Length of 5' UTR Length of 5' UTR

stringent set less stringent set
8 4 g 4 ;
n N —
— |
I ! 8 3
o ! o e 8
8 | : - : 3
! ] e
_ o g —q
S —— |
o 1 |
8 -
o - — _:_ o - — R E— — r"_l_‘I
| | | |
NMD target nontarget NMD target nontarget
Length of 5' UTR Length of 5' UTR
stringent set less stringent set
- ] °
S
o —
E 8 £
@] @]
— = o
2 7 3 8 -
- R ‘_|
() o Q
2 8 7 2
g © S
- L 8-
> s ¢
z g 4
—
o - o -
0 500 1000 1500
nontarget isoform nontarget isoform

Figure S9. Length of 5’ UTR. Top right and top left plots are boxplots comparing the set of NMD-target mRNAs to
the set of NMD nontarget mRNAs from the same genes, for both the stringent and the less stringent set of
upfi-affected genes. Bottom right and bottom left are scatterplots between mRNAs of the same gene, labelled as
either NMD-target or NMD nontarget, for both the stringent and the less stringent set of genes. The feature in
question is the “length of 5> UTR.” The scatterplots have an aspect ratio of 1.



