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Supplemental Figure 1. Time course of N. siegelii gene expression in MF (A) basal and 
(B and C) regrowth @ssues (n=2) aCer clipping, compared to unclipped controls (n=6). 
Gene expression is indicated as fold‐difference from the median for each gene in the 
experiment, calculated from RT‐qPCR as 2‐∆∆Ct.  



Supplemental Figure 1, panel B.  

lolC


lolD

lolO


lolA

lolU


lolP

lolT


lolE


0


0.2


0.4


0.6


0.8


1


1.2


1.4


1.6


1.8


2


unclipped 
ctrl. 


3
 6
 9
 12
 15


B 

G
en

e 
ex

pr
es

sio
n 

(fo
ld

 d
iff

er
en

ce
 fr

om
 m

ed
ia

n)
  


Time (days) post clipping




metE


proC

tubB
0


0.5


1


1.5


unclipped 
ctrl. 


3
 6
 9

12


15


C 
G

en
e 

ex
pr

es
sio

n

(fo

ld
 d

iff
er

en
ce



fro
m

 m
ed

ia
n)

  


Time (days) post clipping


Supplemental Figure 1, panelC. 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Supplemental Figure 2. Time course of N. uncinatum gene 
expression in MF regrowth @ssues aCer clipping (n=2, except n 
= 1 at day 9 PC), compared to unclipped controls (n=4).  
A. LOL gene expression; 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Supplemental Figure 2 (con@nued). 
B. Expression of proC, metE and C2H2 genes. 


