTGGGC  
OsOPR06-3  CGGC---AGCCTGGAAAACCGTTGCCGTTTTGTGGTGGAAGTGATTGATGCGATTGTGGCGGAAGTGGGC  
OsOPR06-5  CGGC---AACCTGGAAAACCGTTGCCGTTTTGCGGTGGAAGTGATTGATGCGGTGGTGGCGGAAGTGGGC  
OsOPR06-6  CGGC---AGCCTGGAAAACCGTTGCCGTTTTGCGGTGGAAGTGATTGATGCGGTGGTGGCGGAAGTGGGC  
ZmOPR08-2  CGGC---AGCCTGGAAAACCGTTGCCGTTTTGCGCTGGAAGTGGTGCGTGCGGTGGCGGGCGAAGTGGGC  
SbOPR09-1  CGGC---AGCCTGCATAACCGTTGCCGTTTTGCGCTGGAAGTGGTGCGTGCGGTGGCGGCGGAAGTGGGC  
OsOPR01-1  CGGC---GGCATTGAAAACCGTTGCCGTTTTGCGGCGGAAGTGATTACCGCGGTGGCGGGCGAAATTGGC  
OsOPR01-2  CGGC---AGCGTGGAAAACCGTTGCCGTATTACCGTGGATGCGATGAGCGCGGTGGCGGAAGAAATTGGC  
ZmOPR03-1  CGGC---AGCCTGGAAAACCGTTGCCGTTTTACCGCGGAAGTGATGGCGGCGGTGGCGGATGAAGTGGGC  
SbOPR08-1  CGGC---AGCCTGGAAAACCGTTGCCGTTTTACCGCGGAAGTGACCGCGGCGGTGGCGGCGGAAGTGGGC  
OsOPR02-1  CGGC---AGCATTGCGAACCGTTGCCGTTTTGCGCTGGAAGTGATTCAGGCGGCGATTGATGAAATTGGC  
SbOPR04-1  CGGC---AGCATGGAAAACCGTTGCCGTTTTGCGCTGGAAGTGATTCAGGCGGCGATTGATGAAGTGGGC  
OsOPR04-2  CGGC---GGCGTGGCGGGCCGTTGCCGTTTTGCGCTGGAAGTGGTGGATGCGGTGGCGGCGGAAGCGGGC  
OsOPR04-3  CGGC---AGCCTGCAGAACCGTTGCCGTTTTGCGCTGGAAGTGATTGATGCGGTGAGCACCGAAGTGGGC  
SbOPR06- CGGC---AGCATTCAGAACCGTTGCCGTTTTGCGCTGGAAGTGGTGGATGCGGTGGTGGCGGAAGTGGGC  3  
PsOPR1  CGGC---ACCCTGGCGAACCGTTGCCGTTTTCCGCTGGAAGTGGTGGAAGCGGTGGCGAACGAAATTGGC     
PsOPR2  CGGC---ACCCTGGCGAACCGTTGCCGTTTTCCGCTGGAAGTGGTGGAAGCGGTGGCGAACGAAATTGGC     
PsOPR3    CGGC---ACCCTGGAAAACCGTTGCCGTTTTCCGCTGGAAGTGGTGGAAGCGGTGGCGAACGAAATTGGC   
OsOPR04-1  CGGC---AGCCTGGAAAACCGTTGCCGTTTTGCGCTGGAAGTGGTGCAGGCGGTGACCGATGAAATTGGC  
ZmOPR02-1  CGGC---AGCCTGGAAAACCGTTGCCGTTTTGCGCTGGAAGTGACCCAGGCGGTGGTGGATGAAATTGGC  
SbOPR06-2  CGGC---AGCCTGGAAAACCGTTGCCGTTTTGCGCTGGAAGTGGTGCAGGCGGTGGCGAACGAAATTGGC  
SbOPR06- CGCG---AGCCTGGAAAACCGTTGCCGTTTTGCGGTGGAAATTATTCAGGCGGTGGTGGATGAAATTGGC  1  
PtOPR6  CGGC---AGCCTGGAAAACCGTTGCCGTTTTCCGCTGGAAATTCTGGAAGCGGTGGTGGATGAAGTGGGC     
PtOPR7  CGGC---AGCCTGGAAAACCGTTGCCGTTTTCCGCTGGAAATTCTGGAAGCGGTGGTGGATGAAGTGGGC     
PtOPR2  CGGC---AGCCTGGAAAACCGTTGCCGTTTTCCGCTGGAAATTGTGGAAGCGATTGCGAACGAAATTGGC     
PtOPR3  CGGC---AGCCTGGAAAACCGTTGCCGTTTTCCGCTGGAAATTGTGGAAGCGATTGCGAACGAAATTGGC     
PtOPR1    CGGC---AGCCTGGAAAACCGTTGCCGTTTTGCGCTGGAAGTGGTGGGCGCGGTGGTGGATGAAATTGGC   
AtOPR01-1  CGGC---AGCCTGGAAAACCGTTGCCGTTTTGCGCTGCAGGTGATTGAAGCGGTGAGCAAAGAAATTGGC  
AtOPR01-4  CGGC---AGCCTGCAGAACCGTTGCAAATTTCCGCTGGAAATTGTGGATGCGGTGGCGAAAGAAATTGGC  
AtOPR01-5  CGGC---AGCCTGCAGAACCGTTGCAAATTTGCGCTGGAAGTGGTGGATGCGGTGGCGAAAGAAATTGGC  
MtOPR05-2  CGGC---AGCCTGGAAAACCGTTGCCGTTTTCCGCTGGAAGTGGTGGAAGCGGTGGTGAACGAAATTGGC  
MtOPR05-7  CGGC---ACCCTGGAAAACCGTTGCCGTTTTGCGCTGGAAATTGTGGAAGCGGTGGTGAACGAAATTGGC  
MtOPR05-1  CGGC---AGCCTGGAAAACCGTTGCCGTTTTGCGCTGGAAGTGGTGGATGCGGTGGTGAACGAAATTGGC  
MtOPR05-3  CGGC---ACCCTGGAAAACCGTTGCCGTTTTGTGCTGGAAATTGTGGAAGCGGTGGCGAACGAAATTGGC  
MtOPR05-4  CGGC---AGCCTGGAAAACCGTTGCCGTATTGTGCTGGAAGTGGTGGAAGCGGTGGCGAACGAAATTGGC  
MtOPR05-5  CGGC---AGCCTGGAAAACCGTTGCCGTTTTGCGCTGGAAGTGGTGGAAGCGGTGGCGAACGAAATTGGC  
MtOPR05- CGGC---AGCCTGGAAAACCGTTGCCGTTTTGCGCTGGAAGTGGTGGAAGCGGTGGCGAACGAAATTGGC  6  
PpOPR4  CGGC---AGCATGGAAAACCGTGCGCGTTTTCTGGTGGAAATTGTGGAAGCGGTGACCGAAGAAATTGGC     
PpOPR5  CGGC---AGCCGTGAAAACCGTTGCCGTTTTATGGTGGAAGTGGTGGAAGCGGTGACCAAAGAAATTGGC     
PpOPR2  CGGC---AGCCTGGCGAACCGTTGCCGTTTTATGGAAGAAGTGGTGGAAGCGGTGACCAAAGAAGTGGGC     
PpOPR1  CGGC---AGCGTGGAAAACCGTATGCGTTTTCTGATTGAAACCGTGGAAGCGGTGAGCGAAGAAATTGGC     
SmOPR1  CGGC---AGCCTGGAAAACCGTTGCCAGTTTGCGCTGGAAATTGTGGAAGCGATTAGCAAAGAAATTGGC     
SmOPR2  CGGC---AGCGTGGAAAACCGTTGCCGTTTTGCGCTGGAACTGGTGGAAGCGGTGAGCAAAGAAGTGGGC     
SmOPR3  CGGC---AGCGTGGAAAACCGTTGCCGTTTTGCGCTGGAACTGGTGGAAGCGGTGGCGAAAGAAATTGGC     
SmOPR4  CGGC---AGCGTGGAAAACCGTTGCCGTTTTAGCCTGGAACTGGTGGATGCGGTGGCGAAAGAAATTGGC     
SmOPR6  CGGC---AGCGTGGAAAACCGTTGCCGTTTTGCGCTGGAACTGGTGGAAGCGGTGGCGAAAGAAATTGGC     
PpOPR3  CGGC---AGCCTGGAAAACCGTTGCCGTTTTCTGTTTGATATTGTGACCGCGATTACCGCGGAAATTGGC     
SmOPR5  CGGC---AGCATTGCGAACCGTAGCCGTCTGGTGCTGGAAATTCTGGAAGCGATTTGCCGTGAAGCGGGC     
PpOPR6  CGGC---AGCATTGAAAACCGTTGCAAACTGCTGATGGAAGTGACCCAGGCGGTGGTGGATGAAATTGGC     
PtOPR4  CGGC---AGCATGGAAAACCGTTGCCGTTTTCTGATGCAGGTGATTCAGGCGGTGGTGAGCGCGGTGGGC     
PtOPR5    CGGC---AGCATTGAAAACCGTTGCCGTTTTATGATGCAGGTGATTCAGGCGGTGGTGAGCGCGGTGGGC   
AtOPR02-1  CGGC---AGCATTGCGAACCGTTGCCGTTTTCTGAAACAGGTGGTGGAAGGCGTGGTGAGCGCGATTGGC  
OsOPR08-1  CGGC---AGCCTGAGCAACCGTTGCCGTTTTCTGCTGGAAGTGACCCGTGCGGTGGTGAGCGCGATTGGC  
ZmOPR01-1  CGGC---AGCCTGAGCAACCGTTGCCGTTTTCTGCTGGAAGTGACCCGTGCGGTGGTGAGCGCGATTGGC  
SbOPR07-1  CGGC---AGCCTGAGCAACCGTTGCCGTTTTCTGCTGGAAGTGACCCGTGCGGTGGTGAGCGCGATTGGC  
ZmOPR04- CGGC---AGCCTGAGCAACCGTTGCCGTTTTCTGCTGGAAGTGACCCGTGCGGTGGTGAGCGCGATTGGC  1  
VcOPR1  CGGC---AGCATTGAAAAACGTTGCCGTCTGGCGCTGGAAGTGGTGGAAGCGGTGGTGGCGGCGGTGGGC     
CrOPR2  CGGC---AGCATTGAAAACCGTTGCCGTTTTGCGCTGGAAGTGACCGAAGCGGTGGTGGCGGCGGTGGGC     
CrOPR3  CGGC---AGCATTGAAAACCGTTGCCGTTTTGCGCTGGAAGTGACCGAAGCGGTGGTGGCGGCGGTGGGC     
CrOPR1  CGGC---AGCGTGGCGAACCGTTGCCGTCTGCTGCTGGAAACCGTGGATGCGGTGGCGGCGGCGGTGGGC     
VcOPR2     CGGC---AGCATTGCGAACCGTAGCCGTCTGCTGCTGGAAGCGATTGATGCGGTGGCGGCGGCGCTGGGC  
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ZmOPR08-1  GCGCGTCGTGTGGGCA-TTCGTCTGAGCCCGTTTGTGGATTTTGTGGATTGCGTG------GATAGCGAT  
ZmOPR09-1  GCGCGTCGTGTGGGCA-TTCGTCTGAGCCCGTTTGTGGATTTTGTGGATTGCGTG------GATAGCGAT  
SbOPR10-2  GCGCCGCGTGTGGGCA-TTCGTCTGAGCCCGTTTCTGGATTTTATGGATTGCGTG------GATAGCGAT  
SbOPR10-1  GCGCGTCGTGTGGGCG-TGCGTCTGAGCCCGTTTGTGGATTTTCTGGATTGCGTG------GATAGCGAT  
SbOPR10-4  GCGCATCGTGTGGGCA-TTCGTCTGAGCCCGTTTGCGGATTATTTTGATTGCGTG------GATAGCGAT  
SbOPR10-5  GCGCATCGTGTGGGCA-TTCGTCTGAGCCCGTTTGCGGATTATTTTGATTGCGTG------GATAGCGAT  
ZmOPR06-1  GCGAGCCGTGTGGGCA-TTCGTCTGAGCCCGTTTGCGGATTATCTGAACTGCGCG------GATAGCAAC  
SbOPR10-3  GCGTGCCGTGTGGGCA-TTCGTCTGAGCCCGTTTGCGGATTATATGGATTGCGCG------GATAGCGAT  
OsOPR06-1  GCGCATAGCGTGGGCA-TTCGTCTGAGCCCGTTTCTGGATTATATGGATTGCGTG------GATAGCGAT  
OsOPR06-2  GCGCATCGTGTGGGCA-TTCGTCTGAGCCCGTTTCTGGATTTTATGGATTGCGTG------GATAGCGAT  
OsOPR06-4  GCGGATCGTGTGGGCA-TTCGTCTGAGCCCGTATATTGATTTTATGGATTGCTTT------GATAGCAAC  
OsOPR06-3  GCGCATCGTGTGGGCA-TTCGTCTGAGCCCGTTTATTGATTATATGGATTGCGTG------GATAGCGAT  
OsOPR06-5  GCGCATCGTGTGGGCA-TTCGTCTGAGCCCGTTTGATAACTATATGGATTGCTTT------GATAGCAAC  
OsOPR06-6  GCGCATCGTGTGGGCA-TTCGTCTGAGCCCGTTTGTGGATTTTATGGATTGCTTT------GATAGCGAT  
ZmOPR08-2  CCGGGCCGTGTGGGCG-TGCGTCTGAGCCCGTTTACCGATTATATGGATTGCCAT------GATAGCGAT  
SbOPR09-1  GCGCGTCGTGTGGGCG-TGCGTCTGAGCCCGTTTACCGATTATATGGATTGCCAT------GATAGCGAT  
OsOPR01-1  GCGCATCGTCTGGGCG-TGCGTCTGAGCCCGTTTGCGGATTATATGGATTGCCAT------GATAGCGAT  
OsOPR01-2  GCGGATCGTGTGGGCG-TGCGTCTGAGCCCGTTTGCGGATCATTGCCGTGAAGAA------GGCACCGAT  
ZmOPR03-1  GCGAACCGTCTGGGCG-TGCGTCTGAGCCCGTTTGCGGATTATATGGATTGCCAT------GATAGCAAC  
SbOPR08-1  GGCGATCGTCTGGGCG-TGCGTCTGAGCCCGTTTGCGGATTATATGGATTGCCAT------GATAGCGAT  
OsOPR02-1  AGCGATCGTGTGGGCG-TGCGTCTGAGCCCGTATAGCAACTGCCTGGATTGCTGG------GATAGCGAT  
SbOPR04-1  GCGGATAAAGTGGGCG-TGCGTCTGAGCCCGTATAGCAACTGCCTGGATTGCTGG------GATAGCGAT  
OsOPR04-2  GCGGGCCGTACCGGCG-TGCGTCTGAGCCCGTATAGCCGTTGCCTGGATTGCGCG------GATAGCGAT  
OsOPR04-3  CCGGATCGTGTGGGCT-TTCGTATTAGCCCGTATATTAGCTATTATGGCTGCCAT------GATAGCGAT  
SbOPR06- AGCGATCGTGTGGGCA-TTCGTCTGAGCCCGTATGCGAACTATCTGGGCTGCCAT------GATAGCGAT  3  
PsOPR1  GGCGAACGTGTGGGCA-TTCGTCTGAGCCCGTTTGCGCAGTATCTGGAAAGCAGC------GATAGCGAT     
PsOPR2  GGCGAACGTGTGGGCA-TTCGTCTGAGCCCGTTTGCGCAGTATCTGGAAAGCAGC------GATAGCGAT     
PsOPR3    GCGGAACGTGTGGGCA-TTCGTCTGAGCCCGTTTGCGCAGTTTCTGGAAAGCAGC------GATAGCGAT   
OsOPR04-1  GCGGATAAAGTGGGCA-TTCGTCTGAGCCCGTTTGCGAGCTATAGCGAAGCGGCG------GATAGCAAC  
ZmOPR02-1  GCGGATAAAGTGGGCA-TTCGTCTGAGCCCGTTTGCGAGCTATAGCGAAGCGCCG------GATAGCGAT  
SbOPR06-2  GCGGATAAAGTGGGCA-TTCGTATTAGCCCGTTTGCGAACTATCATGAAGCGAGC------GATAGCAAC  
SbOPR06- GCGGATAAAGTGGGCA-TTCGTCTGAGCCCGTTTGCGAACTATAGCGGCGCGGTG------GATAGCAAC  1  
PtOPR6  GCGGATAAAGTGGGCA-TGCGTCTGAGCCCGTATGCGAACTATATGGAAGCGGTG------GATAGCAAC     
PtOPR7  GCGGATAAAGTGGGCA-TGCGTCTGAGCCCGTATGCGGATTATATGGAAGCGGTG------GATAGCAAC     
PtOPR2  AGCGATAAACTGGGCA-TTCGTCTGAGCCCGCATGTGAACTATATGGAAAGCGGC------GATAGCGAT     
PtOPR3  AGCGATAAAGTGGGCA-TTCGTCTGAGCCCGCATGTGAACTTTATGGAAAGCGAA------GATAGCGAT     
PtOPR1    GCGGATCGTGTGGGCA-TTCGTCTGAGCCCGTATGCGAACTATGGCCAGGCGGGC------GATAGCAAC   
AtOPR01-1  CCGGATCGTGTGGGCA-TTCGTCTGAGCCCGTTTGCGGATTATATGGAAAGCGGC------GATACCGAT  
AtOPR01-4  CCGGATCGTGTGGGCA-TTCGTCTGAGCCCGTTTGCGGATTATATGGAAAGCGGC------GATACCAAC  
AtOPR01-5  CCGGATCGTGTGGGCA-TTCGTCTGAGCCCGTTTGCGGATTATATGGAAAGCGGC------GATACCAAC  
MtOPR05-2  GCGGATAAAGTGGGCA-TTCGTCTGAGCCCGTTTGCGGAATATGCGGAAAGCGGC------GATAGCAAC  
MtOPR05-7  GCGGAACGTGTGGGCA-TTCGTCTGAGCCCGTTTGCGGAATATGGCGAATGCGGC------GATAGCAAC  
MtOPR05-1  GCGGAACGTGTGGGCA-TTCGTCTGAGCCCGTTTGCGGAACATAGCGAAAGCCGT------GATAGCAAC  
MtOPR05-3  GCGGAACGTGTGGGCA-TTAAACTGAGCCCGTTTGAAAAATTTGGCGATTGCGGC------GATAGCAAC  
MtOPR05-4  GCGGATCGTACCGGCA-TTCGTCTGAGCCCGTTTAGCGAATATGCGGAATGCGTG------GATAGCAAC  
MtOPR05-5  GCGGAACGTGTGGGCA-TTCGTCTGAGCCCGTTTGCGGAATATGCGGAATGCGGC------GATAGCAAC  
MtOPR05- ACCGAACGTGTGGGCA-TTCGTCTGAGCCCGTTTGCGGAATATAGCGAATGCGGC------GATAGCAAC  6  
PpOPR4  GCGGATCGTGTGGGCG-TGAAACTGAGCCCGTTTAGCCATAGCTATGGCGCGACC------GATAGCGAT     
PpOPR5  GCGGATCGTGTGGGCA-TTCGTATTAGCCCGTTTACCAACGTGGTGGATGCGAGC------GATAGCGAT     
PpOPR2  GCGCAGCGTGTGGGCA-TTCGTATTAGCCCGTTTACCGATCATTATGATGGCGGC------GATAGCGAT     
PpOPR1  AGCGATCGTCTGGGCG-TGCGTATTAGCCCGTTTACCGATTATAACGATAGCAAA------GATGATGAT     
SmOPR1  AGCGATCGTGTGGGCA-TTCGTCTGAGCCCGTTTAGCAACCATAGCGGCTGCGTG------GATAGCAAC     
SmOPR2  GCGGATCGTGTGGGCA-TTCGTCTGAGCCCGTTTAGCGATTATGTGGGCGCGGTG------GATAGCAAC     
SmOPR3  AGCCAGCGTATTGGCT-TTCGTTTTAGCCCGTTTAGCAACTTTAGCGATAGCGCG------GATAGCAAC     
SmOPR4  AGCCAGCGTATTGGCT-TTCGTTTTAGCCCGTTTAGCAACTTTAGCGATAGCGCG------GATAGCAAC     
SmOPR6  AGCCAGCGTATTGGCT-TTCGTTTTAGCCCGTTTAGCAACTTTAGCGATAGCGCG------GATAGCAAC     
PpOPR3  AGCCAGCGTACCAGCG-TGCGTATTAGCCCGATTATTGATCATATTGGCGCGACC------GATAGCAAC     
SmOPR5  CCGCAGCGTA-CCGCGGTGCGTATTAGCCCGATTATTGATCATCTGGGCGCGACC------GATAGCGAT     
PpOPR6  -GCGAGCAAAACCGCGGTGCGTATTAGCCCGTTTAGCGTGTATAACAGCGTGGGCCCG---GATAGCAAC     
PtOPR4  GCGGAACGTGTGGCGT-TTCGTACCAGCCCGGCGATTGATCATAACGATGCGACC------GATAGCGAT     
PtOPR5    GCGGAACGTGTGGCGT-TTCGTATGAGCCCGGCGATTGATCATCTGGATGCGACC------GATAGCGAT   
AtOPR02-1  GCGAGCAAAGTGGGCG-TGCGTGTGAGCCCGGCGATTGATCATCTGGATGCGACC------GATAGCGAT  
OsOPR08-1  GCGGATCGTGTGGCGG-TGCGTATTAGCCCGGCGATTGATCATCTGGATGCGTAT------GATAGCGAT  
ZmOPR01-1  GCGGATCGTGTGGCGG-TGCGTGTGAGCCCGGCGATTGATCATCTGGATGCGTAT------GATAGCAAC  
SbOPR07-1  GCGGATCGTGTGGCGG-TGCGTGTGAGCCCGGCGATTGATCATCTGGATGCGTAT------GATAGCAAC  
ZmOPR04- GCGGATCGTGTGGCGG-TGCGTGTGAGCCCGGCGATTGATCATCTGGATGCGTAT------GATAGCAAC  1  
VcOPR1  GCGGATCGTGTGGGCA-TTCGTATTAGCCCGTTTGCGCAGTTTCTGGATGCGGTG------GATAGCACC     
CrOPR2  GCGGATCGTGTGGGCA-TTCGTCTGAGCCCGTTTATTACCTTTAACGATGTGGCG------GATAGCATG     
CrOPR3  GCGGATCGTGTGGGCA-TTCGTCTGAGCCCGTTTACCAACTTTCTGGATGTGGCG------GATAGCACC     
CrOPR1  CCGGAACGTACCGCGG-TGAAAATTCAGCCGGGCATTACCTTTAGCGATCTGATTGAACCGGAAGCGGAT     
VcOPR2     CCGCAGCGTACCGCGG-TGAAACTGCAGCCGGGCGTGACCTTTAGCGATCTGATTGAACCGGAAGAAGAT  

Sub. Ⅲ 

Sub. Ⅳ 

Sub. Ⅴ 

Sub. Ⅰ 

Sub. Ⅵ 

Sub. Ⅱ 

Sub. Ⅶ 



                       990        1000       1010       1020       1030       1040      1050      
             ....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
ZmOPR08-1  CCGGTGGCGCTGGGCCATTATATGGTGCAGCAGC---TGAACCGTCATAGCGGCCTGCTGTATTGCCATA  
ZmOPR09-1  CCGGTGGCGCTGGGCCATTATATGGTGCAGCAGC---TGAACCGTCATAGCGGCCTGCTGTATTGCCATA  
SbOPR10-2  CCGGCGGCGCTGGCGGATTATATGGTGCGTCAGC---TGAACCGTCATGAAGGCTTTCTGTATTGCCATA  
SbOPR10-1  CCGCTGGCGCTGGGCGAATATATGGTGCAGCAGC---TGAACCGTCATGAAGGCCTGCTGTATTGCCATA  
SbOPR10-4  CCGGTGGCGCTGGGCCATTATATGATTCAGCAGC---TGAACAAACATGAAGGCTTTCTGTATTGCCATA  
SbOPR10-5  CCGGTGGCGCTGGGCCATTATATGATTCAGCAGC---TGAACAAACATGAAGGCTTTCTGTATTGCCATA  
ZmOPR06-1  CCGCTGGCGCTGGGCCATTATATGGTGGAACAGC---TGAACCGTCATGAAGGCTTTCTGTATTGCCATA  
SbOPR10-3  CCGATGGCGCTGGGCGATTATATGGTGCGTCAGC---TGAACAAACATGAAGGCTTTCTGTATTGCCATA  
OsOPR06-1  CCGGAAGCGCTGGGCAGCTATATGGTGGAACAGC---TGAACAAACATGAAGATTTTCTGTATTGCCATA  
OsOPR06-2  CCGGAAGCGCTGGGCAGCTATATGGTGGAACAGC---TGAACAAACATGAAGGCTTTCTGTATTGCCATA  
OsOPR06-4  CCGGAAGCGCTGGGCAGCTATATGGTGCGTCAGC---TGAACAAACATCCGGAACTGCTGTATTGCCATA  
OsOPR06-3  CCGGTGGCGCTGGGCAGCTATATGGTGCAGCAGC---TGAACAAACATCCGGGCTTTCTGTATTGCCATA  
OsOPR06-5  CCGGTGGCGCTGGGCAGCTATATGGTGCAGCAGC---TGAACAAACATCCGGGCTTTCTGTATTGCCATA  
OsOPR06-6  CCGGTGGCGCTGGGCAGCTATATGGTGCAGCAGC---TGAACAAACATCCGGGCTTTCTGTATTGCCATA  
ZmOPR08-2  CCGGAAGCGCTGGCGGGCTATCTGGTGCGTAGCC---TGAGCG---ATGTGGGCGTGCTGTATTGCCATA  
SbOPR09-1  CCGGAAGCGCTGGCGGGCTATATGGTGGAAAAAC---TGAGCG---AACTGGGCGTGCTGTATTGCCATA  
OsOPR01-1  CCGGAAGTGCTGGCGCTGCGTGTGATTGGCCTGA---TGAACAACCTG---GGCGTGCTGTATTGCCATA  
OsOPR01-2  CCGGAAGAAGTGGCGCTGCATCTGATTGGCGTGA---TGAACGGCCTG---GGCGTGCTGTATTGCCATG  
ZmOPR03-1  CCGGAAGCGCTGGCGCTGCATGTGATTGATGAAACCCTGAACCCGCTG---GGCGTGCTGTATTGCCATA  
SbOPR08-1  CCGGAAGCGCTGGGCCTGCATGTGATTGATAAAACCCTGAACCCGCTG---GGCGTGCTGTATTGCCATA  
OsOPR02-1  CCGGATGCGCTGGGCCTGTATATGATTCAGGCGA---TGAGCAAACTG---GGCGTGCTGTATTGCAGCA  
SbOPR04-1  CCGGATGCGCTGGGCCTGTATATGATTCATGCGA---TGAACAAACTG---GGCGTGCTGTATTGCAGCA  
OsOPR04-2  CCGGATGCGCTGGCGGCGCATATGGCGCGTGAAC---TGGGCAGCCGT---GGCGTGCTGTATTGCAACG  
OsOPR04-3  CCGGATGCGCTGGGCGTGTATATGGCGCGTGAAC---TGGATCGTCGT---GGCGTGCTGTATTGCAGCG  
SbOPR06- CCGGATCGTCTGGGCGTGTATATGGCGCAGGAAC---TGAACCGTTAT---AACATTCTGTATTGCAGCG  3  
PsOPR1  CCGGAAGCGCTGGGCCTGTATATGGCGGAAGCGC---TGAACCGTTAT---AACATTCTGTATGCGCATT     
PsOPR2  CCGGAAGCGCTGGGCCTGTATATGGCGGAAGCGC---TGAACCGTTAT---AACATTCTGTATGCGCATT     
PsOPR3    CCGGAAGCGCTGGGCCTGTATATGGCGGAAACCC---TGAACCGTTAT---AACATTCTGTATGCGCATT   
OsOPR04-1  CCGGAAGCGCTGGGCCTGTATATGGCGAACGCGC---TGAACAAATTT---GGCATTCTGTATTGCCATA  
ZmOPR02-1  CCGGAAGCGCTGGGCCTGTATATGGCGAACGCGC---TGAACGAATTT---GGCATTCTGTATTGCCATA  
SbOPR06-2  CCGGAAGCGCTGGGCCTGTATATGGCGAAAGCGC---TGAACAAATTT---GGCATTCTGTATCTGCATA  
SbOPR06- CCGGAAGCGCTGGGCCTGTATATGGCGAACGCGC---TGAACAACTTT---GGCGTGCTGTATTGCCATG  1  
PtOPR6  CCGGAAGAACTGGGCCTGTATATGGCGAACGCGC---TGAACAAATTT---GGCATTCTGTATCTGCATG     
PtOPR7  CCGGAAGAACTGGGCCTGTATATGGCGAACGCGC---TGAACAAATTT---GGCATTCTGTATCTGCATG     
PtOPR2  CCGGAAGCGCTGGGCCTGTATATGGTGAAAAGCC---TGAACAAATAT---GGCATTGCGTATTGCCATA     
PtOPR3  CCGGAAGCGCTGGGCCTGCATATGGTGAAAAGCC---TGAACAAATAT---GGCATTGCGTATTGCCATA     
PtOPR1    CCGGGCGCGCTGGGCCTGTATATGGTGGAAAGCC---TGAACAAATAT---GGCATTCTGTTTTGCCATA   
AtOPR01-1  CCGAAACGTCTGGGCCTGTATATGGCGAAAAGCC---TGAACCGTTTT---GAAATTCTGTATTGCCATA  
AtOPR01-4  CCGGGCGCGCTGGGCCTGTATATGGCGGAAAGCC---TGAACAAATAT---GGCATTCTGTATTGCCATG  
AtOPR01-5  CCGGAAGCGCTGGGCCTGTATATGGTGGAAAGCC---TGAACAAATAT---GGCATTCTGTATTGCCATA  
MtOPR05-2  CCGAACGAACTGGGCCTGCATATGGTGAACGCGC---TGAACAAATAT---AACATTCTGTATTGCCATA  
MtOPR05-7  CCGGAAGAACTGGGCCTGTATATGGTGAACGCGC---TGAGCAAATAT---AACATTCTGTATTGCCATA  
MtOPR05-1  CCGACCGAACTGGGCCTGTATATGGTGAACGCGC---TGAACAAATAT---AACATTCTGTATTGCCATA  
MtOPR05-3  CCGCAGGAACTGGGCCTGTATATGGTGAACGCGC---TGAACAAATAT---GGCATTCTGTATTGCCATA  
MtOPR05-4  CCGCGTGAACTGGGCCTGTATATGGCGAACGCGC---TGAACAAATAT---GGCATTCTGTATTGCCATG  
MtOPR05-5  CCGAACGAACTGGGCCTGTATATGGTGAACGCGC---TGAACAAATAT---GGCATTCTGTATTGCCATA  
MtOPR05- CCGAAAGAACTGGGCCTGTATATGGTGAACGCGC---TGAACAAATAT---GGCATTCTGTATTGCCATA  6  
PpOPR4  GCGACCGGCCTGAGCGTGTTTCTGGCGGAAACCC---TGAACCGTTAT---AACCTGCTGTATCTGATGG     
PpOPR5  CCGAACGGCCTGAGCGTGTATATTGCGGAAACCC---TGAACCGTTAT---AACCTGCTGTATCTGCATG     
PpOPR2  CCGACCGGCCTGAGCGTGTATATTGCGAACACCC---TGAACAAATAT---AACCTGCTGTATCTGCATG     
PpOPR1  CCGGTGGCGCTGGGCGTGAGCATTGCGCAGGCGC---TGAACAAATAT---AACCTGATGTATCTGCATT     
SmOPR1  CCGCAGGAACTGGGCCTGTATCTGATTCAGGCGC---TGAACAGCGCG---AACCTGGTGTATGTGCATC     
SmOPR2  CCGCTGCAGCTGGGCCTGTATATGGCGGAAGAAC---TGAACCGTTTT---AACATTCTGTATGCGCATT     
SmOPR3  CCGATGAAACTGGCGGTGTTTCTGGCGGAAGCGC---TGAACCGTTAT---AACATTCTGTATGTG----     
SmOPR4  CCGATGAAACTGGCGGTGTTTCTGGCGGAAGCGC---TGAACCGTTAT---AACATTCTGTATGTG----     
SmOPR6  CCGATGAAACTGGCGGTGTTTCTGGCGGAAGCGC---TGAACCGTTAT---AACATTCTGTATGTG----     
PpOPR3  CCGGTGGCGCTGGGCGTGCATCTGGCGCGTAACC---TGAGCCGTTTT---AACCTGGCGTATCTGCATG     
SmOPR5  CCGGTGGCGCTGGCGCATCATCTGGTGGCGGGCT---TTGTGAAACTG---GGCGTGCTGTATCTGCATG     
PpOPR6  CCGGAAGCGCTGTTTACCTATCTGCATAGCAAAC---TGGATAAATTT---GGCCTGGCGTATATTCATC     
PtOPR4  CCGCTGAACCTGGGCCTGAGCGTGATTGAACGTA--TT-AACAAACTGCAGCTGCAGGTGGGCAGCAAAC     
PtOPR5    CCGCTGAACCTGGGCCTGAGCGTGATTGAACGTA--TT-AACAAACTGCAGCTGCAGGTGGGCAGCAAAC   
AtOPR02-1  CCGCTGAGCCTGGGCCTGGCGGTGGT-GGGCATG--CTGAACAAACTGCAGGGCGTGAACGGCAGCAAAC  
OsOPR08-1  CCGATTAAACTGGGCATGGCGGTGGTGGAACGTC---TGAACGCGCTGCAGCAGCAGAGCGGCCGTCTG-  
ZmOPR01-1  CCGCTGCAGCTGGGCCTGGCGGTGGTGGAACGTC---TGAACGCGCTGCAGCAGGAAGCGGGCCGTCTG-  
SbOPR07-1  CCGCTGCAGCTGGGCCTGGCGGTGGTGGATCGTC---TGAACGCGCTGCAGCAGGAAGTGGGCCGTCTGC  
ZmOPR04- CCGCTGCAGCTGGGCCTGGCGGTGGTGGATCGTC---TGAACGCGCTGCAGGAAGAAACCGGCCGTCTG-  1  
VcOPR1  CCGTATGCGACCCATACCTATCTGGTGGAACAGC---TGAACAAATAT---GGCCTGAGCTATATTCATA     
CrOPR2  CCGTATGGCACCAACGTGTATCTGCTGGAACAGC---TGAACAAACTG---GGCCTGGCGTATGTGCATA     
CrOPR3  CCGTATGGCACCAACGTGTATCTGCTGGAACAGC---TGAACAAATTT---GGCCTGGCGTATGTGCATA     
CrOPR1  GTGAAAGAAACCCTGGAATATCTGGGCCCGGAAC---TGAGCAAACGT---AACCTGGCGTATGTGTGCC     
VcOPR2     GTGCGTGAAACCCTGGATTATCTGGGCCCGGAAC---TGAGCAAACGT---AAACTGGCGTTTGTGACCC  
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ZmOPR08-1  TGGTGGAACCGCGTATT---A------------CCGCGCATGGCCGTCG---------------------  
ZmOPR09-1  TGGTGGAACCGCGTATGGCGA------------CCGTGGATGGCCGTCG---------------------  
SbOPR10-2  TGGTGGAACCGCGTATGGCGG------------TGGTGGATGGCCGTCG---------------------  
SbOPR10-1  TGGTGGAACCGCGTATGGCGA------------ACGTGGATGGCCGTCG---------------------  
SbOPR10-4  TGGTGGAACCGCGTATGGCGA------------TGGTGGATGGCCGTCG---------------------  
SbOPR10-5  TGGTGGAACCGCGTATGGCGA------------TTGTGGATGGCCGTCG---------------------  
ZmOPR06-1  TGGTGGAACCGCGTATGGCGA------------TTGTGGATGATCGTCG---------------------  
SbOPR10-3  TGGTGGAACCGCGTATGAGCA------------TTGTGGATGATCGTCG---------------------  
OsOPR06-1  TGGTGGAACCGCGTATGGCGA------------TTGTGGATGGCCGTCG---------------------  
OsOPR06-2  TGGTGGAACCGCGTATGGCGA------------TTGTGGATGGCCGTCG---------------------  
OsOPR06-4  TGGTGGAACCGCGTATGGCGA------------CCGTGGAAGGCCGTCG---------------------  
OsOPR06-3  TGGTGGAACCGCGTATGGCGA------------TTGTGGAAGGCCGTCG---------------------  
OsOPR06-5  TGGTGGAACCGGGCATGGCGA------------TTGTGGAAGGCCGTCG---------------------  
OsOPR06-6  TGGTGGAACCGCGTATGGCGA------------TTATTGAAGGCCGTCG---------------------  
ZmOPR08-2  TGATTGAACCGCGTATGGCGA------------TTGTGGATGGCCGTCG---------------------  
SbOPR09-1  TGATTGAACCGCGTATGGCGA------------TTGTGGATGGCCGTCG---------------------  
OsOPR01-1  TGATTGAACCGCGT-ATGTGCGTGGGCG--CGGGCGAAGATGGCAGCAAA--------------------  
OsOPR01-2  TGATTGAACCGCGTTGCATGCGTGAACA--GCATCGTGGCGCGCCGCGTG--------------------  
ZmOPR03-1  TGGTGGAACCGCGT-ATGCGTGTGAACCC-GGATGATGGCATTA---TGA--------------------  
SbOPR08-1  TGGTGGAAGCGCGT-ATGCGTGTGAACCC-GGAAGATGGCAACAAAATGA--------------------  
OsOPR02-1  TGGTGGAACCGGAAGTGGTGA------------AAGTGGATGGCAAAG----------------------  
SbOPR04-1  TGGTGGAACCGGAAGTGGTGA------------AAGTGGATGGCAAAG----------------------  
OsOPR04-2  TGGTGGAACCGGAAATGGTGGCG------ACCCCGGCGGAAGGCGGCAGCGGCGGCGAAACC--------  
OsOPR04-3  CGGTGGAACCGGAAATGGTGGCGGCGACCACCGTGGTGGATGGCGAAACCACCACCACCACCATGAGCCG  
SbOPR06- CGGTGGAACCGGAAATGGTGA------------TGGTGGATGGCAAAA----------------------  3  
PsOPR1  ATGTGGAACCGCGTCTGGTGA------------CCACCTTTGAACCGGT---------------------     
PsOPR2  ATGTGGAACCGCGTCTGGTGA------------CCACCTTTGAACCGGT---------------------     
PsOPR3    ATGTGGAACCGCGTCTGGTGA------------CCACCTTTGAACCGGT---------------------   
OsOPR04-1  TGGTGGAACCGCGTATGGTGA------------AACTGGGCGAA---AAA--------------------  
ZmOPR02-1  TGGTGGAACCGCGTATGGTGA------------AACTGGGCGAA---AAA--------------------  
SbOPR06-2  TGGTGGAACCGCGTATGATTA------------CCGTGGGCGAT---AAA--------------------  
SbOPR06- TGGTGGTGCCGCGTATGGTGA------------AAAACGGCGAA---AAC--------------------  1  
PtOPR6  TGATTGAACCGCGTATGGTGA------------AAGCGAACGAT---ATT--------------------     
PtOPR7  TGATTGAACCGCGTATGGTGA------------AAGCGAACGAT---ATT--------------------     
PtOPR2  TGGTGGAACCGCGTATGAAAA------------TTG-GCGCGGGC--AAC--------------------     
PtOPR3  TGGTGGAACCGCGTATGAAAA------------TTG-GCGCGGGC--AAC--------------------     
PtOPR1    TGGTGGAACCGCGTATGAAAA------------CCGTGGGCGAAC--GTG--------------------   
AtOPR01-1  TGATTGAACCGCGTATGAAAA------------CCGTGAGCGAA---ATT--------------------  
AtOPR01-4  TGATTGAAGCGCGTATGAAAA------------CCATGGGCGAA---GTG--------------------  
AtOPR01-5  TGATTGAACCGCGTATGAAAA------------CCGTGGGCGAA---ATT--------------------  
MtOPR05-2  TGGTGGAACCGCGTATTAAAA------------GCGCGAGCGAA---ACC--------------------  
MtOPR05-7  TGGTGGAACCGCGTATGAAAA------------CCATTACCGAA---AAA--------------------  
MtOPR05-1  TGGTGGAACCGCGTATTAAAA------------GCAACGATGAA---ACC--------------------  
MtOPR05-3  TGGTGGAACCGCGTATGGAAA------------TTCTGGATGAA---AAA--------------------  
MtOPR05-4  TGGTGGAACCGCGTATGAAAA------------CCGTGAACGAA---CGT--------------------  
MtOPR05-5  TGGTGGAACCGCGTATGAAAA------------CCGTGGGCGAA---AAA--------------------  
MtOPR05- TGGTGGAACCGCGTATGATTA------------CCGTGGGCGAA---AAA--------------------  6  
PpOPR4  GCGTGGAAGCGAGC---------------------GGCTGCG--GCGATG--------------------     
PpOPR5  GCGTGGAACCGCGTTTTCATC------------CGGAACGT---ACCGTG--------------------     
PpOPR2  TGGTGGAACCGCGTTTTACCT------------TTAAAAGCGAAACCCTG--------------------     
PpOPR1  GCATTGAACCGCGTTTTAGCC------------CGCAGGAAACCCCGCAT--------------------     
SmOPR1  TGGTGGAACCGCGTGTGAACT------------TTGGCTGC---CCGA----------------------     
SmOPR2  TTGTGGAACCGCGTATGCGTG------------TGGGCGCG---GCGATT--------------------     
SmOPR3  --GCGGAACCGAAAATTAAAC------------TGAGCG-----GCGA----------------------     
SmOPR4  --GCGGAACCGAAAGTGAAAC------------TGAGCG-----GCGA----------------------     
SmOPR6  --GCGGAACCGAAAGTGAAAC------------TGAGCG-----GCGA----------------------     
PpOPR3  TGACCGAACCGCGTTTTCATG------------CGCAGGGCGTGAGCGAT--------------------     
SmOPR5  CGACCGAACCGGCGTTTAGCG------------ATTGGAACCGTAGC-----------------------     
PpOPR6  TGACCGAACCGGAATTTAGCT------------TTATTAAAGATAACTTT--------------------     
PtOPR4  TGACCTATCTGCATGTG----------------CAGCGTGAACTGGG--------CCGTC---CGGGCAC     
PtOPR5    TGACCTATCTGCATGTGACCCAGCCGCGTTATACCGCGAGCGGCCAGACCGAAAGCCGTCGTACCGGCAG   
AtOPR02-1  TGGCGTATCTGCATGTGACCCAGCCGCGTTATCATGCGTATGGCCAGACCGAAAGCGGCCGTCAGGGCAG  
OsOPR08-1  --GCGTATCTGCATGTGACCCAGCCGCGTTATACCGCGTATGGCCAGACCGAAAGCGGCCAGCATGGCAG  
ZmOPR01-1  --GCGTATCTGCATGTGACCCAGCCGCGTTATACCGCGTATGGCCAGACCGAAAGCGGCCAGCATGGCAG  
SbOPR07-1  TGGCGTATTTTCATGTGACCCAGCCGCGTTATACCGCGTATGGCCAGACCGAAAGCGGCCAGCATGGCAG  
ZmOPR04- --GCGTATCTGCATGTGACCCAGCCGCGTTATACCGCGTATGGCCAGACCGAAAGCGGCCAGCATGGCAG  1  
VcOPR1  TGGTGGAACCGCGTATTCTGG--------------GCA-ACACCGAAGTG--------------------     
CrOPR2  TGGTGGAACCGCGTATTGATG--------------GCA-TTACC--------------------------     
CrOPR3  TGGTGGAACCGCGTATGGCGG--------------GCGGCTGCCAGCGTGTGTGC---------------     
CrOPR1  TGAGCACCCTGAACAGCGAACCGTATTTTCGTTTTCTGGGCCTGAGCGAA--------------------     
VcOPR2     TGAGCAGCCTGAACGGCGAACCGTATTATAAATTTGCGGGCCTGCAGGCG--------------------  
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ZmOPR08-1  -----T-CAGATTCCGCATGGCCTGCTGCCGTTTCGTAAAGCGTTTCAT---GGCACCTTTATTGCGGCG  
ZmOPR09-1  -----T-CAGATTCCGCATGGCCTGCTGCCGTTTCGTAAAGCGTTTCAT---GGCACCTTTATTGCGGCG  
SbOPR10-2  -----T-CAGATTCCGCATCGTCTGCTGCCGTTTCGTGAAACCTTTAAA---GGCATTTTTATTGCGGCG  
SbOPR10-1  -----T-CAGATTCCGCATCGTCTGCTGCCGTTTCGTAAAGCGTTTAAC---GGCACCTTTATTGCGGCG  
SbOPR10-4  -----T-CAGATTCCGCATCGTCTGCTGCCGTTTCGTAAAGCGTTTCAT---GGCACCTTTATTGCGGCG  
SbOPR10-5  -----T-CAGATTCCGCATCGTCTGCTGCCGTTTCGTAAAGCGTTTCAT---GGCACCTTTATTGCGGCG  
ZmOPR06-1  -----T-CAGATTCCGCATGGCCTGCTGCCGTTTAAAGCGGCGTTTAAC---GGCACCTTTATTGCGGCG  
SbOPR10-3  -----T-CAGATTCCGCATCGTCTGCTGCCGTTTAAAACCGTGTTTAGC---GGCACCTTTATTGTGGTG  
OsOPR06-1  -----T-CAGATTCAGCATGGCCTGCTGCCGTTTCGTAAACAGTTTAAC---GGCACCTTTATTGCGGCG  
OsOPR06-2  -----T-CAGATTCAGCATGGCCTGCTGCCGTTTCGTAAAGCGTTTAAA---GGCACCTTTATTGCGGCG  
OsOPR06-4  -----T-AAAATTAACCATGGCCTGCTGCCGTTTCGTAAACAGTTTAAC---GGCACCTTTATTGCGAGC  
OsOPR06-3  -----T-AAAATTACCCATGGCCTGCTGCCGTTTCGTAAACTGTTTAAC---GGCACCTTTATTGCGGCG  
OsOPR06-5  -----T-AAAATTACCCATGGCCTGCTGCCGTTTCGTAAACAGTTTAAC---GGCACCTTTATTGCGGCG  
OsOPR06-6  -----T-AAAATTGCGCATGGCCTGCTGCCGTTTCGTAAACAGTTTAAC---GGCACCTTTATTGCGGCG  
ZmOPR08-2  -----T-CAGATTCCGCATCGTCTGCGTCCGTTTCGTGAAGCGTTTCGT---GGCACCTTTATTGCGGCG  
SbOPR09-1  -----T-CAGATTCCGCATCGTCTGCGTCCGTTTCGTGAAAAATTTCGT---GGCACCTTTATTGCGGCG  
OsOPR01-1  -CCGGTGATTGCGCATGGCCGTCTGCTGCCGTTTCGTAAAGCGTTTCGT---GGCACCTTTATGGTGAAC  
OsOPR01-2  -CGCCGCAGCGTCCGGCGCCGCCGGCGCCGGTGCAGAAAGGCGTGCCGC---GTCATGTGCATTGCGAAC  
ZmOPR03-1  -CCCTGGAACATATGCTGCTGCC-------GTTTCGTCGTGCGTTTCGT---GGCACCTTTATTGCGAAC  
SbOPR08-1  -CCCTGCAGCAGATGCTGCTGCC-------GTTTCGTCGTGCGTTTCGT---GTGACCTTTATTGCGAGC  
OsOPR02-1  -----TGCAGATTCCGTATAAACTGTGGCATTTTCGTAAAGTGTTTGCG---GGCACCTTTATTGTGGCG  
SbOPR04-1  -----TGCAGATTCCGCATAAACTGCTGCATTTTCGTAAAGCGTTTAGC---GGCACCAGCATTGTGGGC  
OsOPR04-2  ----ATGCGTATTCCGCATCGTCTGCGTGCGGTGCGTGAAGCGTTTGCG---GGCACCCTGATGGTGGGC  
OsOPR04-3  TCGTATGATGATTCCGCATCGTCTGCATGGCATGCGTGAAGCGTTTCGTCGTGGCATGTTTATGGTGGGC  
SbOPR06- -----TGAAAATTCCGCATAGCCTGCAGGAAATGCGTAAAGCGTTTAAC---GGCACCTTTATGGTGGGC  3  
PsOPR1  ------GGCGACCAACAAAAGCCTGTTTCCGATGCGTAAAGCGTTTAAA---GGCAGCTTTCTGGTGGCG     
PsOPR2  ------GGCGACCAACAAAAGCCTGTTTCCGATGCGTAAAGCGTTTAAA---GGCAGCTTTCTGGTGGCG     
PsOPR3    ------GGCGACCAACAAAAGCCTGCTGCCGATGCGTAAAGCGTTTAAA---GGCAGCTTTCTGGTGGCG   
OsOPR04-1  ----TTTGAAACCCCGCATAGCCTGCGTCCGATTCGTGATGCGTTTAAA---GGCACCTTTATTGCGGCG  
ZmOPR02-1  ----TTTGAAACCCCGTATAGCCTGCGTCCGATTCGTGATGCGTTTCGT---GGCACCTTTATTGTGGCG  
SbOPR06-2  ----ACCGAAACCCCGTATAGCCTGCGTCTGATGCGTGATGCGTTTGAA---GGCACCTTTATTGCGGCG  
SbOPR06- ----TTTGAAACCCCGAGCCATATTGGCCTGATGCGTAGCGCGTTTAAA---GGCACCATTATTGTGGCG  1  
PtOPR6  ----TATGAAACCCCGCATAGCCTGCTGCCGATGAAAAACGCGTTTGAA---GGCACCTTTATTGCGGCG     
PtOPR7  ----TATGAAACCCCGCATAGCCTGCTGCCGATGAAAAACGCGTTTGAA---GGCACCTTTATTGCGGCG     
PtOPR2  ----CCGAAATTTAGCGAAAGCCTGCTGCCGATGCGTAAAGCGTTTAAC---AGCACCTTTATTGTGGCG     
PtOPR3  ----ACCAAATTTAGCGAAAGCCTGCTGCCGATGCGTAAAGCGTTTAAC---AACACCTTTATTGTGGCG     
PtOPR1    ----TGGAAAGCCCGC-ATAGCCTGCTGCCGATGCGTAAAGCGTTTAAC---GGCACCTTTATTGTGGCG   
AtOPR01-1  ----TTTGAATGCCGTGAAAGCCTGACCCCGATGCGTAACGCGTTTAAC---GGCACCTTTATTGTGGCG  
AtOPR01-4  ----CATGCGTGCCCGCATACCCTGATGCCGATGCGTAAAGCGTTTAAA---GGCACCTTTATTAGCGCG  
AtOPR01-5  ----GCGGCGTGCAGCCATACCCTGATGCCGATGCGTGAAGCGTTTAAA---GGCACCTTTATTAGCGCG  
MtOPR05-2  ----ATTGAAAGCCCGTATAGCCTGGTGCCGATGCGTAAAGCGTTTAAC---GGCAGCTTTATGGCGGCG  
MtOPR05-7  ----GTGGAATGCCTGCATAGCCTGGTGCCGATGCGTAAAGCGTTTAAC---GGCACCTTTATTGTGGCG  
MtOPR05-1  ----ATTGAAAGCCCGTATAGCCTGGTGCCGATGCGTAAAGCGTTTAAC---GGCACCTTTATGGTGGCG  
MtOPR05-3  ----ACCGAATGCCATTATAGCCTGGTGAGCATTCGTAAAGTGTTTAAC---GGCACCTTTATGGTGACC  
MtOPR05-4  ----ATTGAATGCAGCCATAGCCTGGTGCCGATGCGTAAAGCGTTTAAA---GGCACCTTTCTGGCGGCG  
MtOPR05-5  ----ACCGAATGCCCGGATAGCCTGGTGCCGATGCGTAAAGCGTTTAAA---GGCACCTTTATGGTGGCG  
MtOPR05- ----ACCGAATGCCCGGATAGCCTGGTGCCGATGCGTAAAGCGTTTAAA---GGCACCTTTATGGTGGCG  6  
PpOPR4  ----AA-GAAAGCGCGGAAAGCCTGTGGCCGATGCGTAAAGCGTTTAAA---GGCACCTTTTTTATTGGC     
PpOPR5  ----C---AGAGCGAAGAAAGCCTGTGGCCGATGCGTAAAGCGTATAAA---GGCAACTTTCTGGTGGCG     
PpOPR2  ----ATTGAAAGCAAACATAGCATTTGGCCGATTCGTAACGCGTATCGT---GGCAACCTGATTGTGGCG     
PpOPR1  ----ATTGAAACCGATAAAACCCTGTGGCCGGTGCGTAAAGCGTTTAAA---GGCAGCTTTATTTGCGCG     
SmOPR1  ----ACGATGCGCA----TACCCTGTGGCCGATTGTGCGTGCGTATAAA---GGCAAAGTGCTGATTGCG     
SmOPR2  ----GCGCCGGAAGCGGCGGGCATTTGGCCGCTGCGTAAAGCGTTTAAA---GGCACCATGCTGGTGGCG     
SmOPR3  ------AGTGGAAA--GCGAAC-TGTGGCCGGTGAAACGTGCGTTTAAA---GGCGCGTTTCTGGCGGCG     
SmOPR4  ------AGTGGAAA--GCGAAC-TGTGGCCGGTGCGTCGTGCGTTTAAA---GGCGCGTTTCTGGCGGCG     
SmOPR6  ------AGTGGAAA--GCGAAC-TGTGGCCGGTGCGTCGTGCGTTTAAA---GGCGCGTTTCTGGCGGCG     
PpOPR3  -------ACCCAGCTGAACTGCAAAATTTTT-CGTGATCAG--TATGAA---GGCGTGTTTATGTGCACC     
SmOPR5  ---------CTGGGCTTTCTGCGTGAA----GCGACCAGCGGCAGCAGC---ATTGCGTTTCTGTGCAGC     
PpOPR6  -------AAATGGGCG--CCGCAGTATGCGCATGTGACCAAACGTCGTATT-ACCCCGCTGCTGGTGAGC     
PtOPR4  CGAAGATGTGGTGGCGCAGACCACCCGTACCTGGCGTCGTGCGTATCAG---GGCACCTTTATTTGCAGC     
PtOPR5    CGAAGATGAAGAAGCGCAGATGATTCGTACCTGGCGTCGTGCGTATCAG---GGCACCTTTATGTGCAGC   
AtOPR02-1  CGATGAAGAAGAAGCGAAACTGATGAAAAGCCTGCGTATGGCGTATAAC---GGCACCTTTATGAGCAGC  
OsOPR08-1  CGCGGAAGAAGAAAGCCGTCTGATGCGTACCCTGCGTGGCACCTATCAG---GGCACCTTTATGTGCAGC  
ZmOPR01-1  CGCGGAAGAAGAAAGCCGTCTGATGCGTGCGGTGCGTGGCGCGTATCGT---GGCACCTTTATGTGCAGC  
SbOPR07-1  CGCGGAAGAAGAAAGCCGTCTGATGCGTGCGCTGCGTGGCGCGTATCGT---GGCACCTTTATGTGCAGC  
ZmOPR04- CGCGGAAGAAGAAAGCCGTCTGATGCGTGCGCTGCGTGGCGCGTATCGT---GGCACCTTTATGTGCAGC  1  
VcOPR1  -GAAAGC---AGCAGCGATAGCCTGGAACCGTTTCGTCGTGTGTATAAA---GGCACCTTTATTACCGCG     
CrOPR2  -GAATGCGCGACCGTGGATACCCTGGCGCCGTTTCGTAGCGTGTGGAAA---GGCACCTTTATTGTGGCG     
CrOPR3  -GAACGTGCGACCACCGAAACCCTGCTGCCGTTTCGTGCGGTGTGGAAA---GGCACCTTTATGGCGGCG     
CrOPR1  -CCGAACATTAAATTTGATCCGTTTCGTCTGTTTCGTAACACCTTTACC---GGCACCGTGATGGCGAAC     
VcOPR2     -CCGAACGTGAACTTTGATGTGTTTCGTGATTTTCGTAGCAAATATAGC---GGCACCCTGGCGATTAAC  
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ZmOPR08-1  GGCGGCGGCGGCTATGATCGTGAAGAAGGCAACAAAGTGGTGGCGGAAGGC------TATGCGGATCTGG  
ZmOPR09-1  G------GCGGCTATGATCGTGAAGATGGCAACAAAGTGGTGGCGGAAGGC------TATGCGGATCTGG  
SbOPR10-2  G------GCGGCTATGATCGTGAAGAAGGCAACAAAGTGGTGGCGGAAGGC------TATACCGATCTGG  
SbOPR10-1  G------GCGGCTATGATCGTGAAGAAGGCAACAAAGTGGTGGGCGATCAT------TATACCGATCTGG  
SbOPR10-4  G------GCGGCTATGATCGTGAAGAAGGCAACAAAGTGGTGGCGGAAGGC------TATGCGGATCTGG  
SbOPR10-5  G------GCGGCTATGATCGTGAAGAAGGCAACAAAGTGGTGGCGGAAGGC------TATGCGGATCTGG  
ZmOPR06-1  G------GCGGCTATGATCGTGAAAAAGGCAACAAAGTGGTGGCGGAAGGC------TATGCGGATCTGG  
SbOPR10-3  G------GCGGCTATGATCGTGAAGAAGGCAACAAAGTGGTGGCGGAAGGC------TATGCGGATCTGG  
OsOPR06-1  G------GCGGCTATGATCGTGAAGAAGGCAACAAAGCGGTGGCGGATGGC------TATGCGGATCTGG  
OsOPR06-2  G------GCGGCTATGATCGTGAAGAAGGCAACAAAGTGATTGAAAACGGC------TATACCGATCTGG  
OsOPR06-4  G------GCGGCTATGATCGTGAAGAAGGCAACAAAGTGGTGGATGATGGC------TATGCGGATCTGG  
OsOPR06-3  G------GCGGCTATGATCGTGAAGAAGGCAACAAAGTGATTGCGGATGGC------TATGCGGATCTGG  
OsOPR06-5  G------GCGGCTATGATCGTGAAGAAGGCAACAAAGTGGTGGCGGATGGC------TATGCGGATCTGG  
OsOPR06-6  G------GCGGCTATGATCGTGAAGAAGGCAACAAAGTGGTGGCGGATGGC------TATGCGGATCTGG  
ZmOPR08-2  G------GCGGCTATGATCGTGCGGAAGGCGATAAAGTGGTGGAAGAAGGC------TATACCGATCTGG  
SbOPR09-1  G------GCGGCTATGATCGTGCGGAAGGCAACAAAGTGGTGGAAGAAGGC------TATACCGATCTGG  
OsOPR01-1  G------GCGGCTATGATCGTGATGAAGGCGATAAAGCGGTGGCGGATGGC------TATGCGGATCTGG  
OsOPR01-2  G------TCGTGTGCGTCCGGGCGGCCGTGGCCAGGGCGGCCGTCGTCGTC------TGCGTCGTCCGGG  
ZmOPR03-1  G------GCGGCTATGATCGTGAAGAAGGCAACGATGCGATTGCGCGTGGCCGTGGCTATGCGGATCTGA  
SbOPR08-1  G------GCGGCTATGATCGTGAAGAAGGCAACGCGGCGATTGCGCATGGC------TATGCGGATCTGA  
OsOPR02-1  G------GCGGCTATAACCGTGAAGAAGGCAACCGTGCGGTGAGCCAGGGC------TATACCGATCTGG  
SbOPR04-1  G------GCGGCTATAACCGTGAAGAAGGCAACCGTGCGGTGAGCGAAGGC------TATACCGATCTGG  
OsOPR04-2  G------GCGGCTATGATCGTGAAGAAGGCAACTGGGCGGTGGCGGGCGGC------TATGCGGATCTGG  
OsOPR04-3  G------GCGGCTATGATCGTGATGCGGGCAACATGGCGGTGGCGAGCGGC------TATGCGGATATGG  
SbOPR06- G------GCGGCTATGATCGTGAAGAAGGCAACCGTGTGGTGGCGGATGGC------TATGCGGATATGG  3  
PsOPR1  G------GCGGCTATGGCCGTGAAGATGGCAACGAAGCGATTAGCAGCGAT------AAAGCGGATCTGG     
PsOPR2  G------GCGGCTATGGCCGTGAAGATGGCAACGAAGCGATTAGCAGCGGC------AAAGCGGATCTGG     
PsOPR3    G------GCGGCTATGATCGTGAAGATGGCAACGCGGCGATTGCGAGCGGC------AAAGCGGATCTGG   
OsOPR04-1  G------GCGGCTATAACAAAGAAGATGGCAACAAAGCGGTGAGCACCGGC------TATACCGATCTGG  
ZmOPR02-1  G------GCGGCTATGGCCGTGAAGATGGCAACCGTGCGATTAGCACCGGC------TATGCGGATCTGG  
SbOPR06-2  G------GCGGCTATGTGAAAGAAGATGGCAACGAAGCGATTAGCACCGGC------TATGCGGATCTGA  
SbOPR06- G------GCGGCTATAGCCGTGAAGATGGCGATTATGCGGTGAGCAGCGGC------TATGCGGATCTGG  1  
PtOPR6  G------GCGGCTATCGTCGTGATGATGGCAACAAAGCGATTGCGGAAAAC------TATGCGGATCTGG     
PtOPR7  G------GCGGCTATCGTCGTGATGATGGCAACAAAGCGATTGCGGAAAAC------TATGCGGATCTGG     
PtOPR2  G------GCGGCTATGATCGTGAAGATGGCAACAAAGCGGTGGAAGAAAAC------CGTGGCGATCTGG     
PtOPR3  G------GCGGCTATGATCGTGAAGATGGCAACAAAGCGCTGGAAGAAAAC------CGTGCGGATCTGG     
PtOPR1    G------GCGGCTATGATCGTGAAGAAGGCAACAAAGCGGTGGCGGAAAAC------TATAGCGATCTGG   
AtOPR01-1  G------GCGGCTATACCCGTGAAGATGGCAACAAAGCGGTGGCGGAAGGC------CGTACCGATCTGG  
AtOPR01-4  G------GCGGCTTTACCCGTGAAGATGGCAACGAAGCGGTGAGCAAAGGC------CGTACCGATCTGG  
AtOPR01-5  G------GCGGCTTTACCCGTGAAGATGGCAACGAAGCGGTGGCGAAAGGC------CGTACCGATCTGG  
MtOPR05-2  G------GCGGCTATGATCGTCAGGATGGCATTGATGCGATTGCGGAAAAC------AAAGCGGATCTGG  
MtOPR05-7  G------GCGGCTATAGCCGTCAGGATGGCATTGATGCGATTGTGGAAAAC------AAAACCGATCTGG  
MtOPR05-1  G------GCGGCTATGATCGTCAGGATGGCATTAACGCGATTGCGGATAAC------CGTGCGGATCTGG  
MtOPR05-3  G------GCGGCTATGAACGTCAGGATGGCATTAACGCGATTGCGGAAAAC------CGTGCGGATCTGA  
MtOPR05-4  G------GCGGCTATGATCGTAACGATGGCATTAACGCGATTGCGGAAAAC------CGTACCGATCTGG  
MtOPR05-5  G------GCGGCTATGATCGTCATGATGGCATTAACGCGATTGCGGAAAAC------CGTGCGGATCTGG  
MtOPR05- G------GCGGCTATGATCGTCATGATGGCATTAACGCGATTGCGGAAAAC------CGTGCGGATCTGG  6  
PpOPR4  G------CGAGCGCGGGCGCGGAAGAAGGCCATGAAGCGGTGCGTAACGGC------AAAGCGGATATGG     
PpOPR5  G------GCGGCTATAGCAGCGAAGATGCGAACGAAGCGATTCGTAGCGGC------AAAGCGGATATGG     
PpOPR2  G------GCGGCTTTACCCAGAAAAGCGGCAACGAAGCGATTGAAAGCGGC------AAAGCGGATGCGG     
PpOPR1  G------GCGGCTTTAACCGTAAAGAAGGCAACGATGCGATTCGTACCGGC------CGTGCGGATGCGG     
SmOPR1  G------GCGGCTATAACCGTGAAGATGGCAACGAAGCGCTGCGTGCGGAA------AAAGCGAGCATGG     
SmOPR2  G------GCGGCTATGGCCGTGATGATGGCAACGAAGCGATTACCAGCGGC------AAAACCGATCTGG     
SmOPR3  G------CGGGCTTTGATCGTGATAGCGGCAACGCGGCGATTGAAAGCGGC------CTGGCGGATCTGG     
SmOPR4  G------CGGGCTTTGATCGTGATAGCGGCAACGCGGCGATTGAAACCGGC------CTGGCGGATCTGG     
SmOPR6  G------CGGGCTTTGATCGTGATAGCGGCAACGCGGCGATTGAAACCGGC------CTGGCGGATCTGG     
PpOPR3  G------GCGGCTATACCCGTGAAGAAGGCATGAAAGCGATTCGTACCGGC------TATACCGATCTGA     
SmOPR5  G------GCGGCTTTACCAAAGAACTGGGCAACGCGGCGATTCAGAGCGGC------TATGCGGATCTGG     
PpOPR6  G------GCGGCCATACCCTGGATACCGGCAACGAAGCGATTGGCAGCGGC------TATGCGGATCTGG     
PtOPR4  G------GCGGCTTTACCCGTGAACTGGGCACCCAGGCGGTGGCGGAAGGC------GATGCGGATCTGG     
PtOPR5    G------GCGGCTTTACCCGTGAACTGGGCATTCAGGCGGTGACCGAAGGC------GATGCGGATCTGG   
AtOPR02-1  G------GCGGCTTTAACAAAGAACTGGGCATGCAGGCGGTGCAGCAGGGC------GATGCGGATCTGG  
OsOPR08-1  G------GCGGCTATACCCGTGAACTGGGCCTGGAAGCGGTGGAAAGCGGC------GATGCGGATCTGG  
ZmOPR01-1  G------GCGGCTATACCCGTGAACTGGGCGTGGAAGCGATTGAAAGCGGC------GATGCGGATCTGG  
SbOPR07-1  G------GCGGCTATACCCGTGAACTGGGCGTGGAAGCGGTGGAAAGCGGC------GATGCGGATCTGG  
ZmOPR04- G------GCGGCTATACCCGTGAACTGGGCGTGGAAGCGGTGGAAAGCTGG------GATGCGGATCTGG  1  
VcOPR1  G------GCGGCTTTAAAGCGGATACCGGCGCGGCGGCGGTGACCAGCGGC------CAGGCGGATCTGG     
CrOPR2  G------GCGGCTATAAAGCGGAAAACGGCGCGCCGGCGGTGGCGAACGGC------CATGCGGATCTGG     
CrOPR3  G------GCGGCTTTCGTCCGGGCAGCGGCGCGCAGGCGGTGGCGAGCGGC------CATTGCGATCTGG     
CrOPR1  G------GCGGCATTAGCATTGAAGCGGGCGAAGAACTGGTGAAAAGCGGC------ACCGCGGATCTGG     
VcOPR2     G------GCGGCCTGGGCATTGAACAGGGCGAACAGTATGTGACCGATGGC------GTGGCGGATGTGG  
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ZmOPR08-1  TGGCGTATGGCAAACTGTTTCTGGCGAACCCGGATCTGCCGCGTCGTTTTGA---AC---TGGATGTG--  
ZmOPR09-1  TGGCGTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGCGTCGTTTTGA---AC---TGGATGTG--  
SbOPR10-2  TGAGCTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGCGTCGTTTTGA---AC---TGGGCAGC--  
SbOPR10-1  TGGCGTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGCGTCGTTTTGA---AC---TGGGCGCG--  
SbOPR10-4  TGGCGTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGAAACGTTTTGA---AC---TGAACGCG--  
SbOPR10-5  TGGCGTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGAAACGTTTTGA---AC---TGAACGCG--  
ZmOPR06-1  TGGCGTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGAAACGTTTTGA---AG---TGGATGAA--  
SbOPR10-3  TGGCGTATGGCCGTCATTTTCTGGCGAACCCGGATCTGGCGAAACGTTTTGA---AC---TGGATGCG--  
OsOPR06-1  TGGCGTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGAAACGTTTTGA---AC---TGGATGCG--  
OsOPR06-2  TGAGCTTTGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGAAACGTTTTGA---AC---TGGATGCG--  
OsOPR06-4  TGGCGTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGCGTCGTTTTGA---AC---TGAACGCG--  
OsOPR06-3  TGGCGTATGGCCGTCATTTTCTGGCGAACCCGGATCTGCCGAAACGTTTTGC---GA---TTAACGCG--  
OsOPR06-5  TGGCGTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGCGTCGTTTTGA---AC---TGGATGCG--  
OsOPR06-6  TGGCGTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGCGTCGTTTTGA---AC---TGGATGCG--  
ZmOPR08-2  TGGCGTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGCGTCGTTTTCGTCTGC---CGGATGCG--  
SbOPR09-1  TGAGCTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGCGTCGTTTTCGTCTGC---CGGATGCGGA  
OsOPR01-1  TGGCGTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGGAACGTTTTCG---TC---GTAAAGCG--  
OsOPR01-2  CGTGGTGCGTGAAATTGTGCCGGGCCAGCCGCGTCCGGCGGGCGAAGTGCAG---GC---GGAAGGCG--  
ZmOPR03-1  TTGCGTATGGCCGTATTTTTCTGGCGAACCCGGATCTGCCGATGCGTTTTGC---GA---AAAACGCG--  
SbOPR08-1  TTGCGTATGGCCGTATGTTTCTGGCGAACCCGGATCTGCCGGCGCGTTTTGC---GA---AAAAAGCG--  
OsOPR02-1  TGGCGTATGGCAAATGGTTTCTGGCGAACCCGGATCTGCCGCGTCGTTTTGA---AC---TGAACGCG--  
SbOPR04-1  TGGCGTATGGCAAATGGTTTCTGGCGAACCCGGATCTGCCGAAACGTTTTGA---AC---TGAACGCG--  
OsOPR04-2  TGGTGTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGCGTCGTTTTCG---TC---TGGGCGCG--  
OsOPR04-3  TGGTGTTTGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGCGTCGTTTTCA---GC---TGGATGCG--  
SbOPR06- TGGTGTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGCGTCGTTTTCA---GC---TGAACGCG--  3  
PsOPR1  TGGTGTATGGCCGTATTTTTCTGGCGAACCCGGATCTGCCGAAACGTTTTGA---AC---TGAACGCG--     
PsOPR2  TGGTGTATGGCCGTATTTTTCTGGCGAACCCGGATCTGCCGAAACGTTTTGA---AC---TGAACGCG--     
PsOPR3    TGGTGTATGGCCGTATTTTTCTGGCGAACCCGGATCTGCCGCGTCGTTTTGA---AC---TGAACGCG--   
OsOPR04-1  TGGCGTATGGCCGTCTGTTTCTGAGCAACCCGGATCTGCCGGAACGTTTTGA---AA---TTGATGCG--  
ZmOPR02-1  TGGCGTTTGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGCGTCGTTTTGA---AG---TGGATGCG--  
SbOPR06-2  TTGCGTATGGCCGTTGGTTTCTGAGCAACCCGGATCTGCCGCGTCGTTTTGG---CC---TGGATGCG--  
SbOPR06- TGGCGTATGGCCGTCTGTTTCTGAGCAACCCGGATCTGCCGCGTCGTTTTGA---AA---TTGATGCG--  1  
PtOPR6  TGGCGTTTGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGAAACGTTTTGA---AC---TGAACGCG--     
PtOPR7  TGGCGTTTGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGAAACGTTTTGA---AC---TGAACGCG--     
PtOPR2  TGGCGTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGCGTCGTTTTGA---AC---TGCATGCG--     
PtOPR3  TGGCGTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGCGTCGTTTTGA---AC---TGCATGCG--     
PtOPR1    TGGCGTATGGCCGTGTGTTTCTGGCGAACCCGGATCTGCCGCGTCGTTTTGA---AC---TGGATGCG--   
AtOPR01-1  TGGCGTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGAAACGTTTTGA---AC---TGAACGCG--  
AtOPR01-4  TGGCGTATGGCCGTTGGTTTCTGGCGAACCCGGATCTGCCGAAACGTTTTCA---GG---TGGATGCG--  
AtOPR01-5  TGGCGTATGGCCGTTGGTTTCTGGCGAACCCGGATCTGCCGAAACGTTTTCA---GC---TGGATGCG--  
MtOPR05-2  TGGTGTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGAAACGTTTTGC---GC---TGAACGCG--  
MtOPR05-7  TGGCGTATGGCCGTCTGTTTATTAGCAACCCGGATCTGCCGAAACGTTTTGC---GC---TGGATGCG--  
MtOPR05-1  TGGTGTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGAAACGTTTTGC---GC---TGAACGCG--  
MtOPR05-3  TTGCGTATGGCCGTCTGTTTATTAGCAACCCGGATCTGCCGAAACGTTTTGC---GC---TGAACGCG--  
MtOPR05-4  TGGTGTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGAAACGTTTTGC---GC---TGAACGCG--  
MtOPR05-5  TGGTGTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGAAACGTTTTGC---GC---TGGATGCG--  
MtOPR05- TGGTGTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGAAACGTTTTGC---GC---TGGATGCG--  6  
PpOPR4  TGGTGTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGGTGAAACGTTTTGC---GC---TGAACGCG--     
PpOPR5  TGGTGTTTGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGAAACGTATTGC---GC---TGAACGCG--     
PpOPR2  TGGCGTATGGCCGTGTGTTTCTGGCGAACCCGGATCTGCCGAAACGTTTTAG---CG---TGCATGCG--     
PpOPR1  TGGCGTTTGGCCGTCATTTTCTGGCGAACCCGGATCTGCCGAAACGTCTGGC---GA---GCTGCGCG--     
SmOPR1  TGGTGTATGGCCGTCATTTTCTGGCGAACCCGGATCTGGTGAAACGTTTTAA---AC---TGAAAGCG--     
SmOPR2  TGGTGTATGGCCGTCATTTTCTGGCGAACCCGGATCTGCCGAAACGTTTTGA---AC---TGAACAGC--     
SmOPR3  TGGTGTATGCGCGTCATTTTCTGGCGAACCCGGATCTGCCGCGTCGTTTTCA---GC---TGAACGCG--     
SmOPR4  TGGTGTATGCGCGTCATTTTCTGGCGAACCCGGATCTGCCGCGTCGTTTTCA---GC---TGAACGCG--     
SmOPR6  TGGTGTATGCGCGTCATTTTCTGGCGAACCCGGATCTGCCGCGTCGTTTTCA---GC---TGAACGCG--     
PpOPR3  TTAGCTATGGCCGTCTGTTTCTGGCGAACCCGGATCTGCCGAGCCGTTTTTATTTT------GATCTG--     
SmOPR5  TGGCGTATGGCCGTCTGTTTATTAGCAACCCGGATCTGCCGGCGCGTTTTGCGCGTCATGGCGATGTG--     
PpOPR6  TGGGCTATGGCCGTACCTTTATTGCGAACCCGGATCTGGTGAAACGTTTTGCGAAA------GATGCG--     
PtOPR4  TGAGCTATGGCCGTGATTTTATTAGCAACCCGGATCTGGTGCTGCGTCTGAA---AC---TGAACGCG--     
PtOPR5    TGAGCTATGGCCGTCTGTTTATTAGCAACCCGGATCTGGTGCTGCGTCTGAA---AC---TGAACGCG--   
AtOPR02-1  TGAGCTATGGCCGTCTGTTTATTGCGAACCCGGATCTGGTGAGCCGTTTTAA---AA---TTGATGGC--  
OsOPR08-1  TGAGCTATGGCCGTCTGTTTATTAGCAACCCGGATCTGGTGGAACGTTTTCG---TC---TGAACGCG--  
ZmOPR01-1  TGAGCTATGGCCGTCTGTTTATTGCGAACCCGGATCTGGTGGAACGTTTTCG---TC---GTGATGCG--  
SbOPR07-1  TGAGCTATGGCCGTCTGTTTATTGCGAACCCGGATCTGGTGGAACGTTTTCG---TC---GTGATGCG--  
ZmOPR04- TGAGCTATGGCCGTCTGTTTATTGCGAACCCGGATCTGGTGGAACGTTTTCG---TC---GTGATGCG--  1  
VcOPR1  TGGCGTATGGCCGTTGGTATCTGGCGAACCCGGATCTGCATAAACGTTTTCT---GC---TGAACGCG--     
CrOPR2  TGGCGTATGGCCGTTGGTATCTGGCGAACCCGGATTTTCATAAACGTATTCT---GC---TGGGCGCG--     
CrOPR3  TGGCGTATGGCCGTTGGTATCTGGCGAACCCGGATTTTCATAAACGTGTGCT---GC---TGGGCGCG--     
CrOPR1  TGGCGTATGGCGTGCCGTTTATTGCGAACGCGAACCTGCCGGCGCTGGTGGCGGCGGGCGTGAAAACCGC     
VcOPR2     TGCTGTATGGCGTGCATTTTATTGCGAACGCGAACCTGCCGGAACTGGTGGCGGGCGGCGTGAAAACCGG  
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ZmOPR08-1  ----GCG---CTGAACAAATATGATCGTAGCACCTTTTATACCCAGGATCCGA---------TTGTGGGC  
ZmOPR09-1  ----GCG---CTGAACAAATATGATCGTAGCACCTTTTATACCCAGGATCCGA---------TTGTGGGC  
SbOPR10-2  ----AGC---CTGAACAAATATGATCGTAGCACCTTTTATACCCAGGATCCGG---------TGGTGGGC  
SbOPR10-1  ----CCG---CTGAACAAATATAACCGTAGCACCTTTATTACCCAGGATCCGG---------TGGTGGGC  
SbOPR10-4  ----CCG---CTGAACAAATATGATCGTAGCACCTTTTATACCCAGGATCCGG---------TGGTGGGC  
SbOPR10-5  ----CCG---CTGAACAAATATGATCGTAGCACCTTTTATACCCAGGATCCGG---------TGGTGGGC  
ZmOPR06-1  ----ATT---CTGAACAAATATGATCGTAGCACCTTTTATACCCAGGATCCGG---------TGGTGGGC  
SbOPR10-3  ----ACC---CTGAACAAATATGATCGTAGCACCTTTTATACCCAGGATCCGG---------TGATTGGC  
OsOPR06-1  ----CCG---ATGAACAACTATGATCGTAACACCTTTTATACCCAGGATCCGG---------TGGTGGGC  
OsOPR06-2  ----CCG---CTGAACAAATATGATCGTAACACCTTTTATACCCAGGATCCGA---------TTGTGGGC  
OsOPR06-4  ----CCG---CTGAACAAATATGATGGCAGCACCTTTTATACCCATGATCCGG---------TGGTGGGC  
OsOPR06-3  ----CCG---CTGAACAAATATAACCGTAGCACCTTTTATATTCAGGATCCGG---------TGGTGGGC  
OsOPR06-5  ----CCG---CTGAACCGTTATGATCGTAGCACCTTTTATACCCAGGATCCGG---------TGGTGGGC  
OsOPR06-6  ----CCG---CTGAACCGTTATGATCGTAGCACCTTTTATACCCAGGATCCGG---------TGGTGGGC  
ZmOPR08-2  ----CCG---CTGAACAAATATGATCGTACCACCTTTTATACCAGCGATCCGG---------TGATTGGC  
SbOPR09-1  TGCGCCG---CTGAACAAATATGATCGTAACACCTTTTATACCAGCGATCCGG---------TGGTGGGC  
OsOPR01-1  ----GGC---CTGAACAAATATGATCGTAGCACCTTTTATACCAGCGATCCGG---------TGGTGGGC  
OsOPR01-2  ----GCA---GCGAACGTGTGTGA----------------------------------------------  
ZmOPR03-1  ----CCG---CTGAACAAATATGATCGTAGCACCTTTTATACCAGCGATCCGG---------TGGTGGGC  
SbOPR08-1  ----GCG---CTGAACAAATATGATCGTAGCACCTTTTATACCAGCGATCCGG---------TGGTGGGC  
OsOPR02-1  ----CCG---CTGAACAAATATGATCGTAGCACCTTTTATACCAGCGATCCGG---------TGATTGGC  
SbOPR04-1  ----CCG---CTGAACAAATATGATCGTAGCACCTTTTATACCCCGGATCCGG---------TGGTGGGC  
OsOPR04-2  ----CCG---CTGAACGGCTATGATCGTGCGACCTTTTATACCGCGGATCCGG---------TGGCGGGC  
OsOPR04-3  ----CCG---CTGAACAAATATGATCGTGCGACCTTTTATACCCATGATCCGG---------TGGTGGGC  
SbOPR06- ----CCG---CTGAACAAATATGATCGTAGCACCTTTTATACCGATGATCCGG---------TGGTGGGC  3  
PsOPR1  ----CCG---CTGAACAAATATGATCGTAACACCTTTTATAGCCCGGATCCGG---------TGGTGGGC     
PsOPR2  ----CCG---CTGAACAAATATGATCGTAACACCTTTTATAGCCCGGATCCGG---------TGGTGGGC     
PsOPR3    ----AGC---CTGAACAAATATGATCGTAACACCTTTTATATTCCGGATCCGG---------TGGTGGGC   
OsOPR04-1  ----CCG---CTGAACAAATATAACCGTGAAACCTTTTATATTAGCGATCCGG---------TGATTGGC  
ZmOPR02-1  ----CCG---CTGAACAAATATAACCGTGATACCTTTTATATTCCGGATCCGG---------TGGTGGGC  
SbOPR06-2  ----CCG---CTGAACAAATATAACCGTAGCACCTTTTATACCCCGGATCCGG---------TGATTGGC  
SbOPR06- ----ACC---CTGAACAAATATAACAGCGAAACCTTTTATACCCCGGATCCGG---------TGATTGGC  1  
PtOPR6  ----CCG---CTGAACCGTTATAACCGTAACACCTTTTATATTCCGGATCCGG---------TGGTGGGC     
PtOPR7  ----CCG---CTGAACCGTTATAACCGTAACACCTTTTATATTCCGGATCCGG---------TGGTGGGC     
PtOPR2  ----CCG---CTGAACAAATATAACCGTGAAACCTTTTATACCCATGATCCGG---------TGGTGGGC     
PtOPR3  ----CCG---CTGAACAAATATAACCGTGAAACCTTTTATACCCATGATCCGG---------TGGTGGGC     
PtOPR1    ----CCG---CTGAACAAATATGATCGTGGCACCTTTTATACCACCGATCCGG---------TGATTGGC   
AtOPR01-1  ----CCG---CTGAACAAATAA------------------------------------------------  
AtOPR01-4  ----CCG---CTGAACAAATATGATCGTCCGACCTTTTATACCAGCGATCCGG---------TGGTGGGC  
AtOPR01-5  ----CCG---CTGAACAAATATAACCGTAGCACCTTTTATACCAGCGATCCGG---------TGGTGGGC  
MtOPR05-2  ----CCG---CTGAACAAATATAACCGTGAAACCTTTTATATTAGCGATCCGG---------TGGTGGGC  
MtOPR05-7  ----CCG---CTGAACAAATATAACCGTGAAACCTTTTATACCAGCGATCCGG---------TGCTGGGC  
MtOPR05-1  ----CCG---CTGAACAAATATAACCGTGAAACCTTTTATACCAGCGATCCGG---------TGGTGGGC  
MtOPR05-3  ----CCG---CTGAACAAATATAACCGTGAAACCTTTTATACCAGCGATCCGG---------TGATTGGC  
MtOPR05-4  ----CCG---CTGAACAAATATAACCGTGCGACCTTTTATACCAGCGATCCGG---------TGATTGGC  
MtOPR05-5  ----CCG---CTGAACAAATATAACCGTGAAACCTTTTATATTAGCGATCCGG---------TGCTGGGC  
MtOPR05- ----CCG---CTGAACAAATATAACCGTGAAACCTTTTATGTGAGCGATCCGG---------TGCTGGGC  6  
PpOPR4  ----CCG---CTGAACGATTATAACCGTGATACCTTTTATAGCCAGGATCCGG---------TGGTGGGC     
PpOPR5  ----CCG---CTGAACAAATATGATCGTAGCACCTTTTATACCCAGGATCCGG---------TGGTGGGC     
PpOPR2  ----CCG---CTGAACCAGTATGATCGTAGCACCTTTTATATTCAGGATCCGG---------TGCTGGGC     
PpOPR1  ----CCG---CTGAACAAATATGATCGTAGCACCTTTTATACCCAGGATCCGG---------TGGTGGGC     
SmOPR1  ----CCG---CTGAACAAATATGATCGTCGTACCTTTTATATTCAGGATCCGG---------TGGTGGGC     
SmOPR2  ----GCG---CTGAACGTGTATGATCGTCAGACCTTTTATACCCCGGATCCGG---------TGGTGGGC     
SmOPR3  ----CCG---CTGAACCTGTATGATCGTAACACCTTTTTTAGCCATGATCCGG---------TGGCGGGC     
SmOPR4  ----CCG---CTGAACCTGTATGATCGTAACACCTTTTTTAGCCATGATCCGG---------TGGCGGGC     
SmOPR6  ----CCG---CTGAACCTGTATGATCGTAACACCTTTTTTAGCCATGATCCGG---------TGGCGGGC     
PpOPR3  ----GAA---CTGAACGAATATGATCGTAGCACCTTTTATACCCATGAT-CCG--------------AAA     
SmOPR5  ----CAG---CTGAACCCGTATAACCGTGCGACCTTTTATACCCATCATCCGG---------TGCTGGGC     
PpOPR6  ----CAG---CTGAACACCCTGAACAGCAGCACCATTTATGGCGATTATACCG---------CGCGTGGC     
PtOPR4  ----CCG---CTGAACAAATATATTCGTGAAACCTTTTATACCCATGATCCGA---------TTGTGGGC     
PtOPR5    ----CCG---CTGAACAAATATATTCGTAAAACCTTTTATACCCAGGATCCGG---------TGGTGGGC   
AtOPR02-1  ----GAA---CTGAACAAATATAACCGTAAAACCTTTTATACCCAGGATCCGG---------TGGTGGGC  
OsOPR08-1  ----GGC---CTGAACAAATATGTGCGTAAAACCTTTTATACCCCGGATCCGG---------TGGTGGGC  
ZmOPR01-1  ----CCG---CTGAACAAATATGTGCGTAAAACCTTTTATACCCCGGATCCGG---------TGGTGGGC  
SbOPR07-1  ----CCG---CTGAACAAATATGTGCGTAAAACCTTTTATACCCCGGATCCGG---------TGGTGGGC  
ZmOPR04- ----CCG---CTGAACCGTTATGTGCGTAAAACCTTTTATACCCCGGATCCGG---------TGGTGGGC  1  
VcOPR1  ----CCG---CTGAACAAATATGATCGTAACACCTTTTATAGCCCGGGCA------------TGGAAGGC     
CrOPR2  ----CCG---CTGAACCCGTATAACCGTGATACCTTTTATGGCGGCGGCC------------TGGAAGGC     
CrOPR3  ----CCG---CTGAACCCGTATAACCGTGATACCTTTTATGGCGGCGGCC------------TGCAGGGC     
CrOPR1  GGGCCTGAACCCGGGCGGCTTTGATGCGAAAGTGTGGTATGCGAAAGATCCGGCGAAAGATGTGATTGGC     
VcOPR2     CGGCCTGAACATGGGCAGCTATAACGCGAAAGTGTGGTATAGCAAAGATCCGGCGGAAGATGCGGTGGGC  
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ZmOPR08-1  TATACCGATTATCCGTTTTTTGAACAGGAAGATGGCAAAAACGAAGAATGA-------------------  
ZmOPR09-1  TATACCGATTATCCGTTTTTTGAA---GAAGATGGCAAAAACGAAGAAAGCGTGTGA-------------  
SbOPR10-2  TATACCGATTATCCGAGCCTGGAT------GATGATAAAAACGATGCGACCGCGGATGATGCGTAG----  
SbOPR10-1  TATACCGATTATCCGTTT-T--AT------GAAGATAACAACCATGTGTGA-------------------  
SbOPR10-4  TATACCGATTATCCGTTTCTGGAAGA---TGGCAGCAACAACGATGATAGCACCACCCAGGCGTAA----  
SbOPR10-5  TATACCGATTATCCGTTTCTGGAAGA---TAACTGCGATAACGATGAAAGCAGCAACCAGGCGTAA----  
ZmOPR06-1  TATACCGATTATCCGTTTCTGCGTGA---TGATAGCGAAGATC-TGGCGGCGCAGGTGTAA---------  
SbOPR10-3  TATACCGATTATCCGTTTCTGAGCGA---TGATAGCAAAGATC-TGCCGGCGCAGGATTAA---------  
OsOPR06-1  TATACCGATTATCCGTTTCTGGATGAACATCATCATGATGATGATGATGATAGCAACGCGCCGAGCGCGT  
OsOPR06-2  TATACCGATTATCCGTTTCTGGATGAAGATCAGAACAACAGCG-TGGCGGATGCGTAG------------  
OsOPR06-4  TATACCGATTATCCGTTTCTGGAAGAAAAAAAAGAAGATAGCGCGACCGTGATTGTGTGA----------  
OsOPR06-3  TATACCGATTATCCGTTTCTGGATGAAAAAGATGAAG---GCGCGGCGACCTATGCGTAA----------  
OsOPR06-5  TATACCGATTATCCGTTTCTGGAAGAAATTGATGAAGAAAGCACCACCACCTATGCGTAA----------  
OsOPR06-6  TATACCGATTATCCGTTTCTGGAAGAAATTGATGAAGAAAGCCGTACCACCTATGCGTAA----------  
ZmOPR08-2  TATACCGATTATCCGTTTCTGGCGGATGCGGATG---CGGATAAATAA----------------------  
SbOPR09-1  TATACCGATTATCCGTTTCTGCATGATGATGATGGCGCGGATAAATAA----------------------  
OsOPR01-1  TATACCGATTATCCGTTTCTGGATGATCAGAACAGCGAACTGGCGACCCGTTGA----------------  
OsOPR01-2  ----------------------------------------------------------------------  
ZmOPR03-1  TATACCGATTATCCGTTTCTGGATCAGCTGTAG-------------------------------------  
SbOPR08-1  TATACCGATTATCCGTTTCTGGATCAGTTTTAG-------------------------------------  
OsOPR02-1  TATACCGATTATCCGTTTCTGAGCC-CGCTGTGA------------------------------------  
SbOPR04-1  TATACCGATTATCCGTTTATTAGCC-CGAGCGTGTGA---------------------------------  
OsOPR04-2  TATACCGATTATCCGTTTCTGGATGATGATGGCGATGATGGCCTGGCGGCGAGCGCGGCGAGCGCGAGCA  
OsOPR04-3  TATACCGATTATCCGTTTCTGGATGATGATCGTGA--AGCGATGAGCGATCATACCGGCTGA--------  
SbOPR06- TATACCGATTATCCGTTTCTGGAAAACA---GCGA--ACCGCTGAACAGCCTGACCCGTCGTGGCGGCAT  3  
PsOPR1  TATACCGATTATCCGTTTCTGGAATGA-------------------------------------------     
PsOPR2  TATACCGATTATCCGTTTCTGGAATGA-------------------------------------------     
PsOPR3    TATACCGATTATCCGTTTCTGGAATGA-------------------------------------------   
OsOPR04-1  TATACCGATTATCCGTTTCTGCCGAGCGATGTGTAA----------------------------------  
ZmOPR02-1  TATACCGATTATCCGTTTCTGAGCAGCGATGTGTAA----------------------------------  
SbOPR06-2  TATACCGATTATCCGTTTCTGGAACCGGAAGCGTAA----------------------------------  
SbOPR06- TATACCGATTATCCGTTTCTGCCGAGCGATGTGTAA----------------------------------  1  
PtOPR6  TATACCGATTATCCGTTTCTGGATGTGCTGGCGTAA----------------------------------     
PtOPR7  TATACCGATTATCCGTTTCTGGATGTGCTGGCGTAA----------------------------------     
PtOPR2  TATACCGATTATCCGTTTCTGGAAGATACCGCGTAG----------------------------------     
PtOPR3  TATACCGATTATCCGTTTCTGGAAGATACCGCGTAG----------------------------------     
PtOPR1    TATACCGATTATCCGTTTCTGGAAAGCACCGCGTAA----------------------------------   
AtOPR01-1  ----------------------------------------------------------------------  
AtOPR01-4  TATACCGATTATCCGTTTCTGGAAAGCACCGCGTAA----------------------------------  
AtOPR01-5  TATACCGATTATCCGAGCCTGGAAAGCACCGCGTAA----------------------------------  
MtOPR05-2  TATACCGATTATCCGTTTCTGGAATGA-------------------------------------------  
MtOPR05-7  TATACCGATTATCCGTTTCTGGGCTAA-------------------------------------------  
MtOPR05-1  TATACCGATTATCCGTTTCTGGAATGA-------------------------------------------  
MtOPR05-3  TATACCGATTATCCGAGCCTGGAATAA-------------------------------------------  
MtOPR05-4  TATACCGATTATCCGTTTCTGGAATGA-------------------------------------------  
MtOPR05-5  TATACCGATTATCCGTTTCTGGAATGA-------------------------------------------  
MtOPR05- TATACCGATTATCCGTTTCTGGAATGA-------------------------------------------  6  
PpOPR4  TATACCGATTATCCGTTTCTGGAAGATGTGGAAAGCCAGCGTCTGGATGCGACCAAATATACCCCGCTGA     
PpOPR5  TATACCGATTATCCGTTTCTGGGCGAAGTGGT--GCAGGCGTGA--------------------------     
PpOPR2  TATACCGATTATCCGTTTCTGGAAGAAGTGGC--GCCGAAAGCGAAAAAATAA-----------------     
PpOPR1  TATACCGATTATCCGTTTCTGGATGAAACCGCGTGCCAGGCGTGA-------------------------     
SmOPR1  TATACCGATTATCCGTTTCTGGAAGATTAA----------------------------------------     
SmOPR2  TATACCGATTATAGCTTTCTGGAAGTGAAAGT--GGCGGCGTGA--------------------------     
SmOPR3  TATACCGATTATCCGTTTGTGGAAGAA--ACC--GTGTAA------------------------------     
SmOPR4  TATACCGATTATCCGTTTCTGGAAGAA--AGC--ACCGGCTAA---------------------------     
SmOPR6  TATACCGATTATCCGTTTCTGGAAGAA--AGC--ACCGGCTAA---------------------------     
PpOPR3  TATACCAACATTGTGCTGCAGCATTAA-------------------------------------------     
SmOPR5  TATATTGATTATCCGTGCATGGATAGCCGTGAAGAAGAAGAAGAAGAAGAAGAAGAAGATCGTAAAAAAC     
PpOPR6  TATACCGATTATCCGTTTCTGGATGAAGAAGCGGATGCGGGCATTGAAGCGTAA----------------     
PtOPR4  TATACCGATTATCCGTTTCTGAGCAAAGCGAGCGGCTGA-------------------------------     
PtOPR5    TATACCGATTATCCGTTTCTGAGCAAAGCGAACGGCGTGCAGGTGCCGCTGAGCCGTCTGTGA-------   
AtOPR02-1  TATACCGATTATCCGTTTCTGGCGCCGTTTAGCCGTCTGTGA----------------------------  
OsOPR08-1  TATACCGATTATCCGTTTCTGGGCCAGCCGAA-AAGCCGTATGTAA------------------------  
ZmOPR01-1  TATACCGATTATACCTTTCTGGGCCAGCCGAA-AGCGCGTATGTGA------------------------  
SbOPR07-1  TATACCGATTATCCGTTTCTGGGCCAGCCGAA-AGCGCGTATGTGA------------------------  
ZmOPR04- TATACCGATTATCCGTTTCTGGGCCAGCCGAA-AGCGCGTATGTGA------------------------  1  
VcOPR1  TATATTGATTATCCGACCCTGGAAGAACTGCAGGGCCAGGGCGAAGATGCGAAACAGTAG----------     
CrOPR2  TATACCGATTATCCGACCCTGGAACAGCTGAAAGAA-AAAGCGGCGCAGCAGTAG---------------     
CrOPR3  TATATTGATTATCCGACCCTGGAACAGCTGAAAGAA-AAAGGCCAGCTGCAGGAAGGCGGCGCGGCGGCG     
CrOPR1  TTTACCGATTGGCCGCGTGTGGATCCGGCGACCATTAAAGCGTGA-------------------------     
VcOPR2     TTTACCGATTGGCCGCTGGTGCAGCCGCCGAGCAGCAGCCCGAGCGCGTGA-------------------  
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                      1480       1490       1500        1510   
           
ZmOPR08-1  -------------------------------------------- 

  ....|....|....|....|....|....|....|....|.... 

ZmOPR09-1  -------------------------------------------- 
SbOPR10-2  -------------------------------------------- 
SbOPR10-1  -------------------------------------------- 
SbOPR10-4  -------------------------------------------- 
SbOPR10-5  -------------------------------------------- 
ZmOPR06-1  -------------------------------------------- 
SbOPR10-3  -------------------------------------------- 
OsOPR06-1  AA------------------------------------------ 
OsOPR06-2  -------------------------------------------- 
OsOPR06-4  -------------------------------------------- 
OsOPR06-3  -------------------------------------------- 
OsOPR06-5  -------------------------------------------- 
OsOPR06-6  -------------------------------------------- 
ZmOPR08-2  -------------------------------------------- 
SbOPR09-1  -------------------------------------------- 
OsOPR01-1  -------------------------------------------- 
OsOPR01-2  -------------------------------------------- 
ZmOPR03-1  -------------------------------------------- 
SbOPR08-1  -------------------------------------------- 
OsOPR02-1  -------------------------------------------- 
SbOPR04-1  -------------------------------------------- 
OsOPR04-2  GCAACAAAAGCGGCGATCAGGATGGCGTGTAG------------ 
OsOPR04-3  -------------------------------------------- 
SbOPR06 TTATCAGAACAAAGAAGGCATGATTTGA---------------- -3  
PsOPR1  --------------------------------------------    
PsOPR2  --------------------------------------------    
PsOPR3    --------------------------------------------  
OsOPR04-1  -------------------------------------------- 
ZmOPR02-1  -------------------------------------------- 
SbOPR06-2  -------------------------------------------- 
SbOPR06- -------------------------------------------- 1  
PtOPR6  --------------------------------------------    
PtOPR7  --------------------------------------------    
PtOPR2  --------------------------------------------    
PtOPR3  --------------------------------------------    
PtOPR1    --------------------------------------------  
AtOPR01-1  -------------------------------------------- 
AtOPR01-4  -------------------------------------------- 
AtOPR01-5  -------------------------------------------- 
MtOPR05-2  -------------------------------------------- 
MtOPR05-7  -------------------------------------------- 
MtOPR05-1  -------------------------------------------- 
MtOPR05-3  -------------------------------------------- 
MtOPR05-4  -------------------------------------------- 
MtOPR05-5  -------------------------------------------- 
MtOPR05- -------------------------------------------- 6  
PpOPR4  ACACCAAAATTGCGGAATTTTGCAGCCGTGCGACCGTGCTGTGA    
PpOPR5  --------------------------------------------    
PpOPR2  --------------------------------------------    
PpOPR1  --------------------------------------------    
SmOPR1  --------------------------------------------    
SmOPR2  --------------------------------------------    
SmOPR3  --------------------------------------------    
SmOPR4  --------------------------------------------    
SmOPR6  --------------------------------------------    
PpOPR3  --------------------------------------------    
SmOPR5  ATCCGAGCAAACTGTAG---------------------------    
PpOPR6  --------------------------------------------    
PtOPR4  --------------------------------------------    
PtOPR5    --------------------------------------------  
AtOPR02-1  -------------------------------------------- 
OsOPR08-1  -------------------------------------------- 
ZmOPR01-1  -------------------------------------------- 
SbOPR07-1  -------------------------------------------- 
ZmOPR04- -------------------------------------------- 1  
VcOPR1  --------------------------------------------    
CrOPR2  --------------------------------------------    
CrOPR3  GTGACCGATAAATAG-----------------------------    
CrOPR1  --------------------------------------------    
VcOPR2     -------------------------------------------- 
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Additional file 4 

Nucleotide sequences alignment of OPR genes from eleven species representing the six major lineages within the 

green plants: the green algae (Chlamydomonas reinhardtii and Volvox carteri), the mosses (Physcomitrella patens), 

the lycophytes (Selaginella moellendorffii), the gymnosperms (Picea sitchensis), the monocotyledoneous 

angiosperms (Oryza sativa, Sorghum bicolor and Zea mays) and the dicotyledoneous angiosperms (Arabidopsis 

thaliana, Populus trichocarpa and Medicago truncatula). Identical residues in the alignments are shaded and seven 

well-conserved OPR subfamilies are represented as Sub.Ⅰ, Ⅱ, Ⅲ, Ⅳ, Ⅴ, Ⅵ and Ⅶ at the left side of the alignment. 

 


