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Figure S9. Length of 5’ UTR. Top right and top left plots are boxplots comparing the set of NMD-target mRNAs to
the set of NMD nontarget mRNAs from the same genes, for both the stringent and the less stringent set of
upf1-affected genes. Bottom right and bottom left are scatterplots between mRNAs of the same gene, labelled as
either NMD-target or NMD nontarget, for both the stringent and the less stringent set of genes. The feature in
question is the “length of 5’ UTR.” The scatterplots have an aspect ratio of 1.


