Figure 3S. Sequence coverage recombinant SUMO paralogs.

SUMO 1

Trypsin (MS/MS)
MSDQEAKPST EDLGDKKEGE YIKLKVIGQD SSEIHFKVKM

Chymotrypsin (MS/MS)
MSDQEAKPST EDLGDKKEGE YIKLKVIGQD SSEIHFKVKM

Trypsin (MALDI)
MSDQEAKPST EDLGDKKEGE YIKLKVIGQD SSEIHFKVKM

Chymotrypsin (MALDI)
MSDQEAKPST EDLGDKKEGE Y KVKM

Overall (MS/MS Sequence Coverage 84/97 = 86.
MSDQEAKPST EDLGDKKEGE YIKLKVIGQD SSEIHFKVKM

SUMO 2

Trypsin (MS/MS)
MADEKPKEGV KTENNDHINL KVAGQDGSVV QFKIKRHTPL

Chymotrypsin (MS/MS)
MADEKPKEGV KTENNDHINL KVAGQDGSVV QFKIKRHTPL

Trypsin (MALDI)
MADEKPKEGV KTENNDHINL KVAGQDGSVV QFKIKRHTPL

Chymotrypsin (MALDI)
MADEKPKEGV KTENNDHINL

Overall (MS/MS Sequence Coverage 73/95 = 76.
MADEKPKEGV KTENNDHINL KVAGQDGSVV QFKIKRHTPL

SUMO 3

Trypsin (MS/MS)
MSEEKPKEGV KTENDHINLK VAGQDGSVVQ FKIKRHTPLS

Chymotrypsin (MS/MS)
MSEEKPKEGV KTENDHINLK VAGQDGSVVQ FKIKRHTPLS

Trypsin (MALDI)
MSEEKPKEGV KTENDHINLK VAGQDGSVVQ FKIKRHTPLS

Chymotrypsin (MALDI)
MSEEKPKEGV KTENDHINL

Overall (MS/MS Sequence Coverage 48/93 = 52%
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