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Supplemental Figure 1.  Genotype 
segregation of Sf-2 x Col-0 F2 progeny at 
each marker position.  The fit to the expected 
F2 segregation ratio (1:2:1) was analyzed 
using a G-test (*: 0.01 < P < 0.05).  The 
column to the right of the bar graph represents 
the expected segregation, 50% of 
heterozygote and 25% of each homozygote.  


