Table S4. GO terms enriched in less stringent upf1 set

GO Term [ P-value | Genes ]

Biological Process

G0:0045807 positive regulation of endocytosis [ 0.0046 [ Syx7 Nedd4

Molecular Function

GO0:0016409 palmitoyltransferase activity 0.0046 CPTI Spt-1

GO:0043169 cation binding 0.0056 | Actn FerlHCH Tace ap Nrg Cpn CG10126
GO0:0046872 metal ion binding 0.0066 | Actn FerlHCH Tace ap Nrg Cpn CG10126
GO:0043167 ion binding 0.0066 | Actn FerlHCH Tace ap Nrg Cpn CG10126




