Figure 3. Panel A shows p values of the association of SNPs at 2q24.3 with the overall
survival; red points represent p < 0.01 whereas blue points represent p = 0.01. Panel B
shows the linkage disequilibrium structure of STK39 locating at 2q24.3. Boxes are shaded

according to the standardized disequilibrium coefficient and the numbers in the boxes
represents the disequilibrium coefficient, D’ where the empty boxes mean the D’ = 1.
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STR39: zerine threonine kinase 39 (STEZ0/ZPE1 homolog
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