Supplemental Figure legends

Figure S1.
Comparison of the numbers of AS events found in individual genes between current data set and
TAIR. The current data set showed that many more genes had more than two AS events than

TAIR data set.

Figure S2.
Only one out of 14 chimeric transcripts had a continuous CDS between its first and second genes.
The first gene was AT3G63340, which encoded a protein phosphatase 2C-related protein, and the

second gene was AT3G63330, which encoded a protein kinase. The functional motifs found in the

CDSs of the individual genes remained completely in the CDS encoded by the chimeric transcript;

MAS-001H13.
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