Table S12. Retained genes in both R. oryzae and S. cerevisiea*.

R. oryzae genel R. oryzae gene2 Yeast genel Yeast gene2 Slim GO Annotation

RO3G_07249 RO3G_13520 YBRO10W YNLO31C DNA binding
RO3G_08219 RO3G_16444 YBRO009C YNLO30W DNA binding
RO3G_10354 RO3G_15990 YIL131C YNLO068C DNA binding
RO3G_12371 RO3G_12626 YDRO99W YER177W DNA binding protein binding
RO3G_00320 RO3G_08446 YMR194W YPL249C-A RNA binding
RO3G_00782 RO3G_09466 YHLOO1W YKLO06W RNA binding
RO3G_00938 RO3G_09443 YGRO034W YLR344W RNA binding
RO3G_08705 RO3G_11747 YFR023W YHROI5W RNA binding
RO3G_12214 RO3G_13373 YDL224C YNL197C RNA binding
RO3G_04904 RO3G_16953 YKL043W YMRO16C transcription regulator activity
RO3G_05555 RO3G_14665 YDR146C YLRI131C transcription regulator activity
RO3G_10056 RO3G_13100 YDRO96W YER169W transcription regulator activity
RO3G_12555 RO3G_14007 YIRO33W YKL020C transcription regulator activity
RO3G_10401 RO3G_12891 YCRO93W YMR164C transcription regulator activity hydrolase
RO3G_10199 RO3G_15453 YHR206W YJR147W ?r(::;\s]::tr};ption regulator activity signal
transducer activity
RO3G_02645 RO3G_11701 YGL049C YGR162W translation regulator activity
RO3G_04020 RO3G_15740 YJL138C YKRO59W translation regulator activity
RO3G_05654 RO3G_17064 YLR249W YNLO14W translation regulator activity
RO3G_09650 RO3G_15791 YDR385W YORI133W translation regulator activity
RO3G_10028 RO3G_13087 YELO034W YJR047C translation regulator activity protein binding
RO3G_01176 RO3G_05593 YCRO91W YNRO047W protein kinase activity
RO3G_01176 RO3G_05593 YJL164C YKL166C protein kinase activity
RO3G_01176 RO3G_05593 YKL126W YMR104C protein kinase activity
RO3G_04287 RO3G_04878 YCL024W YDRS507C protein kinase activity
RO3G_04287 RO3G_04878 YDR122W YLRO96W protein kinase activity
RO3G_04287 RO3G_04878 YFRO14C YOLO16C protein kinase activity
RO3G_04287 RO3G_04878 YOR233W YPL141C protein kinase activity
RO3G_04287 RO3G_04878 YALO17W YOL045W protein kinase activity
RO3G_04827 RO3G_06755 YHR135C YNL154C protein kinase activity
RO3G_08009 RO3G_15101 YDR490C YOL100W protein kinase activity
RO3G_08009 RO3G_15101 YNL298W YOL113W protein kinase activity
RO3G_08009 RO3G_15101 YOR231W YPL140C protein kinase activity
RO3G_08009 RO3G_15101 YCRO73C YNRO31C protein kinase activity signal transducer
RO3G_00880 RO3G_05293 YDL138W YDL194W :fgt;\:f}tlransducer activity
RO3G_00951 RO3G_07161 YGRO70W YLR371W signal transducer activity
RO3G_04824 RO3G_06759 YOR256C YPL176C signal transducer activity
RO3G_08587 RO3G_11831 YDR379W YOR127W signal transducer activity
RO3G_08936 RO3G_14483 YDL134C YDL188C phosphoprotein phosphatase activity
RO3G_08936 RO3G_14483 YDR436W YMLO16C phosphoprotein phosphatase activity
RO3G_08936 RO3G_14483 YLR433C YMLO57W phosphoprotein phosphatase activity
RO3G_00320 RO3G_08446 YMRI192W YPL249C enzyme regulator activity
RO3G_02731 RO3G_11489 YEL022W YJRO31C enzyme regulator activity
RO3G_03537 RO3G_13177 YNL293W YOL112W enzyme regulator activity
RO3G_15392 RO3G_16585 YLLO16W YLR310C enzyme regulator activity

RO3G_01343 RO3G_16166 YOR204W YPL119C helicase activity
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RO3G_05087 RO3G_11000 YBR214W YGLO056C

RO3G_08257 RO3G_16403 YHROOIW YKROO3W
RO3G_08257 RO3G_16403 YOR237W YPL145C
RO3G_08527 RO3G_11806 YBRO082C YDRO059C
RO3G_08585 RO3G_11870 YBR284W YJLO70C
RO3G_09020 RO3G_16999 YIL149C YKRO95W
RO3G_10355# RO3G_15987 YMR237W YOR299W
RO3G_10403 RO3G_12888 YBR169C YPL106C
RO3G_11231 RO3G_13634 YFL004W YPLO019C
RO3G_12215 RO3G_13372 YBR241C YGL104C

* The homologous gene pairs were defined based on BLASTP (1e-5). The functional annotation of the
genes was based on yeast gene ontology (GO)-slim function annotations downloaded from SGD
(http://downloads.yeastgenome.org/literature _curation/go_slim_mapping.tab).

# R. oryzae duplicates with substantially different branch length presented in the unrooted tree as illustrated
in Figure 3 (from the root to the tip, one branch is at least 50% longer than the other).



