Table SS5. Relative in vitro transcriptional activities and BRE/TATA box scores of the M.
vannielii tRNAY" promoter and mutants from it

BRE/TATA box Relative transcriptional
Plasmid Mutation® score (bit)" activity (%)°

pIC 31/30 AAAAGTTTATATATCATGA 12.76 100
pIC 31/31 AAAAGGTTATATATCATGA 9.83 58 +4
pIC 31/32 AAAAGTGTATATATCATGA 5.10 135
pIC 31/33 AAAAGTTGATATATCATGA 423 21 +6
pIC 31/34 AAAAGTTTATAGATCATGA 4.42 1+1
pIC 31/35 AAAAGGGTATATATCATGA 2.17 3+2
pIC 31/43 AAAAGTTTGTATATCATGA 4.69 105
pIC 31/44 AAAAGTTTAGATATCATGA 4.67 3+2
pIC 31/45 AAAAGTTTATGTATCATGA 9.31 16 +3
pIC 31/46 AAAAGTTTATATGTCATGA 10.29 39+4
pIC 31/47 AAAAGTTTATATAGCATGA 12.76 105+ 11
pIC 31/48 AAAAGTTTATATATCGTGA 12.76 95 + 30
pIC 31/49 AAAAGTTTATATATCATGG 12.76 115+ 54
pIC 31/50 AAAATTTTATATATCATGA 12.86 94 + 26
pIC 31/51 AAGAGTTTATATATCATGA 8.61 45 + 13

“Mutations are shown in bold and are underlined.

®Calculated using the PWMs of the BRE and the TATA box of the identified protein promoters of M. jannaschii.
‘Data from (1).
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