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zPld1                            LD   L     E        D          F  IY     K                     MSD VEN  TRE  F     E E             I  SA   T GF D....................   S         G SDA D P EVDF FNPSGASR G     R V
hPLD1                            LD   L     E        D          F  IY     K MSLK E RVNTS LQKIAADMSN IEN  TRE HFEGE VDYD SP  PK QE   IP SA  NTQGF E    N P     A          I                   V  S   I  VY.
mPld1                            LD   L     E        D          F  IY     K MSLK E RVNTS LQKIAADMSN IEN  TRE HFEGE VEYD SP  PK QE   IP S   NTQGF E    S T     T          L                   A  G   A  GC.    S
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hPLD1           P  A     ER T                         L HG F W  K K  HF E HRPNIQTYLSGC IK QVLEV  F ST       RVPSIN     LYTIE T  E   QV R FK  Q F                         ......T      .....           K
mPld1           P  A     ER T                         L HG F W  K K  HF E HRPNIQTYLSGC IK QVLEV  F ST      SRVPSIN     LYTIE T  E T QV R FK  Q F                         ......       .....
hPLD2           P  A     ER T                         L HG F W  K K  HF E HR    VF  G  VT QV     Y S       SKV         LY V  T  D        Y   Q LVHPL  AP V      VGT     G......   GTCT.....  S R      S TT K  R
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zPld1  LL  K       P                R MP LPR                 K LE YL   L ME  KY  LMRIPL TR HT RR  IK  E  Q       G DG L REEQ  SRR Q  D  NKL K  M      T         S  E  KS  RS V    A   G G  E A    VS                A 
hPLD1  LL  K       P                R MP LPR                 K LE YL   L ME  KY AFIRIPI TRRHTFRRQNVRE EP E  S   SSEN  MIREEQF GRR Q  D  TKI K PM                           .              ..       L
mPld1  LL  K       P                R MP LPR                 K LE YL   L ME  KY AFIRIPI T RHTFRRQNVKE EP E  S   SSEN   I EEQF GRR Q  D  TKI K PM               K           .              ..A Q    F
hPLD2  LL  K       P                R MP LPR                 K LE YL   L MD      LM   L   R        RD    E  S    G EG         S      N  N L   RH V  SL.  LA FAVAYSPA  AGN        A P  ...STRHAA KQ Y      R  T SF
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zPld1 YR Y A  EF   SQLSFI DLG KG EG   KRSGGHR PG  CCG    CYRWSKRWL VKDSFLLYM      T    DV          P  L   V        I  MN   HNEV         I  K Y  M  I        Q         I Y
hPLD1 YR Y A  EF   SQLSFI DLG KG EG   KRSGGHR PG  CCG    CYRWSKRWL VKDSFLLYM  N H TT  LDI      H   P     MIM       I  LN    GRA         I                          I                    Q
mPld1 YR Y A  EF   SQLSFI DLG KG EG   KRSGGHR PG  CCG    CYRWSKRWL VKDSFLLYM  N H TT  LDV      H   P  L  MIM       I   N   HGRA         I                                          V
hPLD2 YR Y A  EF   SQLSFI DLG KG EG   KRSGGHR PG  CCG    CYRWSKRWL VKDSFLLYM  N H  T  LEV             L  MI        V  L     DQV         V      M            P   R       R           T   R
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zPld1     GAI FV L D  F        TE   G RI    R L LK  SYR ARWW   I       G  FLKPDT   S  L V  E  IK   KQ  TKH V  ENLS   V       H    GQA E FVRKH              N  S  MDS                K    FT             S      KA
hPLD1     GAI FV L D  F        TE   G RI    R L LK  SYR ARWW   I       G  FLKPDS   A  L V KE  IKVGKKE  TKY I  DNLS T I  CN   H    GGA EEFIQKH  N                 K                                                T
mPld1     GAI FV L D  F        TE   G RI    R L LK  SYR ARWW   I       G  FLKPDS   A  L V KE  VKVG KE  TKY    DNLS T I  CN   H    GGA EEFIRKH  D                 R    R        L                                  A
hPLD2     GAI FV L D  F        TE   G RI    R L LK  SYR ARWW   I       G  FL  ET   S          V VGK      H V  D      I  C          Q   E  Q    DCL        Q F PG E Q   RS  AR      TSH S     S   Q    A E T LA GP R
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zPld1   HR  S A         W VN   Y    A A   A EEIFITDWWLSPE  LKRP      WRLD  L    FG F   EEN   K Y  GK   EDV N LEE               IF    VVEGNR    CI RT       RE   IPS       T M          K
hPLD1   HR  S A         W VN   Y    A A   A EEIFITDWWLSPE  LKRP      WRLD  LKD  FG Y A QEN LAK Y  AKG FEDV N MEE N             IF    VVEGNR    CI           I   A
mPld1   HR  S A         W VN   Y    A A   A EEIFITDWWLSPE  LKRP      WRLD  LKD  FG Y A  ENTLAK Y  AKG FEDI N MEE               IF    VVEGNR    CI           LH                         S
hPLD2   HR  S A         W VN   Y    A A   A EEIFITDWWLSPE  LKRP      WRLD  L       Y      TLA  F  G G F  V D     Q             VY        DQL  HD   PPRPG   R     A   AA    ILR                     A.HS D    IM 
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mPld1 KRKA  GVR    L KEVELALGINS Y K  LM LHPNIKVMRHPD V     LWAHHEK    DQ VA    QQ   IFIM Y           E S RT  R            H SSSVY       LVII  S
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hPLD2   L    G LV FP  FL  E L P  G KE   P E WT E   V        L    D S L        MI L VS  TQ Q H  H   K  E      PL S  G Fig. S1A
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Fig. S3. The endogenous Pld activity assay of the zebrafish embryo. 
 
(A) Mass spectrum of the global phospholipids extracted from the basal (untreated 
control) zebrafish embryos. 
(B) Mass spectrum of the global phospholipids extracted from the embryos treated with 
PMA and 1-BuOH. 
(C) Mass spectrum of the global phospholipids extracted from the embryos treated with 
PMA and 1-BuOH-d10. 
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Fig. S4. The MS/MS spectra of the PtdBuOH in the endogenous Pld1 activity assay 
of the zebrafish embryos. 
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Fig. S4. The MS/MS spectra of the PtdBuOH in the endogenous Pld1 activity assay 
of the zebrafish embryos. 
 
(A) MS/MS spectrum of m/z 729 in the PMA + 1-BuOH treated embryos. 
(B) MS/MS spectrum of m/z 738 in control sample. 
(C) MS/MS spectrum of m/z 738 in the PMA + 1-BuOH-d10 treated embryos. 
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Fig. S4. The MS/MS spectra of the PtdBuOH in the endogenous Pld1 activity assay 
of the zebrafish embryos. 
 
(D) MS/MS spectrum of m/z 736 in control sample. 
(E) MS/MS spectrum of m/z 736 in the PMA + 1-BuOH-d10 treated embryos. 
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Fig. S4. The MS/MS spectra of the PtdBuOH in the endogenous Pld1 activity assay 
of the zebrafish embryos. 
 
(F) MS/MS spectrum of m/z 775 in the PMA + 1-BuOH treated embryos.  
(G) MS/MS spectrum of m/z 784 in the PMA + 1-BuOH-d10 treated embryos. 
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Fig. S5. The endogenous Pld activity assay in pld1 morphant zebrafish embryos. 
 
(A) The mass spectrum of the global lipids extracted from the PMA + 1-BuOH-d10 
treated wild type zebrafish embryos. 
(B) The mass spectrum of the global lipids extracted from the PMA + 1-BuOH-d10 treated 
MO1-pld1 injected zebrafish embryos. 
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