
Table S3. Chi-square test of comparison between nucleotide frequencies observed at 
corresponding positions in the protein promoters (this study) and the in vitro selected promoters 
(1) 
Positiona Chi-square test p value 
–50 0.05175 
–49 0.82246 
–48 0.08679 
–47 0.93680 
–46 0.38310 
–45 0.65923 
–44 0.73333 
–43 0.02085 
–42 0.32817 
–41 0.44631 
–40 0.17808 
–39 0.14081 
–38 0.14136 
–37 0.00022 
–36 0.04585 
–35 0.01631 
–34 0.60460 
–33 0.07074 
–32 0.00005 
–31 0.19297 
–30 0.09153 
–29 0.10896 
–28 0.03292 
–27 0.00324 
–26 0.11668 
–25 0.26751 
–24 0.02012 
–23 0.41809 
–22 0.21196 
–21 0.78206 
–20 0.03024 
–19 0.62309 
–18 0.59914 
–17 0.34266 
–16 0.99755 

aPositions with a p value of less than 0.05 are shown in bold. 
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