
Table S4: Summary of the MgFC classifier results tested on an independent data from 

[1], using partial fragments 

 

Sequence 

Length 

Number of runs Fraction of sequences with 

confirmed results* 

Standard 

deviation 

400 25 0.85 0.03 

300 30 0.75 0.04 

200 50 0.72 0.04 

100 100 0.63 0.05 

 

* Sequences were considered confirmed only when both our classifiers converged and 

the prediction results fitted the original prediction. 
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