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Figure S5. Smoothed scatterplot of upfI and Affymetrix data. Smoothed scatterplot of gene level log, fold
changes from this study versus Rehwinkel et al., from the upf1 arrays. Rehwinkel’s normalized data was obtained
from Array Express E-MEXP-202. Genes that were labelled as absent in either study were removed. The blue line is
y = z and the red line is lowess smoother. Our gene level fold changes were obtained by averaging all probes
annotated as being constitutive. Using only constitutive exon probes instead of constitutive exon and junction probes
did not qualitatively change the scatterplot.



