
Supplementary Table 4

this file contains sequence coverage, predicted TM helix data and the number of tryptic
cleavage sites of all membrane proteins among the top 50 CB nLC-ESI/MALDI proteins
and BR

pages

nLC-ESI CB membrane proteins among top 50

nLC-MALDI CB membrane proteins among top 50

BR nLC-ESI and nLC-MALDI

2-27

28-42

43-44

Rietschel et al.

1



2

Cg1537 GLUCOSE-SPECIFIC ENZYME II BC COMPONENT OF PTS

ESI    10TMH    72.5 kDa     18 Arg    29 Lys



3

Cg2120 SUGAR SPECIFIC PTS SYSTEM, FRUCTOSE/MANNITOL-SPECIFIC 
TRANSPORT PROTEIN

ESI    9TMH    70.4 kDa     20 Arg    27 Lys



Cg2925 ENZYME II SUCROSE PROTEIN

ESI    10TMH    69.1 kDa     14 Arg    29 Lys

4



Cg2409  CYTOCHROME C OXIDASE CHAIN II

ESI    3TMH    39.6 kDa     15 Arg    14 Lys
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Cg2404  RIESKE IRON-SULFUR PROTEIN

ESI    3TMH    45.1 kDa     22 Arg    15 Lys
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Cg3138 MEMBRANE PROTEASE SUBUNIT, STOMATIN/PROHIBITIN HOMOLOG

ESI    2TMH    34.7 kDa     17 Arg    6 Lys
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Cg2780 PROBABLE CYTOCHROME C OXIDASE POLYPEPTIDE SUBUNIT

ESI   12TMH    65.0 kDa     21 Arg    10 Lys
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Cg2403 CYTOCHROME B, MEMBRANE PROTEIN

ESI   9TMH    59.7 kDa     27 Arg    11 Lys
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Cg1363 ATP SYNTHASE C CHAIN

ESI   2TMH    8.1 kDa     2 Arg    1 Lys
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Cg0683 PERMEASE

ESI   9TMH    55.6 kDa     23 Arg    15 Lys
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Cg0953 Na+/PROLINE, Na+/PANTOTHENATE SYMPORTER

ESI   13TMH    57.2 kDa     13 Arg    15 Lys
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Cg1656 NADH DEHYDROGENASE

ESI   1TMH    50.9 kDa     28 Arg    19 Lys
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Cg3008 PORIN

ESI   1TMH    4.6 kDa     0 Arg    1 Lys
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Cg1603 CONSERVED MEMBRANE PROTEIN

ESI   1TMH    41.8 kDa     19 Arg    13 Lys
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Cg3365 PUTATIVE RIBITOL TRANSPORT MEMBRANE PROTEIN

ESI   13TMH    52.7 kDa     18 Arg    10 Lys
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Cg1317 PROLINE TRANSPORT SYSTEM

ESI   13TMH    56.6 kDa     17 Arg    12 Lys
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Cg1362 ATP SYNTHASE F0 SUBUNIT 6 

ESI   6TMH   36.3 kDa     19 Arg    9 Lys
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Cg0756 PUTATIVE CARBON STARVATION PROTEIN A

ESI   16TMH   81.0 kDa     29 Arg    22 Lys
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Cg1082 PUTATIVE MEMBRANE PROTEIN

ESI   6TMH   30.1 kDa     16 Arg    5 Lys
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Cg0359 PUTATIVE MEMBRANE PROTEIN

ESI   2TMH   21.5 kDa     5 Arg    15 Lys
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Cg2810 Na+/H+-DICARBOXYLATE SYMPORTER

ESI   10TMH   47.9 kDa     12 Arg    14 Lys
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Cg2195 PUTATIVE SECRETED OR MEMBRANE PROTEIN

ESI   2TMH   11.8 kDa     3 Arg    2 Lys
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Cg3368 ABC-TRANSPORTER PERMEASE PROTEIN

ESI   12TMH   57.1 kDa     28 Arg    4 Lys
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Cg0445 SUCCINATE DEHYDROGENASE CD

ESI   5TMH   28.3 kDa     16 Arg    4 Lys
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Cg2845  ABC-TYPE PHOSPHATE TRANSPORT SYSTEM, PERMEASE COMPONENT

ESI   6TMH   37.5 kDa     16 Arg    9 Lys

26



Cg2704 ABC-TYPE SUGAR TRANSPORT SYSTEM, PERMEASE COMPONENT

ESI   6TMH   31.5 kDa     8 Arg    11 Lys
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28

Cg1537 GLUCOSE-SPECIFIC ENZYME II BC COMPONENT OF PTS

MALDI    10TMH    72.5 kDa     18 Arg    29 Lys



Cg2409  CYTOCHROME C OXIDASE CHAIN II

MALDI    3TMH    39.6 kDa     15 Arg    14 Lys

29



Cg3138 MEMBRANE PROTEASE SUBUNIT, STOMATIN/PROHIBITIN HOMOLOG

MALDI    2TMH    34.7 kDa     17 Arg    6 Lys

30



Cg2780 PROBABLE CYTOCHROME C OXIDASE POLYPEPTIDE SUBUNIT

MALDI   12TMH    65.0 kDa     21 Arg    10 Lys
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Cg2403 CYTOCHROME B, MEMBRANE PROTEIN

MALDI   9TMH    59.7 kDa     27 Arg    11 Lys
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Cg1656 NADH DEHYDROGENASE

MALDI  1TMH    50.9 kDa     28 Arg    19 Lys
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Cg2404  RIESKE IRON-SULFUR PROTEIN

MALDI    3TMH    45.1 kDa     22 Arg    15 Lys

34



Cg2196 PUTATIVE SECRETED OR MEMBRANE PROTEIN

MALDI    2TMH    12.7 kDa     4 Arg    4 Lys
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Cg0756 PUTATIVE CARBON STARVATION PROTEIN A

MALDI   16TMH   81.0 kDa     29 Arg    22 Lys

36



Cg1429 PUTATIVE MEMBRANE PROTEIN

MALDI   5TMH   36.8 kDa     13 Arg    4 Lys

37



Cg2211 PUTATIVE MEMBRANE PROTEIN

MALDI   2TMH   16.5 kDa     7 Arg    5 Lys

38



Cg1685 SEC-INDEPENDENT PROTEIN SECRETION PATHWAY COMPONENT

MALDI   1TMH   12.0 kDa     5 Arg    5 Lys

39



Cg2405 CYTOCHROME C1

MALDI   2TMH   31.1 kDa     16 Arg    13 Lys

40



Cg1001 LARGE CONDUCTANCE MECHANOSENSITIVE CHANNEL

MALDI   2TMH   14.5 kDa     6 Arg    5 Lys

41



Cg0953 Na+/PROLINE, Na+/PANTOTHENATE SYMPORTER

MALDI   13TMH    57.2 kDa     13 Arg    15 Lys

42



P02945 BACTERIORHODOPSIN

ESI   7TMH   26.8 kDa     7 Arg    7 Lys

43



P02945 BACTERIORHODOPSIN

MALDI   7TMH   26.8 kDa     7 Arg    7 Lys

44
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